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Figure S1. Domains of genes related to the secondary metabolism of B. cinerea in the Ensembl Fungi database. (Gene Bcboa6, Bcin01g00060)
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Figure S2. List of genes of the IPR036736 domain (description: ACP-like superfamily; Domain source: Gene 3D) for the Bcboa6 gene of B. cinerea on the Ensembl Fungi database.
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Figure S3. FungiDB database (metabolic pathways Gene Bcboa6, Bcin01g00060).



