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Supplementary Figure 1: Epogram result of webPIPSA analysis. Result of electrostatic
potential analysis of the surfaces of the analyzed models and distances between the
models evidenced in the matrix. The S glycoproteins of the Wt-Wuhan and B.1.1.28
variants are the ones with the greatest distances in relation to the others. P1 S protein
models. and P.1.3 and P.1.8 and P1.4 have smaller distances between them. The P.1.7 S
protein has a smaller distance in relation to the S protein of the Gamma variant than in
relation to the ones from the ancestral lineage B.1.1.28 and WT-Wuhan (Wild-type).



