Figure S1: zOTUs accumulation curves of the merged CO1 metabarcodes (176 and 455) by number of processed filters. zOTUs were merged at the species level. Transparent areas correspond to the 95% confidence interval, estimated from 1000 random permutations. The dashed line represents the total number of Amphibia species detected using eDNA metabarcoding.
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Figure S1
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Figure S1 : zOTUs accumulation curves of the merged CO1 metabarcodes (176 and 455) by number of processed  filters. zOTUs were merged at the  species level. Transparent areas correspond to the 95% confidence interval,  estimated from 1000   random permutations. The dashed line represents the total number of  Amphibia  species  detected  using eDNA metabarcoding.          

