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Figure S1. Chromosomal locations of PPR genes in kiwifruit. The chromosomal locations of the PPR genes were mapped with TBtools [1]. (a) Chromosomal locations of PPR genes in Actinidia chinensis. (b) Chromosomal locations of PPR genes in Actinidia eriantha.
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Figure S2. Module membership-gene characteristics associated with glucose, quinic acid, linalool, and ethyl butyrate in kiwifruit.
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Figure S3. Expression and interaction network of upstream transcription factors that regulated kiwifruit PPR genes and the MORF genes. (a) Gene expression profiles of the upstream transcription factors of kiwifruit PPR genes and the MORF genes. Transcription factors that are differentially expressed are indicated in red boxes. (b) The regulation network of upstream transcription factors with PPR genes and MORF genes. PPR, MORF and transcription factors genes are shown in orange, yellow, and turquoise, respectively.
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