Table S1: IgG epitopes mapped for Sars-CoV-2 Spike protein using a pool of sera from patients with
COVID-19 disease and cross-reactivity against DENV serotypes 1-4 (Taxid: 12637).

Peptides Cross-reactivity* Specificity
Sars-CoV-2, BatCoV-
FNDGVYFASTEKSNI DENV2 RaTG13
Sars-CoV-2, BatCoV-
DSKTQSLLIVNNATN DENV3 RaTG13
Sars-CoV-2, BatCoV-
LGVYYHKNNK No RaTG13
Sars-CoV-2, BatCoV-
LMDLEGKQGNFKNLR DENV3 RaTG13
Sars-CoV-2, BatCoV-
NLVRDLPQGF No RaTG13
Gram-positive Sars-CoV-2, BatCoV-
RSVLTPGDSSS bacteria and rodent RaTG13
Sars-CoV-2, BatCoV-
GAAAYYVGYL No RaTG13, SARS-CoV-1,
MERS-CoV
Sars-CoV-2, BatCoV-
GIYQTSNFRV DENV2 RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
KRISNCVADYSVLYN No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
YADSEVIRGD No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
GKIADYNYKL DENV1 RaTG13, SARS-CoV-1
LDSKVGGNYN No SARS-CoV-2
Sars-CoV-2, BatCoV-
LKPFERDIST No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
PLQSYGFQPTGVGY No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
NKKFLPFQQF DENV2 RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
DTTDAVRDFQ No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
NQVAVLYQDV No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
ADQLTPTWRV No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
IGAEHVNNSY DENV2 RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
TQTNSPRRAR DENV 1and3 RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
SHAYTMSL No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
AYSNNSIAIP No RaTG13, SARS-CoV-1
Sars-CoV-2, BatCoV-
AVEGD No RaTG13
Several organisms and Sars-CoV-2, BatCoV-
KQIYK DENV2 RaTG13
Several oreanisms and Sars-CoV-2, BatCoV-
DEGGF eve SEgNws S RaTG13, SARS-CoV-1,
MERS-CoV
Sars-CoV-2, BatCoV-
LPDPSKPSKRSFIED DENV1 and 2 RaTG13, SARS-CoV-1,
MERS-CoV
Sars-CoV-2, BatCoV-
LPPLLTDEMI DENV3 RaTG13, SARS-CoV-1,

MERS-CoV, HCoV_0OC43,

HCoV_HKU1




ALLAGTITSGWTEGA

DENV1

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

OMAYRFNGIG

No

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1,
MERS-CoV

KLIANGFNSA

Fungi

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1,
MERS-CoV, HCoV_0C43,
HCoV_HKU1, HCoV-
NL63, HCoV-229E

VVNQNAQALN

DENV1

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1,
MERS-CoV, HCoV_0C43,
HCoV_HKU1, HCoV-
NL63, HCoV-229E

GAISSVLNDI

DENV1 and 3

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1,
MERS-CoV, HCoV_0C43,
HCoV_HKU1

LITGRLQSLQ

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1,
HCoV-NL63, HCoV-229E

AEIRA

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

GYHLMSFPQS

No

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

REGVFVSNGTHW

DENV3

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

EPQII

Several organisms

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

TVYDPLQPEL

No

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

KEIDRLNEVAK

Fungi, DENV1 and 3

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

SLIDLQELGK

No

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

FDEDDSEPVI

No

Sars-CoV-2, BatCoV-
RaTG13, SARS-CoV-1

*Crossreactivity was performed using Basic Local Alignment Search Tool (BLAST) and were considered if sequencies matches at

least four amino acids
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Figure S2: Sequence logos for spike protein cross-reactive DENV-identified sequences in Sars-CoV-2 variants of concern (Wuhan [wild
type], Alpha, Beta, Delta, Gamma, Omicron BA.1, Omicron BA.2, Omicron BA.2.12.1, Omicron BA .4, Omicron BA.5) showing residues
conservation. The selected amino acid sequence is shown on X-axis. The height of each letter on Y-axis indicates its relative frequency. N,
N-terminal end; C, C-terminal end.

SARS-CoV-2 -—--MFVFLVLLPLV---—--—--—— SSQCVNLT----- TRTQLPPAYTNSFTR----GVY P-DKVFR 44
SARS -===MFIFLLFLTLT -~ == === === SGSDLDRCTTFDDVQAPNYTQHTSSMR - --GVY P-DEIFR 48
MERS-CoV MIHSVFLLMFLLTPTESYVDVGPDSVKSACIEVDIQQTFFDKTWPR----PIDVSKADGII PQGRTYS 65
HCoV 0C43 ----MFLILLISLPT-AFAVIG----DLKCTSDNIND--KDTGPPPISTDTVDVINGLGTY VLDRVYL 58
HCoV NL63 --MKLFLILLVLPLASCFFTCNSNA-NLSMLQLGVPDNSSTIVTGLLPTHWFCANQSTSVYSANGFFY IDVGNHRSAFALHTGYYDANQYYI VVTNEIGL 97
HCoV HKU1 ----MFLIIFILPTT--LAVIG----DFNCTNSFIND--YNKTIPRISEDVVDVSLGLGTY VLNRVYL 57
HCoV 229E L MEVLLV A AL 10
BatCoV-RaTGl3 =--=--MEVFLVLLPLV-========== SSQCVNLT----- TRTQLPPAYTNSSTR----GVY P-DKVFR 44
SARS-CoV-2 SOV HSTQDLFLPF _____| FSNVTWFHAIHVSGTINGTKR _ 78
SARS SDT YLTQDLFLPF YSNVTGFHTINHT 75
MERS-CoV NI TYQG _ LFPYQG-DHGDMYVYSAGHATGTTPQKL .. . 100
HCoV 0C43 NI FLNG _ YYPTSGSTYRNMALKGSVLLSRLWFKPP____ 94
HCoV NL63 NASVTLKICKFSRNTTFDFLSNASSSFDCIVNLLFTEQLGAPLGITISGETVRLHLYNVTRTFYVPAAYKLTKLSVKCYFNYSCVFSVVNATVTVNVTTH 197
HCoV HKU1 NTT LFTG  YFPKSGANFRDLALKGSKYLSTLWYKPP

HCoV 229E HIAG CQTTNGLNTSYS

BatCoV-RaTG13 SSV. o HLTQDLFLPF _____ FSNVTWFHAIHVSGTNGIKR

SARS-CoOV-2  =——==—=--- FDNP----VLP:NDGVYFASTEKSNIIRG--—--——-—=--—=—————~ WIFGTTLDSKT----—--—~ QSLLIVNN --rrrmemmmmmmmmnne ATNVV 127
SARS  mmemm—eee FGNP----VIPFKDGIYFAATEKSNVVRG- == === ===== === m WVEFGSTMNNKS - == === ==~ Q

MERS-COV ~  =—==—=-—= FVANYSQDVKQFANGF-VVRIGAAANSTGTVIISPSTSATIRKIYPAFMLGSSVGNF SDGKMGRFFNH

HCoV 0C43 =——=-—-—- FLSD------- INGI-FAKVKNTKVIKDRVMYSE---—--—-- FPAITIGSTFVNT Y

HCoV NL63 NGRVVNYTVCDD--~--CNGYTONI-FSVQQDGRIPNGFP-—==========— FNNWFL---LTNGS —=—=====—~ DGVSR 250
HCoV HKUl ~  =—=-—=-—- FLSD------- NNGI-FSKVKNTKLYVNNTLYSE-—--—-——- FSTIVIGSVFVNTS--——-—--- YT TUVQPH --nsnmmmmmmmmenne NGILE 147
HCOV 229E =====—mn VCNG----CVGYSENV-FAVESGGY IPSDFA-————=====—=— FNNWFL-~-~LTNTS — === ====—~ DGVVR 72
BatCoV-RaTGl3 ==-===-=== FDNP----VLPNDGVYFASTEKSNIIRG-—=========m===m==— WIFGTTLDSKT -—====-—~ QS LLIVNN --nnmmmmmmmmmmmeeee ATNVV 127
SARS-CoV-2 IKVCEFQFCNDPFL(VYYHKNNKSWMESEFRVYSSANNC TFEYVSQPFLM) LEGKQGN " KNLRE 210
SARS IRACNFELCDNPFF2§l- - SKPMGTQTHTM- - IFDNAFNCTFEYISDAFSLDOVSERSENGRHERE 203
MERS-CoV LLRAFYCILE-PRSEN--HCPAGNSYTSFATYHTPATDC -~—~~~ SDGNY!RNASLNSREYFN 265
HCoV 0C43 VSVCQYNMCEYPQT I C--HPNLGNHRKELWHLDTGVVSC -—-LYKRNFTYDVNADYLY “HFYQE 228
HCoV NL63 LYQPLRLTCLWPVPEL--KSSTGFVY---FNATGSDVNC--—--- NGYQH!SVVDVMR YNLNFSANSLDNLKSGVIVFKTLQYDVLF YCS 334
HCoV HKU1 ITACQYTMCEYPHTVC---KSKGSIRNESWHIDSSEPLC -~ -LFKKNFTY\'VSADWLY “HFYQE 214
HCoV 229E SFQPLLLNCLWSVS[EL--RFTTGFVY---FN-GTGRGDC—--—-~ KGFSSDVLSDVIRYNLNFE----ENLRRGTILFKTSYGVVVE YCT 151
BatCoV-RaTG13 IKVCEFQFCNDPFlCHMMBRNNESWMESEFRVYSSANNC TFEYVSQPFLIDISCROGH JRNERE 210
SARS-CoV-2 NLVRDLPQG--FSALEPLVDLPIGINITRFQT--LLALHRSYLTPGDSSSGWTAGAAA ' ' —VGY QPRTFLLKYNENGTITDAVDCALDPLSETKCTLKS 305
SARS DVVRDLPSG--FNTLKPIFKLP.GINITNFRA --------- ILTAFSPAQDI--WGTSEEEN - - F8MIKPTT ML KYDENGT ITDAVDCSQNPLAZLKCSVKS 292
MERS-CoV FSSRYVDLY--GGNMFQFATLPVYDTIKYYSI--IPHSIRSIQSDR-KA--W------ BB -fYKIBOPLT L DFSVDGYIRRAIDCGFNDLSOLHCSYES 353
HCoV 0C43 --DTGVVTK--F----- LFNVY.GMALSHYYV--MPLTCNSKLT -------------------- LEF-JTPETSRQYLIL.AFNQDGIIFNAEDCMSDFMS=IKCKTQS 304
HCoV NL63 VLDTTIPFGPSSQPYYCFINST INTTHVSTFVGILPPTVREIVVARTGQ--FYINGFKH D1 [BF 1 EAVN:NVTTASA---TDFWIVAFATFVOVLVNVSA 429
HCoV HKU1 --DVGMPTT--F---—- LFSLYLGTILSHYYV--MPLTCKAISSNTDNE ---------- TLEf/ -JTPESRRQ VLI NFDEHGVITNAVDCSSSFLSEIQCKTQS 296
HCoV 229E SGDAHIPFGTVLGNFYCFVNTT I GNETTSAFVGALPKTVREFVISRTGH--FYINGYRE " T1 ENVEAVN:NVTTAET---TDFCTVALASYADVLVNVSQ 246
BatCoV-RaTG13 NLVRDLPPG--FSALEPLVDLPIGINITRFQT--LLALHRSYLTPGDSSSGWTABNRMS:- GM#QOPRT - L. KYNENGTITDAVDCALDPLSETKCTLKS 305
SARS-CoV-2 FTVEKGIYQTSNFRVQPTES IV-RFPN TNLCPFGEVFNATRFASVYAWNRKRISNCVADYSVLYNSASFSTFKCYGVSPTK NDLCFTNVYADSFVIRG 404
SARS FEIDKGIYQTSNFRVVPSGDVV-RFPNI TNLCPFGEVFNATKFPSVYAWERKKISNCVADYSVLYNSTFFSTFKCYGVSATK NDLCFSNVYADSFVVKG 391
MERS-CoV FDVES(GVY SVSSFEAKPSGSVVEQAEGVE--CDFSPLLSGTP-PQVYNFKRLVFTNCNYNLTKLLSLFSVNDFTCSQISPAATASNCYSSLILDYFSYPL 450
HCoV 0C43 IAPPTCVYELNGYTVQPIADVYRRKPNI.PN-CNIEAWLNDKSVPSPLNWERKTFSNCNFNMS SLMSFIQADSFTCNNIDAAK I YGMCFSSITIDKFAIPN 403
HCoV NL63 TNIQNLI.YCDSPFEKLQCEH.Q---FGLQDGFYSANFLDDNVLPETYVALPIYYQHTDINFTATASF - ---GGSCYVCKPHQV -——~~-~ NISING----- 511
HCoV HKU1 FAPNTCVYDLSGFTVKPVATVYRRIPNI.PD-CDIDNWLNNVSVPSPLNWERRI FSNCNFNLSTLLRLVHVDSFS CNNLDKSK I FGSCFNSITVDKFAIPN 395
HCoV 229E TSIANIIYCNSVINRLRCDQ!.S---FDVPDGFYSTSPIQSVELPVSIVSLPVYHKHTFIVLYVDFKP-QSGGGKCFNCYPAGV --—~-~ NITLANF---N 333
BatCoV-RaTG13 FTVEKGIYQTSNFRVQPTDSIV-RFPNITNLCPFGEVFNATTFASVYAWNRKRISNCVADYSVLYNSTSFSTFKCYGVSPTK NDLCFTNVYADSEVITG 404
SARS-CoV-2 DEVRQTAPGQTGKIADYNYKLPDDFTGCVIAWNSNNLDSKVGGNYN-—-——~ LYRLFR------ KSNIL.KPFERDISTEIYQAGST--PC--—--—--—- 480
SARS DDVRQ T APGQTIEVilBBNNNEE PDD FMGCVLAWNTRNIDATSTGNYN-—- - - - KYRYLR------ HGKI . RPFERDISNVPFSPDGK--PC---——-—-=~ 467
MERS-CoV SMKSD1.SVSSABPI SOFNERQOSFSNPTCLILATVPHNLTTI TKPLK- -~~~ SY=——mmmm—— NKCSRFLSDDRTEVPQLV-—-—=--—=-—--— 518
HCoV 0C43 GRKVDLQLGNLEYLOSFEERIDTTATSCQLY YNLPAANVSVSRFNPSTHNKR G- IEDSVFKPRPAGV L. TNHDVVYAQHCFKAPKNFCPC---KLNGSCV 500
HCoV NL63 --NTSVCVRTSHFSIREIENRVKSGSPGDSSWHIYLKSGTC----P-----~ SESK-----——-—-- NNFQK-FKTICFSTVEVPGSC—--—--—--~ 577
HCoV HKU1 RRRDD1.QLGSSEFLOSSHEKIDISSSSCOLYYSLPLVNVTINNFNPSSHWNRR Y GEGSFEN --------------- SSYDVVYSDHCFSVNSDFCPCADPSVVNSCV 486
HCoV 229E ETKGPLCVDTSHFTTKEVAVYANVG--—-~ RWSASINTGNC----P-—-——— SFGK-—=======m— NNFVK-FGSVCFSLKDIPGGC—-—=-—==—— 396
BatCoV-RaTG13 DEVRQTAPGQTERIBDMNEREPDDFTGCVIAWNSKHIDAKEGGNFN-———-— LYRLFR--——-- KANT KPFERDISTEIYQAGSK--PC—--———--—- 480

NGVEGFNC

SARS-CoV-2
SARS
MERS-CoV
HCoV 0C43
HCoV NL63
HCoV HKU1




HCoV 229E AMPIVAN WAYSKYYT IGSLYVSWSDG 422

BatCoV-RaTG13 . . . . CwegreiNc____ vy PL T YRUVVLSFE, o

SARS-COV-2  =——=—=—=—=- LLHA--PATVCGPKK---STNLV--KNKCVNFNFNGLTGTCVLTESNKKFL- PFQQFGRDIADTTDAVRDPQTLEILD I TPCSFGGVSVI 598
SARS  mm——m———- LLNA--PATVCGPKL---STDLI--KNQCVNENFNGLTGTCVLTPS SEREQ- BE@PEGRDVSDFTDSVRDPKTSEILD I SPCSFGGVSVI 584
MERS-COV ~  —=—=—=—=—= VQYGTDTNSVCPKLEFANDTK I ASQLGNCVE Y SLYGVSGRCVFQNCTAVGV-ROBREVYDAYONLVGYYS-DDGNYYCLRACVSVPVSVI 662
HCoV 0C43 GDKCNIFANFILHDVNSGLTCSTDLQKANTD I I--LGVCVNYDLYGILGQGTFVEVHATYYNSWENLLYDSNGNLYGFRDYIINRTFMIRSCYSGRVSAZL 682
HCOV NL63 ~  —=—=————————- NSI-TGVPYPVSGIREFSNILV--LNNCTKYNIYDYVGTGIIRSSHQSLAGGITYV--SNSGNLLGFKNVSTGNIFIVTPCNQPDQVAY 686
HCoV HKU1 NNRCNIFSNFIFNGINSGTTCSNDLLYSNTEVS--TGVCVNYDLYGITGQG I FKEVSAAYYNNWENLLYDSNGNIIGFKDFLTNKTYT ILPCYSGRVSAZ 680
HCOV 229E —=—=—=—=—=—- DGI-TGVPQPVEGVSSFMNVT--LDKCTKYNIYDVSGVGVIRVSHEDTEENGITYT--STSGNLLGFKDVTKGTIYS I TPCNPPDQLVYV 505
BatCoV-RaTGl3 —-=——==——- LLNA--PATVCGPKK---STNLV--KNKCVNFNFNGLTCTCVLTES ikl - BEGOBGRD IADTTDAVRDPQTLEILD I TPCSFGGVSVI 598
SARS-CoV-2 TPGTNTSNQVAVLYQDVNCTEVPVAIHA --------- DQLTPTWRVYSTGSNVFOTRAGCLIGAEHVNNS --YECDIPIGAGICASYQT-QTNSPRRARSVAS 689
SARS TPGTNASSEVAVLYQDVNCTDVSTAIHA--—~--~ DQLTPAWRIYSTGNNVFOTQAGCLIGAEHVDTS--YECDIPIGAGICASYHEVSLLR--------| BrsQ 671
MERS-CoV Y--DKETKTHATLFGSVACEH SSTMSQYSRSTRSMLKRRDSTY ------ GPLOTPVGCVLGLVNSSLF-VEDCKLPLGQSLC2LPDEPSELTEBRSVEEBVPG 755
HCoV 0C43 F--HANSSEPALLFRNIKCNYVFN--—-—-—-—- NSLTRQLQPI ------ NYFDSYLGCVVNAYNSTAISVQTCDLTVGSGYCVDYS--KNRRSEGHITTGY 764
HCoV NL63 Y----QQSIICAMTAVNESRYGLQ--—-—====~= NLLQLPNFYY-----VSNGGNNCTTAVMTYSNF-~-—---—=-~— GICADGSL-IPVREBEN------ 749
HCoV HKU1 F--YONSSSPALLYRNLKCSYVL-—--———-——- SYLGCVLNAVNLTSYSVSSCDLRMGSGFCIDYALPSSRRKERGIBSPY 762

HCoV 229E Y----QQAVVCAMLSENFTSYGFS—-—-———-—~ GTYNCTDAVLTYSSF--—-——-—--- GVCADGSI-IAVQOBRN--—---- 568
BatCoV-RaTG13 TPGTNASNQVAVLYQDVNCTEVPVAIHA TRAGCLIGAEHVNNS--YECDIPIGAGICASYQHONNEH - Bvas 685

SARS-CoV-2 QSIIAYTMSLGAENSVAYSNNS---TA ISVTTEILPVSMTKTSVDCTMY I CGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQEVFAQVK 786
SARS KSIVAYTMSLGADSSIAYSNNT---TA ISITTEVMPVSMAKTSVDCNMY ICGDSTECANLLLOYGSFCTQLNRATLSGIAAEQDRNTREVFAQVK 768
MERS-CoV EMRLAS-IAFNHPIQVDQLNSSYFKLS FGVTQEYIQTTIQKVTVDCKQYVCNGFQKCEQLLREYGQFCSKINQATHGANLROQDDSVRNLFASVK 854
HCoV 0C43 RFTNFEPFTVNSVNDSLEPVGGLYEIQ IGNMVEFIQTSSPKVTIDCAAFVCGDYAACKSQLVEYGSFCDNINAT LTEVNELLDTTQLOVANSLM 864
HCoV NL63 ~  —-——---- SSDNGISAIITAN-------- s TSVQVEYLQITSTPIVVDCATYVCNGNPRCKNLLKOY TSACKTIEDATRLSAHLETNDVSSMLTFDS 837
HCoV HKU1 RFVTFEPFNVSFVNDSVETVGGLFETQ IAGHEEFIQTSSPKVTIDCSAFVCSNYAACHDLLSEYGTFCDNINST LNEVNDLLDITQLQVANALM 862
HCOV 229E =—=——=—=-= VSYDSVSAIVTAN-------- s TSVQVEYLQITSTPIVVDCSTYVCNGNVRCVELLKOYTSACKT I EDALRNSARLESADVSEMLTFDR 656
BatCoV-RaTG13 QSIIAYTMSLGAENSVAYSNNS---IA ISVTTEILPVSMTKTSVDCTMY ICGDSTECSNLLLOYGSFCTQLNRALTGIAVEQDKNTQEVFAQVE 782
SARS-CoV-2 QIYKTPPIKDFG----- G-FNFSQILPD-PSK---PSKRSF NKVTLADAGFIKQ-YGDCL--GDIAZR KFNGLTVLPPLLTDEMIAQY 873
SARS PEERTPTLKYFG- FSQILPD-PLK---PTKRSF NKVTLADAGFMKQ-VGECL--GDINAR KFNGLTVLPPLLTDDMIAAY 855
MERS-CoV SSQSSPIIPGFG LTLLEPVSISTGS-RSARSA DXVTIADPGYMQG-YDDCMQQOGPASAR YVAGYKVLPPLMDVNMEAAY 947
HCoV 0C43 NGVTLSTKLKDGVNFNVDDINFSPVLGCLGSECSKASSRSA DXVKLSDVGFVEA-YNNCT--GGAETR SYKGIKVLPPLLSENQISGY 961
HCoV NL63 NAFSLANVTSFG-------- D-YNLSSVLPQRNIRSSRIAGRSA SKVVTSGLGTVDVDYKSCT--KGLSTA YYNGIMVLPGVADAERMAMY 929
HCoV HKU1 QGVTLSSNLNTNLHSDVDNIDFKSI.LGCLGSQCG-SSSREL NKVKLSDVGFVEA-YNNCT--GGSETR SFNGIKVLPPILSETQISGY 958
HCoV 229E KAFTLANVSSFG-------- D-YNLSSVIPSLPTSGSRVAGRSA SKILVTSGLGTVDADYKKCT--KGLSTA YYNGIMVL.PGVADAERMAMY 748
BatCoV-RaTG13 [BEERTPPIKDFG----- G-FNFSQILPD-PSK---PSKRSF NKVTLADAGFIKQ-VGDCL--GDIAZR KFNGLTVLPPLLTDEMIAQY 869
SARS-CoV-2 SALLAGTITSGWIFGCAGAALQT PFAMOMAYRFNGIGVTQNVLYENOKLIANQFNSAIGKIQDSLSSTA -----------=-=-=-==---= SALGKLODVVNQNAQAL 959
SARS AATLVSGTATAGWTFGCAGAALQT PFAMOMAYRFNGTGVTQNVLYENOKQTANQFNKAISQIQESLTTTS ---------n=-=========== TALGKLODVVNQNAQAT. 941
MERS-CoV SSLLGSIAGVGWTAGLSSFAATPFAQSIFYRLNGVGITQOVLSENOKLT ANKFNQALGAMQTGETTTN ---------n--nnnn==mnnn= EAFHKVODAVNNNAQAT, 1033
HCoV 0C43 LAATSASLFPPWIAL--—-AGVPFYLNVQYRINGLGVTMDVLSQNOKLT ANAFNNALYATQEGFDATN ----------------------- SALVKIQOAVVNANAEAL 1043
HCoV NL63 GSLIGGMVLGGLTS ATPFSLALQARLNYVALQTDVLQENOKITLAASFNKAINNIVASFSSVNDAITQTAEATHTVTIALNK IODVVNQOGSAL 1025
HCoV HKU1 TALTVAAMFPPWSAL----AGVPFSLNVQYRINGLGVTMDVLNKNOKLT ANAFNKALLS IQNGFTATN ----------------------- SALAKIOSVVNANAQAL 1040
HCoV 229E GSLIGGIALGGLTS SIPFSLATIQARLNYVALQTDVLQENOKILAASFNKAMTNIVDAFTGVNDAITQTSQALQTVAT ALNK IODVVNQOGNSL 844
BatCoV-RaTG13 TSALLAGTITSGWIFGAGAALQIPFAMOMAYRFNGIGVTQNVLYENOKLIANQFNSAIGKIQDSLSSTA ---------------=------- SALGKLODVVNQNAQAL 955
SARS-CoV-2 NTLVKOL.SSNFGATSSVLNDILSRLDKVEAEV! TGRLQSLOTYVTQQLIRAAE TRASANLAATKMSECVLGOSKRVDFCGKEYHIMEFPQSAPHG 1059
SARS NTLVKOLSSNFGAISSVLNDILSRLDKVEAEV! TGRLQSLOTYVTQQLIRAAE TRASANLAATKMSECVLGOSKRVD G/HL'S ALPHG 1041
MERS-CoV SKLASELSNTFGATISASIGDIIQRLDVLEQDA! NCRLTTLVAFVAQQL.VRSESAALSAQLAKDXVNECVKAQSKRSGHCCOETE T VEBVVNAPNG 1133
HCoV 0C43 NNLLQOLSNRFGAISASLQETLSRLDALEAEA NGRLTALNAYVSQQLSDSTLVKFSAAQAMEKVNECVKSQOSSRINFCCNENE T IELVENAPYG 1143
HCoV NL63 NHLTSOLRHNFQATSNSTIQATYDRLDSIQOADQ TCRLAALNAFVSQVLNKYTEVRGSRRLAQQKINECVKSOSNRYGHFCCNETH I FEIVNEAPDG 1125
HCoV HKU1 NSILLQOLFNKFGAISSSLOQEILSRLONLEAOV NCGRLTALNAYVSQQLSDITLIKAGASRAIEXVNECVKSOSPRINFCCNENE T LELVENAPYC 1140
HCoV 229E NHLTSOLRQNFQATSSSTIQATYDRLDTIOADQ TCRLAALNVEVSHTLTKYTEVRASRQLZAQQXVNECVKSOSKRYGHFCCNETE I FEIVNALPEG 944
BatCoV-RaTG13 NTLVKOLSSNFGAISSVLNDILSRLDKVEAEV TCRLQSLOTYVTQQLIRAAE TRASANLAATXMSECVLGOSKRVD HG 1055
SARS-CoV-2 VELHEVTYVPAQEKNFTTAPA I CHDG---KAHFPREGVFV-—-SNGTH ------- FVTQRNFYEFPQIITTDNTFVSGNCDVVIGIVNNTVYDPLQPEL--DS 1147
SARS VELHEVTYVPSQERNFTTAPA T CHEG---KAYFPREGVFV--FNGTS ------- FITQRNFFSPQIITTDNTFVSGNCDVVIGI INNTVYDPLQPEL--DS 1129
MERS-CoV YFMHVGYYPSNHIEVVSAYGLCDAZNPTNCIAPVNGYF I --KTNNTRIVDE/SYTGSSFYAPEPITSLNTKYVAP-QVTYQONISTNLPPPLLGNSTGID 1230
HCoV 0C43 YFIHFSYVPTKYVTARVSPGLCIAGD--RGIAPKSGYFV--NVNNT ------- MYTGSGYYYPEPITENNVVVMSTCAVNYTK:PYVMLNTSIPNL--PD 1232
HCoV NL63 LFLHTVLLPTDYKNVKAWS GICVDGI--YGYVLRQPNLVLYSDNGV ------- RVTSRVMFQPRLPVLSDFVQIYNCNVTFVNISRVELHTVIPDY--VD 1216
HCoV HKU1 LFIHFSYKPTSFKTVLVSPGLCLSGD--RGIAPKQGYF T —-KQNDS ------- MFTGSSYYYPEPISDKNVVFMNSCSVNFTK2PFIYLNNSIPNL--SD 1229
HCoV 229E VELHTVLLPTQYKDVEAWSGL.CVDGT--NGYVLRQPNLALYKEGNY ------- YRITSRIMFEPRIPTMADFVQIENCNVTFVNISRSELQTIVPEY--ID 1035
BatCoV-RaTG13 VVFLHVTYVPAQEKNFTTAPAICHDG---KAHFPREGVFV--SNGTH ------- FVTQRNFYEFPQIITTDNTFVSGSCDVVIGIVNNTVYDPLQPEL--DS 1143
SARS-CoV-2 FKEELDKY-FKNHTSPDVDLGDISGINASVVNIQKEID --- RLNEVAKNLNESLIDLQELGKYEQYIKWPWYIWLGFIAGLIATIVMVTI 1232
SARS FKEELDKY-FKNHTSPDVDLGDISGINASVVNIQKEID --- - RLNEVAKNLNESLIDLQELGKYEQYIKWPWYVWLGFIAGLIAIVMVTI 1214
MERS-CoV FQDELDEF-FKNVSTSIPNFGSLTQINTTLLDLTYEML --- - SLOQVVKALNESYIDLKELGNYTYYNKWPWY IWLGFIAGLVALALCVF 1315
HCoV 0C43 FKEELDQW-FKNQTSVAPDL-SLDYINVTFLDLQVEMN --- RLQEAIKVLNQSYINLKDIGTYEYYVKWPWYVWLLICLAGVAMLVLLF 1316
HCoV NL63 VNKTLQEFAQNLPKYVKPNF-DLTPFNLTYLNLSSELKQLEAKTASLFQTTVELQGLIDQINSTYVDLKLLNRFENY IKWPWAHVWLIISVVFVVLLSLLV 1315
HCoV HKU1 FEAEFSLW-FRNHT SIAPNLTENSH I A T E LD 1260
HCoV 229E VNKTLQELSYKLPNYTVPDL-VVEQYNQTILNLTSEISTLENKSAELNY TVQKLQTLIDNINSTLVDLKWLNRVETY IKWPWWVWLCISVVLIFVVSMLL 1134
BatCoV-RaTG13 FKEELDKY-FKNHTSPDVDLGDISGINASVVNIQKEID ----------------=------ RLNEVAKNLNESLIDLQELGKYEQYIKWPWYIWLGFIAGLIAIIMVTI 1228

SARS-CoV-2 MLCCMTSCCSCLKGCCSCGSCCKFDEDDSEPVLKGVKLHYT 1273

SARS LLCCMTSCCSCLKGACSCGSCCKFDEDDSEPVLKGVKLHYT 1255
MERS-CoV FILCCTGCGTNCMGKLKCNRCC--DRYEEYD-LEPHKVHVH 1353
HCoV 0C43 FICCCTGCGT--SCFKKCGGCC--DDYTGYQELVIKTSHDD 1353
HCoV NL63 FCCLSTGCCGCCNCLTSSMRGCCDCGSTKLPYYEFEKVHVQ 1356
HCOV HKUL 1260
HCoV 229E LCCCSTGCCGFFSCFASSIRGC--CESTKLPYYDVEKIHIQ 1173

BatCoV-RaTG1l3 MLCCMTSCCSCLKGCCSCGSCCKFDEDDSEPVLKGVKLHYT 1269

Figure S3: Multiple sequence alignment of Sars-CoV-2 Spike protein [PODTC2] and endemic coronaviruses. Identified cross-reactive sites
(yellow), correspondent identical residues (red) in coronaviruses (Sars-CoV-1 [P59594], MERS-CoV [K9N5Q8], HCoV-OC43 [P36334],
HCoV-NL63 [Q6Q1S2], HCoV-HKU1 [Q14EBO], HCoV-229E [P15423], BatCoV-RaTG13 [AOA6BOWHD3]), similar amino acids (gray) were
highlighted. Analysis was performed using MEGA11 software and alignment using the MUSCLE algorithm.
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