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Figure S1. Amino acid sequence of RNF152 and evaluation of the antibody to RNF152. (A) In the amino acid
sequence of mouse RNF152, cysteine residues mutated in C/S mutant are indicated in red font, whereas the
transmembrane (TM) domain is highlighted in yellow. The peptide sequence used for rabbit immunization is
highlighted in green. (B) An affinity purified antibody against synthetic peptide of RNF152 reacted with multiple
bands on immunoblots of cell lysates from B16 melanoma and HEK293T cells. Upon the addition of an excess
amount of synthetic peptide, only one band close to the predicted molecular weight of RNF152 (22.4 kDa) was
reduced, suggesting that this diminished band corresponds to RNF152 (red arrow), while the others are non-
specific (red asterisks).





