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Table 1. Cross-validation performed with 10-fold methods reported the accuracy, R2 and Q2 value of three

components.

Endometabolome PC1 PC2 PC3
ACCURANCY 1.0 1.0 0.98

R2 0.89 0.87 0.76

Q2 0.91 0.88 0.67
Esometabolome PC1 PC2 PC3
ACCURANCY 1.0 1.0 1.0

R2 0.92 0.94 0.80

Q2 0.78 0.85 0.65




Table 2. Metabolic pathways corresponding to serum and urinary metabolomic profile of intervention group.
The pathways are classified according to p-values, Holm adjustment, and FDR values. The pathways are
selected based on Hits > 2, Raw p < 0.05, and Holm adjust, FDR < 1.

Hits Rawp Holm p FDR

Fatty acid Metabolism 4 | 1.0617e-08 9.2364e-07 @ 2.1662e-07
Mitochondrial Beta-Oxidation of Short Chain Saturated 4 1 1.0617e-08  9.2364e-07 = 2.1662e-07
Fatty Acids

Mitochondrial Beta-Oxidation of Long Chain Saturated 4 | 1.0617e-08 = 9.2364e-07 = 2.1662e-07
Fatty Acids

Glutamate Metabolism 10  1.2228e-08 | 1.0272e-06 @ 2.1662e-07
Purine Metabolism 7 1,245E-05 1.0333e-06 @ 2.1662e-07
Ketone Body Metabolism 2 1 2.9809e-08 @ 2.4443e-06 @ 4.3223e-07
Oxidation of Branched Chain Fatty Acids 4 | 4.3404e-08  3.5158e-06 = 4.7202e-07
Beta Oxidation of Very Long Chain Fatty Acids 4 | 4.3404e-08  3.5158e-06 = 4.7202e-07
Ammonia Recycling 9 | 8.0077e-08 = 6.3261e-06 @ 7.7407e-07
Pantothenate and CoA Biosynthesis 5 1.1989e-07 @ 9.3511e-06 0,001043
Glycine and Serine Metabolism 11  2.4921e-07 | 1.9189e-05 0,001971
Phosphatidylethanolamine Biosynthesis 3  6.0306e-07 4.5833e-05 4.2202e-06
Bile Acid Biosynthesis 4 | 6.6354e-07 | 4.9765e-05 @ 4.2202e-06
Cysteine Metabolism 5 | 7.1355e-07  5.2803e-05 | 4.2202e-06
Amino Sugar Metabolism 6 7.4649e-07 | 5.4494e-05 @ 4.2202e-06
Arginine and Proline Metabolism 8 7.7613e-07 | 5.5881e-05 @ 4.2202e-06
Pyruvate Metabolism 7 1.1754e-06 | 8.3453e-05 @ 4.7225e-06
Glycolysis 3  1.1942e-06 8.3593e-05 @ 4.7225e-06
Galactose Metabolism 3  1.1942e-06 8.3593e-05 @ 4.7225e-06
Lactose Synthesis 3 | 1.1942e-06 | 8.3593e-05 @ 4.7225e-06
Lactose Degradation 3 | 1.1942e-06 | 8.3593e-05 @ 4.7225e-06
Trehalose Degradation 3 | 1.1942e-06 | 8.3593e-05 @ 4.7225e-06
Gluconeogenesis 4 | 1.3146e-06 | 8.5446e-05 @ 4.9724e-06
Glutathione Metabolism 7 1.7021e-06 | 0.00010894 @ 4.9946e-06
Steroid Biosynthesis 4  1.7797e-06 = 0.00011212 4.9946e-06
Nucleotide Sugars Metabolism 2 | 1.9519e-06 | 0.00012102 @ 4.9946e-06
Inositol Metabolism 2 1.9519e-06 @ 0.00012102 @ 4.9946e-06
Sulfate/Sulfite Metabolism 2 1.9519-06 @ 0.00012102 @ 4.9946e-06

Starch and Sucrose Metabolism 2 1.9519e-06 @ 0.00012102 @ 4.9946e-06



Fructose and Mannose Degradation
Mitochondrial Electron Transport Chain
Inositol Phosphate Metabolism
Phosphatidylinositol Phosphate Metabolism
Phosphatidylcholine Biosynthesis
Ethanol Degradation

Aspartate Metabolism

Urea Cycle

Sphingolipid Metabolism

Threonine and 2-Oxobutanoate Degradation
Glycerolipid Metabolism

Phytanic Acid Peroxisomal Oxidation
Folate Metabolism

Beta-Alanine Metabolism

Tryptophan Metabolism

Pentose Phosphate Pathway

Riboflavin Metabolism

Thiamine Metabolism

Alanine Metabolism

Fatty Acid Biosynthesis

Selenoamino Acid Metabolism

Tyrosine Metabolism

Malate-Aspartate Shuttle

Butyrate Metabolism

Mitochondrial Beta-Oxidation of Medium Chain Saturated
Fatty Acids

Valine, Leucine and Isoleucine Degradation
Nicotinate and Nicotinamide Metabolism
Phenylacetate Metabolism

Histidine Metabolism

Lysine Degradation

Warburg Effect

Propanoate Metabolism

Citric Acid Cycle
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Methionine Metabolism

Transfer of Acetyl Groups into Mitochondria
Homocysteine Degradation

Phenylalanine and Tyrosine Metabolism
Pyrimidine Metabolism

Glucose-Alanine Cycle

Arachidonic Acid Metabolism
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