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COMPARE Analysis of DPIQ (NSC753790) to NQO1

---SEED---
NSC:5753790 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 373263 CountExperiments:2
---TARGET---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.51
Jobld: 2835201994318757494

S753790
-4M GIS0 2d AVGDATA

NQO1
MT22
MOLTID_MT_SERIES

: NQO1
e MT22
D NQO1

mean/min/max/count
-5.24[-6.63/-4.16 / 60

MOLTID_MT_SERIES
mean/min/max/count
2.5211.48/3.78/64

- Small Cell Lung - ell Lung -
DMS114- -NO DATA -1.87
DMS273- -NO DATA -2.69
- emia - Leukemia -
CCRF-CEM- --4.69 -NO DATA
HL-60(TB)- --4.51 -NO DATA
K-562- --4.70 ] -2.03
MOLT-4- --4.33 -NO DATA
RPMI-8226- --4.56
SR- --4.87 ]
- Non-Sm liLung -
AS49/ATCC- --5.70
EKVX- --4.35
HOP-18- -NO DATA
HOP-62- --6.04
HOP-92- --4.28
NCI-H226- --5.96
NCI-H23- --5.86
NCI-H322M- --5.64
NCI-H460- --5.80
NCI-H522- --5.38
LXFL529- -NO DATA
- c -
COLO205- Dﬂ --5.74
DLD-1- -NO DATA
HCC-2998- --5.43
HCT-116- --4.70
HCT-15- --5.68
HT29- --5.59
KM12- --4.78
Km20L2- -NO DATA
SW-620- '} --5.42
- S -
SF-268- --4.92
SF-295- --5.76
SF-539- --5.62
SNB-19- --5.54
SNB-75- --5.74
SNB-78- -NO DATA
U251- | --5.24
XF498- -NO DATA
- Mel -
LOXIMVI- --6.39
MALME-3M- --5.77
M14- --5.74
MDA-MB-435- --6.63
M19-MEL - -NO DATA
SK-MEL-2- --4.63
SK-MEL-28- --5.74
- --6.37
- --5.78
UACC-62- --6.11
- rian -
IGROV1- --4.38
--4.57
--4.61
--5.64
QOVCAR-8- --4.48
NCI/ADR-RES- --4.45
SK-OV-3- --4.47
- nal -
--4.49
--6.14
--4.69
--4.72
--4.80
-NO DATA
--5.80
--4.28
--5.39
- tate -
-3- ﬂ --4.16
DuU-145- --5.83
- Br -
MCF7- --5.87
MDA-MB-23L/ATCC - --4.47
HS578T- -.5.66
MDA-N - -NO DATA
BT-549- --5.65
T-47D- --4.93
MDA-MB-468- --5.05
- SUMMARY - SUMMARY -
mean- --5.24 -2.52
minDelta- --1.39 --1.04
maxDela P 108 Be— ¥E
™

o o~ — o -

-log(10) endpoint conc

1.0000
0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of DPIQ (NSC753790) to 3a (NSC84167)

---SEED---
NSC:5753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 373263 CountExperiments:2
---TARGET---
NSC:584167 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 372937 CountExperiments:2

Correlation:0.86
Jobld: 8881243693771965163

584167
-4M GIS0 2d AVGDATA
g

e.

mean/min/max/count
-4.88/-6.29/-4.00 / 80

- Small Cell Lung -

§753790
-4M GI50 2d AVGDATA

mean/min/max/count
-5.24 [ -6.63/-4.16 / 60

Small Cell Lung -

DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
emia emia
CCRF-CEM- --4.07 --4.69
HL-60(TB)- --4.56 --4.51
K-562- --4.38 -4.70
MOLT-4 -4.00 -4.33
RPMI-8226- --4.29 -1.56
SR- --4.45 --4.87
- - Naon-Sm: liLung -
ASADATCC -5.63 -5.70
EKVX- --4.29 --4.35
HOP-18- -NO DATA -NO DATA
HOP-62- --5.75 --6.04
OP-92 -4.00 -4.28
NCI-H226- --5.39 -5.96
NCI-H23- --6.10 --5.86
NCI-H322M- --5.65 -5.64
NCI-H460 -5.61 -5.80
NCI-H522- --4.86 -5.38
LXFL529- -NO DATA -NO DATA
- - C -
COLO205 w
DLD-1- -
HCC-2908-
CT-116- 4
HCT-15
HT29-
KM12- -
KM20L2-
SW-621 ]
- s -
SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75- --5.74
SNB-78- -NO DATA
U251 | --5.24
XF498- -NO DATA
- Mel -
LOXIMVI-
MALME-3M- -
M14- -
MDA-MB-435-
M19-MEL -
SK-MEL-2- -
SK-MEL-28- -
SK-MEL-5-
UACC-257 -
UACC-62- -
- rian -
IGROV1-
OVCAR-3-
OVCAR-4- -
OVCAR-5- -
WCAR-8-
NCI/ADR-RES-
SK-0V-3-
- nal nal
786-0-
A498-
ACHN-
CAKI-1-
RXF393-
RXF-631-
SN12C- --5.37
TK-10- ‘- --4.86 #
Uo-31- --4.80
- tate - tate
PC-3- --4.36
DU-145- --5.83
- B - Br
MCF7- --5.38
MDA-MB-231/ATCC - --4.00
HS678T- --5.92
MDA-N- -NO DATA
BT-549- --5.60
T-470- --4.00
MDA-MB-468- --4.08
- SUMMARY - SUMMARY
mean- --4.98
minDelta- --1.30
maxDelta- d -0.98 i
™« o™ — (=] - ™~ o« Ll ™~ - @ - o o«

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 3a (NSC84167) to NQO1

—-SEED---
NSC:584167 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 372937 CountExperiments: 2
—TARGET---

Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.64
Jobld: 4809108248135995984

S84167
-4M GI50 2d AVGDATA

w9

|
L]

mean/min/max/count
-4.98/-6.29/-4.00/ 60

Small Cell Lung

DMS114- -NO DATA

DMS273- -NO DATA
- emia -
CCRF-CEM- --4.07
HL-60(TB)- --4.56
K-562- --4.38
MOLT-4- --4.00
RPMI-8226- --4.29
SR- --4.45
- Non-Sm Lung -
AB49/ATCC - --5.63
EKVX- ﬂ --4.29
HOP-18- -NO DATA
HOP-62- --5.75
HOP-92- --4.00
NCI-H226- --5.39
NCI-H23- --6.10
NCI-H322M- --5.65
NCI-H460- --5.61
NCI-H522- --4.86
LXFL529- -NO DATA
COLO205- C”ﬂ --5.49
DLD-1- -NO DATA
HCC-2998- --5.07
HCT-116- --457
HCT-15- --5.61
HT29- --5.46
KM12- --5.16
KM20L2- -NO DATA
SW-620- [ ] --5.3.
- S R
SF-268- --4.43
SF-295- --5.64
SF-539- --5.07
SNB-19 --5.45
SNB-75- --5.49
SNB-78- -NO DATA
U251- (] --5.39
XF498- -NO DATA
- Mel -
LOXIMVI- --5.76
MALME-3M- --6.29
M14- --5.87
MDA-MB-435- --5.76
M19-MEL - -NO DATA
SK-MEL-2- --4.68
SK-MEL-28- --5.79
SK-MEL-5- --5.87
UACC-257- --5.07
UACC-62- --5.61
- rian -
IGROV1- --4.36
OVCAR-3- --451
QVCAR-4- --4.00
OVCAR-5- --4.42
OVCAR-8- --4.32
NCIWADR-RES- --4.37
SK-OV-3- --4.05
- nal -
786-0- --4.43
A498- -5.71
ACHN- --4.59
CAKI-1- --4.09
RXF393- --4.3
RXF-631- -NO DATA
SN12C- --5.3
TK-10- ‘. --4.66
uo-31- --4.80
- tate -
PC-3- --4.36
DU-145- --5.83
R Br R
MCF7- --5.38
MDA-MB-231/ATCC - --4.00
HS578T- --5.92
MDA-N- -NO DATA
BT-549- --5.60
T-47D- - --4.00
MDA-MB-468- --4.09
- SUMMARY -
mean- --4.98
minDelta- F --1.30
maxDelta- -0.98
™ o — =] - o ©

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1
MOLTID_MT_SERIES

mean/min/max/count
252/148/3.78/64

-1.0000

ell Lung '1 -

-2.69
Leukemia -

-NO DATA
-NO DATA
[ ] -2.03
-NO DATA
-NO DATA

] -2.10

-3.29
-1.97

SUMMARY

0.5000
0.0000
0.5000
1.0000

Expression Data

Page S3



COMPARE Analysis of DPIQ (NSC753790) to 4 (NSC94945)

---SEED---
NSC:5753790 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 373263 Count Experiments:2
---TARGET---
NSC:594945 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 11715 CountExperiments: 2

Correlation:0.77
Jobld: 8226154143438375649

594945 5753790
-4M GIS0 2d AVGDATA -4M GIS0 2d AVGDATA

H
N, "
o
o K

mean/min/max/count
-5.441-6.29/-4.35/59

Small Cell Lung

mean/min/max/count
-5.24/-6.63/-4.16 / 60

Small Cell Lung

DMS114-

-NO DATA

-NO DATA

DMS273- -NO DATA -NO DATA
- emia - emia -
CCRF-CEM- --4.87
HL-60(TB)- --5.50
K-562- --5.69
MOLT-4- --5.00
RPMI-8226- --6.02
SR- --5.00
- Non-SmallCellLung - Non-Smi liLung
AS49/ATCC- ﬁ --5.78 p
EKVX- --5.13
HOP-18- -NO DATA
HOP-62- --5.53
HOP-92- --4.35
NCI-H226- --5.59
NCI-H23- --6.09
NCI-H322M- --5.32
NCI-H460- --5.75
NCI-H522- --5.46
LXFL529- -NO DATA
- C - C
COLO205- cw-l --5.74 W
DLD-1- -NO DATA
HCC-2998- --5.36
HCT-116- --5.21
HCT-15- --6.19
HT29- --5.59
KM12- --5.43
KM20L2- -NO DATA
SW-620- ] --5.72 | ]
- S - S
SF-268- --5.32
SF-295- --5.84
SF-539- --5.61
SNB-19- --5.26
SNB-75- --5.74
SNB-78- -NO DATA
U251~ ] --5.76 |
XF498- -NO DATA
- Mel - Mel
LOXIMVI- --6.22
MALME-3M- --5.78
M14- --5.78
MDA-MB-435- --6.29
M19-MEL - -NO DATA
SK-MEL-2- --5.18
SK-MEL-28- --5.75
SK-MEL-5- --5.94
UACC-257- --5.63
UACC-62- --5.78
- Owvarian - rian
IGROV1- --5.56
OVCAR-3- --5.45
QVCAR-4- --4.63
OVCAR-5- --5.62
WVCAR-8- --4.71
NCI/ADR-RES- --5.04
SK-OV-3- --4.71
- nal - nal
786-0- --4.68
A498- --5.26
ACHN- --4.91
CAKI-1- --4.82
RXF393- --5.29
RXF-631- -NO DATA
SN12C- --5.84
TK-10- --4.84
Uo-31- --5.75
- tate - tate
PC-3- ﬁ --4.78 ﬂ
DU-145- --5.80
- Bl - B
MCF7- --5.87
MDA-MB-23L/ATCC- --4.64 é
HS578T- --5.83
MDA-N- -NO DATA
BT-549- F --5.81
T-47D- --4.83
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY
mean- --5.44
minDelta- --0.85
maxDelta-, -1.09 )
™ - o - o o ® o~ - o - o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 4 (NSC94945) to NQO1

---SEED---
NSC:594945 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 11715 CountExperiments:2
---TARGET---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.47
Jobld: 8449072155707022498

594945
-4M GIS0 2d AVGDATA

mean/min/max/count

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB) -
K-562-
MOLT-4-
RPMI-8226-
SR-

AS49/ATCC -
EKVX-

HOP-18-
HOP-62-

NCI-H226-
NCI-H23-
NCI-H322M -
NCI-H460-
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2998-
HCT-116-

LOXIMVI-
MALME-3M-

M
MDA-MB-435-

SK-MEL-28-
SK-MEL-5-
UACC-257-

UACC-62-

IGROV1-
-3

CAR
AR-8-
SK-OV-3-

TK-10-

uo-31-

PC-3-

DU-145-

MCF7-
MDA-MB-231/ATCC-
HSS'

T-47D-
MDA-MB-468-
mean-

minDelta-
maxDelta-,

Small Cell Lung

Non-SmaliCellLung 578
-513

il

et g+ e

B
E

LI

Jnl:

@

i

@

.

ZnZhbbhih

EEEREEEE

5%

> r
EJM

--4.83
-NO DATA
- SUMMARY

™

!

-log(10) endpoint conc

0.5000

=] =]
S S
s 3
9 o

-1.0000

Expression Data

NQO1
MT22
MOLTID_MT_SERIES
) Qo1
@ MT22
NQO1
MOLTID_MT_SERIES
mean/min/max/count
-5.44/-6.29/-4.35/ 59 2.52/1.48/3.78/64
- ell Lung -
-NO DATA 187
-NO DATA -2.69
- Leukemia -
--4.87 -NO DATA
--550 -NO DATA
--5.69
--5.00
--6.02
--5.00

-1.79
-NO DATA
-2.52

--0.85 --1.04
-1.09 126

1.0000
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COMPARE Analysis of 5a (NSC768093) to Pleurotin (NSC401005)

—-SEED---

NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0

Id: 253700 Count Experiments: 2
---TARGET---

NSC:5401005 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 243481 Count Experiments: 2

Correlation:0.84
Jobld: 8898937600775438742

5401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

S768093
-4M GI50 2d AVGDATA

.
gy

mean/min/max/count
-5.71/-6.56/-4.74 /59

DMS114-
OMS273-

CCRF-CEM-

RPMI-8226 -
SR-
AB4QIATCC-
EKVX-

HOP-92-
NCI-H226-
NCI-H23 -
INCI-H322M-
NCI-H460-
NCI-H522 -
LXFL529-

COLO205-

DLD-1
HCC-2988-

u25
XF498-
LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -

OVCAR-5-

SK-OV-3-

PC-3-

DU-1456-

MCF7 -
MDA-MB-231/ATCC-
HS578T-

MDA-N -

BT-549-

T-47D-
MDA-MB-468 -
mean-

minDelta-
maxDelta-

Small (“BII Lung
Leu?

Non;;ic‘ewﬂg
z

Prostate

Breast

SUMMARY

©

-log(10) endpoint conc

- Small Cell Lung -
--4.82 -NO DATA
--4.74 -NO DATA
- Leul -
--5.64 --6.56
--5.58 --6.10
--5.57 --6.45
--5.52 --6.26
--4.88 --570
--5.25 --8.51
- Non. lICellLung -
-434 ﬁ 9 -5.03
--4.88 -NO DATA
-.5.04 -NO DATA
--4.31 --527
--5.34 --5.82
--4.34 --570
--475 --5.65
--4.00 --4.77
--4.46 --5.18
--5.70 --6.34
--5.22 -NO DATA
- c -
--5.35 uﬁn --5.98
--5.22 -NO DATA
--4.57 --529
--5.03 --6.10
--5.12 --6.11
--472 --574
--4.49 --4.79
--4.64 -NO DATA
-.5.49 ] -5.99
- S -
--4.57 --5.46
--4.42 --4.89
--4.72 --5.72
--4.33 --4.77
--4.67 --532
--4.87 -NO DATA
--4.41 ] --5.24
--491 -NO DATA
- Melanoma -
--4.78 --5.68
--5.18 --6.32
- --5.78
-NO DATA --5.73
- -NO DATA
-4.74 564
--4.76 --5.79
--4.72 --5.43
--4.91 --5.81
--4.85 --5.73
- Ovarian -
--4.36 --5.85
--5.17 --6.00
--4.80 --5.82
--4.67 --5.58
- --5.66
-NO DATA --5.09
--4 --4.88
- Renal -
--4.91 --5.74
--450 474
--5.17 --6.33
--5.18 --5.83
--5.27 .78
--4.59 -NO DATA
--4.80 --572
--4.96 --5.86
--5.17 -6.29
- Progtate -
-NO DATA f --5.67
-NO DATA --5.72
- Bre -
-NO DATA --6.35
-NO DATA --5.73
-NO DATA --5.58
-NO DATA -NO DATA
-NO DATA --5.66
-NO DATA --68.31
-NO DATA --5.90
- SUMMARY -
--4.88 --571
--0.82 --0.85
-0.88 -0.96

@ © o~ - o o )

-log(10) endpoint conc
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COMPARE Analysis of 5b (NSC780813) to Pleurotin (NSC401005)

---SEED---

NSC:5780813 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0

1d: 314185 Count Experiments:1
-—--TARGET---

NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 243481 CountExperiments:2

Correlation:0.80
Jobld:4376827337522088035

5401005
-4M G150 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

$780813
-4M GI50 2d AVGDATA

mean/min/max/count
-5.37/-6.30/-4.64 /58

- Small Gell Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leul - Leul ia -
CCRF-CEM- --5.64 --5.63
HL-BO(TB%* --5.58 --5.92
K-562- --5.57 --5.68
MOLT-4- --5.52 --5.67
RPMI-8226- --4.88 --5.32
SR- --525 --6.00
- Non- (ICellLung - Non:! lICellLung -
AB49/ATCC- --4.34 --4.71
EKVX- --4.88 87
HOP-18- --5.04 -NO DATA
HOP-62- --4.31 --5.10
HOP-92- --5.34 --5.85
NCI-H226- --4.34 --4.88
NCI-H23- --4.75 --5.22
NCI-H322M- --4.00 --4.73
NCI-H460- --4.46 --4.75
NCI-H522- --5.70 --5.82
LXFL529- --5.22 -NO DATA
- c - c -
COLO205- --5.35 uﬁn --5.63
DLD-1- --5.22 -NO DATA
HCC-2998- --4.57 --4.81
HCT-116- --5.03 --5.79
HCT-15- --5.12 --5.84
HT29- --472 --5.58
KM12- --4.49 --4.71
KM20L2- --4.64 -NO DATA
SW-620- --5.49 ] --5.76
B S - S R
SF-268- --4.57 --4.82
SF-295- --4.42 --4.64
SF-539- --4.72 --4.80
SNB-19- --4.33 -NO DATA
SNB-75- --4.67 [ --4.88
SNB-78- --4.87 -NO DATA
U251- --4.41 (] -4 87
XF498- --491 -NO DATA
- Melanoma - Mel. a -
LOXIMVI- --4.78 --5.80
MALME-3M- --5.18 --5.74
M14- 1 --5.24
MDA-MB-435- -NO DATA --5.34
M18-MEL - --48 -NO DATA
SK-MEL-2- --4.74 --5.44
SK-MEL-28- --4.76 --5.77
SK-MEL-5- --4.72 --5.11
UACC-257- --4.91 --5.72
UACC-62- --4.85 --5.29
- rian - rian -
IGROV1- --4.36 --4.92
OVCAR-3- --5.17 --5.80
OVCAR-4- --4.80 --5.83
OVCAR-5- --4.67 --4.81
OVCAR-8- - --5.38
NCIADR-RES- -NO DATA --4.77
SK-0V-3- ] --4 --4.82
- Renal - Renal -
786-0- --4.91 -NO DATA
A498- --4.50 --4.85
ACHN- --5.17 --5.93
CAKI-1- --5.18 --5.83
RXF393- --5.27 --5.84
RXF-631- --4.59 -NO DATA
SN12C- --4.80 --5.14
TK-10- --4.96 --5.79
Uo-31- --517 --5.83
- Prostate - Progstate -
PC-3- -NO DATA i; --4.97
DU-145- -NO DATA --5.75
- Breast - Bri -
MCF7- -NO DATA --6.30
MDA-MB-231/ATCC - -NO DATA --5.72
HS578T - -NO DATA --4.92
MDA-N- -NO DATA -NO DATA
BT-549- -NO DATA --4.91
T-47D- -NO DATA --5.77
MDA-MB-468 - -NO DATA --597
- SUMMARY - SUMMARY -
mean- --4.88 --537
minDelta- --0.82 --0.93
maxDelta- -0.88 -0.73
o o~ - =) - o @ © ~ - =) - o @

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 5b (NSC780813)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S780813 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 314185 Count Experiments: 1

Correlation: 0.80
Jobld: 178613746223602897

8768093 8780813
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

e ?
W i,

mean/min/max/count
-5.71/-8.56/-4.74 /59

DMS114-
DMS273-

CCRF-CEM-
HL-SU(TB%*
K-562-
MOLT-4-
RPMI-8226-
SR-
A549/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226 -

NCI-H522-
LXFL529-
COLO205-
DLD-1-
HCC-2998-
HCT-116-

SW-620-
SF-268-
SF-295-

SF-539-
SNB-19-

LOXIMVI-
MALME-3M -

M14-
MDA-MB-435-
M19-MEL -

SK-MEL-5-
UACC-257-
UACC-62-

IGROV1-

AR-8-
SK-OV-3-

Uo-31-

PC-3-
DU-145-

MCF7-
MDA-MB-231/ATCC-
HS578T-

MDA-N-

BT-549-

T-47D-
MDA-MB-468-
mean-

minDelta-
maxDelta-

Small Cell Lung

mean/min/max/count
-5.37/-6.30/-4.64 /58

Small Cell Lung

“NO DATA
“NO DATA
Leul i - Leu ia

NcnﬁllCeI\Lung - Non. lICellLung

z
=]
o
S
>

0
ii
@

SUMMARY

©

-log(10) endpoint conc

“NO DATA
“NO DATA

563
592
o8

-log(10) endpoint conc
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DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-

RPMI-8226-
S

AB49/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-g2-
NCI-H226-

NCI-H522-
LXFL529-

COLOZ05-
-
HCC-2908-

LOXIMVI-
MALME-3M-
Wi

MDA-MB-435-

SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-
IGROV1 -

MCF7-
MDA-MB-231/ATCC-
HSS?’BJ-

T47D-
MDA-MB-468-
ean -

m
minDelta-
maxDelta-

COMPARE Analysis of 5¢ (NSC780816) to Pleurotin (NSC401005)

---SEED---

NSC:5780816 Endpoint:GIS0Expld:AVGDATAlogHiConc:-4.0

1d: 132828 CountExperiments:1
-—--TARGET---

NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 243481 CountExperiments:2

Correlation:0.84
Jobld:9115622029100680995

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

Small i‘e\l Lung

Leu

Nun;;i()emng
z

Prostate

Breast

SUMMARY

$780816
-4M GI50 2d AVGDATA
=
'4‘ =
0. ~
[I\ )\@
»

mean/min/max/count
-5.16/-5.91/-4.00/ 58

- Small Cell Lung

- Leukemi
--5.64
--5.58
--5.57
--5.52
--4.88
--5.25

- Norg! lICellLung
--4.34
--4.88

AEL

NEY
'--F%'E .Ii’; l'l o
3 | ﬁ

=
@
]

indn b
[y
Y=d
o
@
3
B

“NO DATA
“NO DATA

-NO DATA
-NO DATA
-NO DATA
-NO DATA

o

@

-log(10) endpoint conc

“NO DATA
-NO DATA

570
a7

--4.59
-NO DATA
--5.73

Y
-4’51

--4.79
-NO DATA
--4.88
-NO DATA
--4.76
-NO DATA

“NO DATA
478
577

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 5¢ (NSC780816)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S780816 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 132828 Count Experiments: 1

Correlation: 0.78
Jobld: 4300782396264764936

$768093 8780816
-4M GI50 2d AVGDATA -4M G150 2d AVGDATA

X 0
Tl 8¢

mean/min/max/count
-5.71/-6.56/-4.74 /1 59

mean/min/max/count
-5.16/-5.91/-4.00/58

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leukemi - Leukemi -
CCRF-CEM- . --5.70
HL-60(TB)- 6. 87
K-562-
MOLT-4-
RPMI-8226- X
SR- X
- Non:! [ICellLun - Non.: lICellLun
AB49/ATCC- ﬁ ¢ 5.03 ¢ --4.42
EKVX- --4.83
HOP-18- -NO DATA
HOP-62- --4.66
HOP-92- --5.91
NCI-H226 - --4.69
NCI-H23- --4.87
NCI-H322M- --4.00
NCI-H460- --4.15
NCI-H522- --5.82
LXFL529- -NO DATA
- IS c -
COLO205- cin Uﬂ --5.70
DLD-1- -NO DATA
HCC-2998- --4.68
HCT-116- --5.48
HCT-15- --5.73
HT29- --5.50
KM12- --4.59
KM20L2- -NO DATA
SW-620- ] [ ] --573
- s S -
SF-268- --4.72
SF-295- --4.51
SF-539- --4.79
SNB-19- -NO DATA
SNB-75- ] --4.88
SNB-78- -NO DATA
U251- [ ] [ ] --4.76
XF498- -NO DATA
- Melanoma Melappma -
LOXIMVI- --5.39
MALME-3M- --572
M14- --4.78
MDA-MB-435- --4.81
M19-MEL - -NO DATA
SK-MEL-2- --4.82
SK-MEL-28- --4.91
SK-MEL-5- --4.86
UACC-257- --5.44
UACC-62- --4.83
- Ovarian rian -
IGROV1- --4.85
OVCAR-3- --577
OVCAR-4- --578
OVCAR-5- --4.66
R-8- --5.05
NCIfADR-RES- --4.71
SK-OV-3- --4.99
Renal Renal -
786-0- -NO DATA
A498- --4.78
ACHN- --5.77
CAKI-1- --5.82
RXF393- --5.75
RXF-631- -NO DATA
SN12C- --4.77
TK-10- =577
Uo-31- --5.84
Prostate Prostate -
PC-3- f --4.88
DU-145- --4.81
- Bre Bri -
MCF7- --5.67
MDA-MB-231/ATCC- --5.00
HS578T- -4.63
MDA-N- -NO DATA
BT-549- --4.68
T-47D- --5.69
MDA-MB-468- --578
- SUMMARY SUMMARY -
mean- --5.16
minDelta- --0.75
maxDelta-, § . . ] . -1.16
- o - ¥ © o~ - o - o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5d (NSC780815) to Pleurotin (NSC401005)

---SEED---

NSC:5780815 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 12861 Count Experiments: 1

—-TARGET-—

NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.73

Jobld:8698170618292679257

S401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/60

- Small e\l Lung -
DMS114- --4.82
DMSZTG- --4.74

CCRF-CEM- --5.64
HL-60(TB)- --558
g0z 557
--5.52

RPMl-szze- --488
- 525

Non- lICellLung -
A549iATCC- --4.34
--4.88
HOP 18* --5.04
HOP-62- --4.31
HOP-92- --5.34
NCI-H226- --4.34
NCI-H23- --4.75
NCI-H322M - --4.00
NCI-H460- --4.46
NCI-H522- --5.70
LXFL529- --5.22
COLO205- --5.35
DLD-1- --D.22
HCC-2998- --4.57
HCT-116- --5.03
HCT-15- --5.12
HT29- --4.72
KM12- --4.49
KM20L2- --4.64
SW-620- --5.49

-NO DATA

SF-268- --4.57
SF-295- --4.42
SF-539- --4.72

SNB-19- --4.33

SNB-75- --4.67

SNB-78- --4.87

251- --4.41
XF498- --4.91

- Melgnoma -
LOXIMVI- --4.78
MALME 3Mf --5.18
--5.10

MDA-] MB-435* -NO DATA

M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257- --4.91
UACC-62- --4.85

- rian -

IGROV1 - --4.36
QOVCAR-3- --5.17
QVCAR-4- --4.80
OVCAR-5- --4.67
OVCAR-8- --5.11

NCI/ADR-RES - -NO DATA

SK-OV-3- [ ] --4.39

- Renal -
786-0- --491
A498 - --4.50
CHN- --5.17
CAKI-1- --5.18
RXF393- --5.27
RXF-631- --4.59
12C- --4.80
TK-10- --4.96
Uo-31- --5.17

- Prostate -

PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCF7-
MDA-MB-231/ATCC - -NO DATA

HS578T- -NO DATA

MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468 - -NO DATA
- SUMMARY -
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
© o~ - o - o ©

-log(10) endpoint conc

$780815
-4M GI50 2d AVGDATA

o Ny
L
=
mean/min/max/count
-554/-6.19/-4.74 /58

Small Cell Lung

Leukemia

\ICaIILung

¥
i

Ovlnan

Renal

-NO DATA
-NO DATA

--5.62
--6.19
--6.14
--5.62
--5.55
--564

-474

*NO DATA

--5.66
DATA
--5.38
--575
--5.78
- 5 55

-4.84
fNO DATA
--5.75

“NO DATA

“NO DATA
575

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 5d (NSC780815)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S780815 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 12861 CountExperiments: 1

Correlation: 0.83
Jobld: 7840953164841129662

8768093
-4M GI50 2d AVGDATA

-8
Sy

mean/min/max/count
-571/-6.56/-4.74/59

8780815
-4M GI50 2d AVGDATA

9

=

mean/min/max/count
-5.54/-619/-4.74 /58

- Small Cell Lung - Small Cell Lung
DMS114- -NQ DATA
DMS273- -NO DATA
- Leu - Leukemia
CCRF-CEM- --6.56
HL-60(TB)- --6.10
K-562- --6.45
MOLT-4- --6.26
RPMI-8226- --5.70
SR- --6.51
- Non:; IICellLun: - Non.; (ICellLun;
AB49/ATCC - ﬁ 9 -.5.03 'ﬂ ¢
EKVX- -NQ DATA
HOP-18- -NO DATA
HOP-62- --5.27
HOP-92- --5.82
NCI-H226 - --5.70
NCI-H23- --5.65
NCI-H322M - --4.77
NCI-H480- --5.18
NCI-H522 - --6.34
LXFL529- -NO DATA
- c - Calon
COLO205- cﬁn --5.98 Oi
DLD-1- -NO DATA
HCC-2998 - --5.29
HCT-116- --6.10
HCT-15- -6.11
HT29- --5.74
KM12- --4.79
KM20L2- -NO DATA
SW-620- ] --5.99 B
R S - S
SF-268-
SF-295-
SF-539-
NaTe =
i = 52 1
- --5.24
XF498- -NO DATA
- Melanoma - Melagoma
LOXIMVI - --5.88
MALME-3M- 6.32
M14- .78
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257 -
UACC-62-

NO DATA
“NO DATA

NO DATA

-5.75
5.75
47

- Ovarian Ovarian
IGROV1- -5.58
OVCAR-3- -5.75
OVCAR-4- -5.81
OVCAR-5- -5.30
OVCAR-8- -5.51
NCIADR-RES - -5.16
SK-OV-3- -4.95
- Renal Renal
786-0- NO DATA
A498 - -4.85
ACHN- -5.80
CAKI-1- -5.83
RXF393- 80
RXF-631- NO DATA
SN12C- -5.65
TK-10- 578
U0-31- -5.84
- Prostate Progtate
PC-3- -5.71
DU-145- -5.42
- Br - Br
MCF7- -6.11
MDA-MB-231/ATCC - 572
HS578T- .55
MDA-N - -NO DATA
BT-549- --5.54
T-47D- --5.95
MDA-MB-468 - --5.84
- SUMMARY SUMMARY -
mean- --5.54
minDelta- --0.66
maxDelta- -0.80
el o~ - o - ~ =] - o @

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of DPIQ (NSC753790) to 7 (NSC643735)

---SEED---
NSC:S$753790 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 373263 CountExperiments: 2
---TARGET---
NSC:5643735 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243352 CountExperiments:6

Correlation:0.74
Jobld: 1612004397578779132

5643735
=AM GIS0 2d AVGDATA

mean/min/max/count
-4.59/-577/-4.00/70

S753760
-4M GIS0 2d AVGDATA

mean/min/max/count
-5.24/-6.63/4.16/80

- Small Cell Lung - Small Cell Lung -
DMS114 -4 86 NO DATA
DMS273- --4.65 -NO DATA
- Leykemia - emia -
CCRF-CEM- --4.39 --4 .69
HL-GO{TB%- --4,39 --4.51
K-562- --4.47 --4.70
MOLT-4- --439 --433
RPMI-8226- --4.38 --4.56
SR -4.78 -4.87
- Non-SmallCellLung - Nar-Sm; lILung -
ASA9IATCC- --4.78 --5.70
EKVX -4.08 -4.35
HOP-16- --4.59 -NO DATA
HOP-62- --4.59 --6.04
HOP-92 - --4.10 --4.28
NCI-H226- --4,56 --5.
NCI-H23- --5.37 --5.86
NCI-H322M - --473 --5.64
NCI-H460- --4.94 --5.80
NCI-H522- --4.40 --5.38
LXFL529- --4.26 -NO DATA
- C - -
COLO205 =5.16 Oﬂﬁ -5.74
DLD-1- --4.46 -NO DATA
HCC-2898- --4.80 --543
HCT-116 -42d4 -4.70
HCT-15- -4.75 --5.68
HT29- --4.54 --5.59
KM12- —-441 --4.78
KM20L2- -4.41 -NO DATA
SW-620- --4.53 | ] --5.42
- S - s -
SF-268- 437 -4.92
SF-295 -4.65 -5.76
SF-539- --4.69 --5.62
SNB-19- --4.85 --5.54
SNB-75 -4.85 -5.74
SNB-76- --4.00 -NO DATA
U251- --4.58 | --5.24
KF408- --4 59 -NO DATA
- Melaggma - Mel -
LOXIMVI- --4.87 --6.39
MALME-3M- --5.19 --5.77
M14- --4.80 --5.74
MDA-MB-435- --5.36 --6.63
M19-MEL - --6.77 -NO DATA
SK-MEL-2- --4.65 --4.63
SK-MEL-28 -4.59 -5.74
SK-MEL-5- -5 -8.37
UACC-257- --4.69 --578
UACC-62 -4.83 -8.11

- rian - rian -
IGROV1- --4.17 --4.38
OVCAR-3- -4 --4.57
OVCAR-4- --4.17 --4.61
OVCAR-5- --4.18 --5.64
OVCAR-B- --4.43 --4.48
NCIADR-RES- --4.32 --4.45
SK-0V-3 -4.00 -4.47
- nal - nal -
786-0- --4.30 --4.49
A498 -4.15 -6.14
ACHN- --4.25 --4.69
CAKI-1- --4.10 --4.72
RXF393 - 411 --4 80
RXF-831- --4.38 -NO DATA
SN12C- --4.79 80
TK-10- --4.16 --4.28
U0-31- --4.47 --5.39
- tate - tate -
PC-3- --4.08 --4.18
DU-145- --4.81 --5.83
Br: Bre
MCFT- --5.54 --5.87
MDA-MB-231/ATCC- --4.10 --4.47
H8578T -4.83
MDA-N- --517 -NO DATA
BT-549- --4.84 --5.65
T-470- --4.42 --4.93
MDA-MB-468- -NO DATA --5.05
- SUMMARY - SUMMARY -
mean- --4.59 --5.24
minDelta- --1.18 --1.38
maxDelta 0.58 1.08

= =~ -~ =) - o o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 7 (NSC643735) to NQO1

—-SEED---
NSC:5643735 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243352 CountExperiments:6
—TARGET---

Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.38
Jobld: 9083362337997199411

S643735
-4M GI50 2d AVGDATA

gacere

mean/min/max/count
-4.59/-5.77/-4.00/70

Small I Lung
DMS114 - -4 B8

DMS273-

emla
CCRF-CEM-
HL-B0{TB)-
K-562
MOLT-4-
RPMI-8226-
SR

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1
MOLTID MT SERIES

maan/min/max/count
252/1.48/3.78/64

ell Lun,
mil 187
-2.69
Leukemia
-NO DATA
-NO DATA
I 2.03
-NO DATA
- NO DATA
]

MNon-Sm

- Non-SmalCellLung -
AS4Q/ATCC - --4.78
ERVX -4.08
HOP-18- --4 58
HOP-62- --4.59
HOP-92 -4.10
NCI-HZ226 - --4.56
NCI-H23- --5.37
NCI-H322M -4.73
NCI-H460 - --4.94
NCI-H522- --4.40
LXFL529 - --4.26

COLO205-
DLD-1-
HCC-2908 -
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2 -
SW-620-
SF-268-
SF-295-
SF-538-
SNB-19-
SNB-75-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

1GROVA -
OVCAR 3-
OVCAR4

K-OV-3-

PC-3-
DU-145-

MCF7-
MDA-MB-231/ATCC -
HS578T

MDA-N-
BT-548-
T-47D
MDA-MB-468-
- SUMMARY
mean 252
minDelta- --1.04
maxDoia- B D
-log(10) endpoint conc Express n Data
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COMPARE Analysis of DPIQ (NSC753790) to 8a (NSC795222)

---SEED---
NSC:5753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 373263 CountExperiments:2
-—--TARGET---
NSC:5795222 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 13092 Count Experiments:2

Correlation:0.81
Jobld: 850257062471574592

8763780
=AM GI50 2d AVGDATA

b

mean/min/max/count
-5624 1 -663/-416 /60

DMS114-
DMS273-

CCRF-CEM-
HL-80(TB)-
K-562-
MOLT-4-
RPMI-8226-
SR-
ASAGIATCC -
EKVX
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23
NCI-H322M-
NCI-H460-

NCI-H522 -
LXFL529-

COLO205-
LD-1-
HCC-2998 -
HCT-116-
HCT-15

LOXIMYI-
MALME-3M -
h14-
MDA-MB-435
M19-ME|
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257
UACC-82-

§795222
-4M GIS0 2d AVGDATA

mean/min/max/count
-4.90/-6.32/-4.00 1 60

Small Cell Lung - Small Cell Lung -
-NO DATA -NO DATA
-NO DATA -NO DATA
emia - emia -
--4.69 --4.00
--4 51 --4.00
--4.70 --4.00
-433 --4.00
--4.56 --4.00
-4.87 --4.51
Nan-Sm: liLung Naon-Sm: ng -
-5.70 --5.75
35 -4.32
-NO DATA -NO DATA
-6.04 --5.23
-428 --4.00
-5.96 --5.81
-5.86 -5.76
-5.64 --5.76
-5.80 --5.88
5.38 --4.34
NO DATA -NO DATA
C
“ih ‘i
NO DATA
-543
--4.70
-5.68
-5.59
.78
MO DATA
| ] --5.42 1
S - S -
-492 --4.00
-5.76 --5.65
-562 --535
--5.54 --5.37
5.74 --4.88
NO DATA -NO DATA
| --5.24 ] --4.80
NO DATA NO DATA
--6.39

=
T
&
I )
dndnin
Ry
SR

rian rian
--4.38
--5.54
--4.90
--4.52
--4.00
-4.30
--4.00
nal nal -
--4.06
--5.30
-4.02
--4.00
--4.98
-NO DATA
-5.80 --5.10
-4.28 -4.00
--5.39 -459
- tate - tate -
PC-3- --4.16 --4.00
DU-145- --5.83 --5.78
Br Bregst
MCF7- -5.87 --5.19
MDA-MB-231/ATCC- -4.47 --4.93
HS578T- -5.66 --5.43
MDA-N- -NO DATA -NO DATA
BT-549- --5.65 --5.41
T-47D- --493 --4.00
MDA-MB-468- -5.05 --4.76
- SUMMARY SUMMARY
mean- --5.24 -_4.90
minDelta- --1.39 --1.42
maxDelta- -1.08 -0.90
el «

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 8a (NSC795222) to NQO1

—-SEED---

NSC:5795222 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 13092 CountExperiments:2

Jobld:

—TARGET--

Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.53
5161239735822820917

$795222
=AM GIS0 2d AVGDATA

mean/min/max/count
-4.90/-6.32/-4.00/ 60

Small Cell Lung
DMS114-

DMS273-

CCRF-CEM-

HL-60(TB)-
K-562

MOLT-4-

RPMI-8226-
B8R

emia

- Non-Smi ng
AS4Q/ATCC-
EKVX

L

HOP-62-
HOP-92
NCI-H226-
NC|-H23-
NCI-H322M
NCI-H450-
NCI-H522-
LXFL528-

COLO205-

DLD-1-

HCC-20898-
HCT-11

et

LOXIMVI-
MALME-3M -

M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-82-
IGROV1-

Ty

MCF7-
MDA-MB-231/ATCC -
H3578T

#

late

Fids- ﬁ—
DU-145-

BrEl

-NO DATA
-NO DATA

--4.00

MDA-N-

BT-548- --5.41
T-47D -4.00
MDA-MB-468- --4.78

- SUMMARY -
mean -4.80
minDelia - --142
maxDelia- -0.90

o o~ - =J - bl

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1

MT22
MOLTID_MT_SERIES
mean/min/mas/count
252/148/378/64

all Lung
Leukemia
I
[ ]

Non-Sm

-1.87
-2.68

-NO DATA
-NO DATA
2.03

-NO DATA
-NO DATA
210

£

Melanoma

'|:l
|
Im

ast

SUMMARY

1.79
-NO DATA
252

—-1.04
1.26

-1.0000
-0.5000
0.0000

on Data

Express

1.0000
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COMPARE Analysis of DPIQ (NSC753790) to 9a (NSC291094)

---SEED---
NSC:S$753790 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 373263 CountExperiments: 2
---TARGET---
NSC:5291094 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 193856 CountExperiments: 1

Correlation:0.80
Jobld: 5900945876456588451

5291094 S753790
-4M GI50 2d AVGDATA -4M G150 2d AVGDATA
il -
~ N = ™ g
= o
"y
- O
mean/min/max/count mean/min/imax/count
-5.68/-6.53/-4.81/60 -5.241-6.83/-4.16/ 60
- Small Cell Lung - Small Cell Lung -
DMS114 NO DATA NO DATA
DM&273- -NO DATA -NO DATA
- emia - amia -
CCRF-CEM- --521 --4.69
HL-GU(TB%- . --4.51
K-5662- --4.70
MOLT-4- -«4.33
RPMI-5226- .15 --4.56
SR -4.87
- Non-SmallCellLung Non-Smi liLung -
AS49/ATCC- --5.70
EKVX -4.35
HOP-18- -NO DATA
HOP-62- --6.04
HOP-92- --4.28
NCI-H226- --5.
NCI-H23- --5.86
NCI-H322M- --5.64
NCI-H460- --5.80
NCI-H522- --5.38
LXFL529- -NO DATA
- Calon -
COLO205 Diﬂ COE -5.74
DLD-1- -NO DATA
HCC-2998- --5.43
HCT-116
HCT-15-
HT29-
KM12-
KM20L2-
W-620- 1 [ ]
1) 3
SF-268-
SF-205
SF-539-
SNB-19-
SNB-TS -5.74
SNB-78- -NO DATA
U251- ] | --5.24
XF498- -NO DATA
- Melapgrma Mel -
LOXIMVI- --6.39
MALME-3M- --5.77
M14- --5.74
MDA-MB-435- - 3
M19-MEL - -NO EATA

nal nal -
--4.49
-6.14
--4.69
--4.72
--4.80

-NO DATA

!l --5.65

T-470- --4.93

MDA-MB-468- --5.05
- SUMMARY SUMMARY -

inBoga- By

et [ -_ fir
= o - =) - o b N - = - o «
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 9a (NSC291094) to NQO1

—-SEED---
NSC:5291094 Endpoint:GI5S0 Expld:AVGDATAlogHiConc:-4.0
1d: 193856 CountExperiments: 1
—TARGET---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.42
Jobld:3132994177876046533

NQO1

5291094
-4M GIS0 2d AVGDATA MT22
MOLTID_MT_SERIES

™ NQO1
~ N =
& MT22
o NQO1
MT22

MOLTID_MT_SERIES

mean/min/max/count
-5.68 /-6.53/-4.81/860

mean/min/max/count
252/148/378/64

Small Cell Lung el Lung
DMS114- -NQ DATA -1.87
DMS273- -NO DATA -2.68
emia Leukemia
CCRF-CEM- --5.21 -NO DATA
HL-80(TB)- --573 -NO DATA
K-562 -5.55
MOLT-4- --5.53
RPMI-8226- --5.15
B8R -5.43
- Non-SmalCellLung -
ASAGIATCC - --5.92
EKVX 5.33
HOP-18-
HOP-62- 23
HOP-82
NCI-H226-
NCI-H23-
NCI-H322M
NCI-H460-
NCI-H522-
LXFL529-
- n C -
COLO205- Caiu -3.01
DLD-1- -2.55
HCC-2998- -3
T-116- -2.31
HCT-15- -3.18
HT29- -2.65
KM12- -2.69
KM20L2 - -3.10
SW-620- ] -2.72
- s S -
SF-268- -2.04
8F-295- -2.90
SF-539- -2.63
SNB-19- -3.03
BNB-75- -30m
SNB-78- -1.88
U251- ] -2.65
XF498- -2.20
- Melaggma Melgnoma -
LOXIMVI- -2.39
MALME-3M - -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL - -3.17
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACC-62- -1.90
- rian -
IGROV1 - -2.13
OVCAR-3- -2.01
OVCAR-4 - -173
OVCAR-5- -2.65
OVCAR-8- -1.65
NCIADR-RE: 2n
SK-0V-3- -2.04
- nal -
786-0 229
AAG8 - -2.92
ACHN- -2.1
AKI-1 2.69
RXF393- -212
RXF-631- -NO DATA
SN12C 66
TK-10- -2.67
U0o-31- -2.33
PC-3- -2.40
DU-145- -3.45
MCF7- -1.82
MDA-MB-231/ATCC- -1.48
HS578T 2.33
MDA-N - -2.48
BT-548- -2.43
T-47D 179
MDA-MB-468- -NO DATA
- SUMMARY SUMMARY -
mean 252
minDelia- ~-1.04
maxDelta- 1.26
b - = - ] bl

-log(10) endpoint conc

=2 =2 =2 =2
(=3 2 (=3 (=]
(=3 (=3 (=3 (=3
g § 38 8
- g S °

Expression Data

1.0000
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COMPARE Analysis of DPIQ (NSC753790) to 10a (NSC798710)

---SEED---
NSC:5753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 373263 Count Experiments:2
---TARGET---
NSC:5798710 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 72893 CountExperiments: 1

Correlation:0.75
Jobld:3400101552620000377

S753790 5798710
=4M GIS0 2d AVGDATA -4M GI50 2d AVGDATA

Q

mean/minfmax/count
-6.23/-7.01/-559/58

mean/min/max/count
=5.24 ] 6.63/-4.16/ 60

DM 114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4 -
RPMI-8226-
SR~

ASAOIATCC-
EKWX

NC|-H226-
NCI-H23
NCI-H322M-
NCI-H480-
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2998-
HCT-118-

SF-268-
SF-285-
SF-539-
SNB-19-
SNB-T5-
SNB-78-

U251-

XF468

LOXIMVI-
MALME-JI\;& -

MDA-MB-435

UACC-82-

IGROV1-
QVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-

NCIADR-RES -

SK-OV-3-

MCF7-
MDA-MB-231/ATCC-
HS578T-

Small Cell Lung Small Cell Lung

“NQ DATA

“NO DATA

-NO DATA ~-NO DATA

iamia - qua -

Non-Smi ifllLung

Melapgma

e e

rian

e

nal

-_lg

--6.76

MDA-N-
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY SUMMARY

mean-
minDelta-
maxDelta-

o - (=] - o o ] - < - o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 10a (NSC798710) to NQO1

—-SEED---
NSC:5798710 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 72893 CountExperiments: 1
-—-TARGET---

Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.48
Jobld: 7109766531662089207

798710 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
NQO1
MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-6.23/-7.01/-5.59/58 2.52/148/3.78/64
Small Cell Lung 2l Lung
DMS114 - -MO DATA -1.87
DMS273- -NO DATA -2.60
emia Leukemia
CCRF-CEM- -NO DATA
HL-60(TB)- -NO DATA
K-562 ] 2.03
MOLT-4- -NO DATA
RPMI-8226- -NO DATA
SR | ] 210
- Non-Sm: liLung Non-Sm -
AS49/ATCC -
EKVX
HOP-18-
HOP-62- [}
HOP-92
NCI-H226 -
NCI-H23-
NCI-H322M
NCI-H460 -
NCI-H522-
LXFL529-
- lan
COLO205- ﬁ
DLD-1-
HCC-2998 -
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2 -
SW-620- []
- S
SF-268-
SF-205-
SF-539-
SNB-19-
SNB-75-
SNB-78-
U251- ]
XF408-

- Melapgma
LOXIMVI-
MALME-3M -
M14-
MDA-MB-435-

SK-MEL-2-
SK-MEL-28-
SK-MEL-5 -
UACC-257 -
UACC-62-

- rian
IGROV1-
OVCAR-3-
OVCAR-4 -
OVCAR-5-
OVCAR-8-
NCI/ADR-RES
SK-OW-3-

RXF-631-
SN121
TK-10-
Uo-31-
Prostate
C-3- -NO DATA
DU-145- [ ] --6.76
Brgast
MCF7- --6.33
MDA-MB-231/ATCC - --5.76
HS578T 6.48
MDA-N- -NQ DATA
BT-548- --6.79
T-47D -5.69 1.79
MDA-MB-468 - -:5.82 -NO DATA
- SUMMARY - SUMMARY -
mean 623 252
minDelta- -0.78 --1.04
maxDelta- -0.64 1.26
o« o - = -— o™ b ] i=] {=] (=] i=] =
. ¢ . (=] [=] [=] o (=3
k=] 2 i=] 2 =3
g & & & ¢
- Q =] = —
-log(10) endpoint conc Expression Data
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COMPARE Analysis of DPIQ (NSC753790) to 10b (NSC798709)

NSC:5753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0

NSC:5798709 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0

---SEED---

Id: 373263 Count Experiments:2
---TARGET---

1d: 193914 Count Experiments: 1

Correlation:0.72
Jobld:3502385323016355770

S753790
-4M GIS0 2d AVGDATA

mean/min/max/count
-5.24 /-6.63/-4.16/ 60

5798709
=4M GI50 2d AVGDATA

mean/min/max/count
«6.24/-7.01/-551/58

DMS114-
DMS273-

CCRF-CEM-
HL-BO(TBg—
K-562-
MOLT-4-
RPMI-8226-
SR-

ASAIATCC-
EKVX

NCI-H226-
NCI-H23
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2998-

LOXIMVI-
MALME-3M-
Wita-

MDA-MB-435
M1

SK-MEL-28-

SK-MEL-5-
UACC-257

UACC-62-

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-

NCUADR-RES -
SK-OV-3-

MCF7-
MDA-MB-231/ATCC-
HS578T -

MDA-N-

BT-549-

T-47D-
MDA-MB-468-
mean-

minDelta-
maxDelta-

Small Cell Lung

i&ma

Non-Smi ifllLung

nal

- Small Cell Lung -
-NQ DATA -NO DATA
-MNO DATA ~-NO DATA

- emia B
x --5.70
X --551
. --6.03
. --5.66
£ --5.94
X --8.11

Non-SmallCellLung -

?a | |

o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 10b (NSC798709) to NQO1

NSC:5798709 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0

Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

—-SEED---

1d: 193914 CountExperiments: 1
---TARGET---

Correlation:0.47
Jobld: 5437088846418911921

S798709
-4M GIS0 2d AVGDATA

mean/min/max/count
-6.24/-701/-551/58

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1
MT22
MOLTID_MT_SERIES

mean/min/max/count
252/148/378/64

Small Cell Lung el Lung
DMS114- -NQ DATA -1.87
DMS273- -NO DATA -2.68
emia Leukemia
CCRF-CEM- --570 -NO DATA
HL-80(TB)- -NO DATA
K-562
MOLT-4-
RPMI-8226-
B8R
- Nar-Sm; liLung
ASAGIATCC -
EKVX
HOP-18-
HOP-62- [ |
HOP-82
NCI-H226-
NCI-H322M
NCI-H460-
NCI-H522-
LXFL529-
- lon C -
COLO205- ﬂ -3.01
DLD-1- -2.55
HCC-2998- -3
T-116- -2.31
HCT-15- -3.18
HT29- -2.65
KM12- -2.69
KM20L2 - -3.10
SW-620- ] -2.72
- s S -
SF-268- -2.04
8F-295- -2.90
SF-539- -2.63
SNB-19- -3.03
BNB-75- -30m
SNB-78- -1.88
U251- ] -2.65
XF498- -2.20
- Melaggma Melgnoma -
LOXIMVI- -2.39
MALME-3M - -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL - -3.17
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACC-62- -1.90
- rian -
IGROV1- -2.13
OVCAR-3- -2.01
OVCAR-4 - -173
OVCAR-5- -2.65
OVCAR-8- -1.65
NCIADR-RE: 2n
SK-0V-3- -2.04
- nal -
786-0 229
AAG8 - -2.92
ACHN- -2.1
AKI-1 2.69
RXF393- -212
RXF-631- -NO DATA
SN12C 66
TK-10- -2.67
U0o-31- -2.33
PC-3- -NQO DATA -2.40
DU-145- --6.80 -3.45
MCF7- --6.37 -1.82
MDA-MB-231/ATCC- --5.86 -1.48
HS578T -6.55 2.33
MDA-N - -NO DATA -2.48
BT-548- --6.81 -2.43
T-47D -5.68 179
MDA-MB-468- --5.84 -NO DATA
- SUMMARY - SUMMARY -
mean -6.24 252
minDelia- --0.77 --1.04
maxDelta- -0.74 1.26
- - = - Ll

-log(10) endpoint conc

-1.0000
-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of DPIQ (NSC753790) to 11b (NSC750104)

---SEED---
NSC:5753790 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 373263 CountExperiments: 2
---TARGET---
NSC:5750104 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 192468 CountExperiments:2

Correlation:0.73
Jobld: 3236006900684295182

5750104 5753790
-AM GI50 2d AVGDATA -4M G150 2d AVGDATA

o

S0 |
~ .
N W,
]
- O

mean/min/max/count mean/min/max/count
-632/-6247-419/860 -5.24[-663/-416 /B0
- Small Cell Lung - Small Cell Lung -
DMS114- -NQ DATA -NO DATA
DMS273- -NO DATA ~NO DATA
- emia - emia -
CCRF-CEM- --4.61
HL-GD(TB%— --4.91
K-562- --5.20
MOLT-4- --4 67
RPMI-8226- --4.90
SR- --5.18
- Nan-SmallCelll ung - Non-Sm; liLung
ASAB/ATCC- --5.81
EKVX -5.55
HOP-18- -NO DATA
HOP-62- --5.10
HOP-82- --4.47
NCI-H226- --5.83
NCI-H23 -6.03
NCI-H322M- --5.74
NCI-H480- --5.82
NCI-H522 - -51
LXFL529- -NO DATA
jon C
COLO205- cq 537 g
DLD-1-
-4.88

T

Gl Zind
w00
=

- S S
SF-288- -5.02
SF-285- -5.84
SF-539 -5.38
SNB-19- --5.70
SNB-75- --5.50
SNB-78- -NO DATA
U251- 1 --5.40 |
XF498 NO DATA
- Mel a - Melaj
LOXIMVI- --5.74
MALME-3M- -46.24
M14- --8.07
MDA-MB-435 .70
M19-MEL - -NO DATA
SK-MEL-2- --5.31
SK-MEL-28- --583
SK-MEL-5- --6.07
UACC-257
UACC-62-
- Ovarian rian
IGROV1-
OVCAI
QVCAR.
OVCAR-8-
NCI/ADR-RES-
SK-0V-3-
- nal
786-0-
A498-
ACHN
CAKI-1-
RXF393-
RXF-631-

-
B

Breast
MCF7-

MDA-MB-231/ATCC- i
HS578T-

BT-549- r
T-47D-
MDA-MB-468-

mean: SUMMARY SUMMARY
mabata- _— _—
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 11b (NSC750104) to NQO1

—-SEED---
NSC:5750104 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 192468 CountExperiments: 2

—TARGET---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.44
Jobld: 6783138607820758427

5750104
-4M GIS0 2d AVGDATA

0/
‘ ==
=
o~

mean/min/max/count
-532/-624/-419/60

Small Cell Lung
DMS114- -NO DATA

DMS273- -NO DATA

emia
CCRF-CEM-
HL-60(TE)-
K-562
MOLT-4-
RPMI-8226-
SR

- Non-SmallCellLung
ABAGIATCC - ai
EKWVX

HOP-18-
HOP-62-
HOP-92
NCI-H226-
NCI-H23-
NCI-H322M
NCI-H460-
NCI-H522-
LXFL528 -

- jon
COLO205- C'ﬂll
DLD-1-

SW-620-

- l s
SF-268-
SF-205-
SF-539-
SNB-19-
SNB-75-
1

-5.50
SNB-78- -NO DATA
U251- --5.40
XF498- -NQ DATA

- Mel: a
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

- Ovarian
IGROV1-
QVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-
NCIADR-RE!
SK-OV-3-

RXF-631-
SN12C
TK-10-
U0o-31-
Prostate
PC-3- mL
DU-145-
Breast
MCF7-
MDA-MB-231/ATCC-
HS578T
MDA-N -
BT-548-
T-47D
MDA-MB-458 -
- SUMMARY -
mean -532
minDella - --0.92
maxDalia- -1.13

@ o~ — (=] - o~ el

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1

MT22
MOLTID_MT_SERIES
mean/min/max/count
252/148/378/64

ell Lung 1 a7

-2.69

-NO DATA
-NO DATA
203

-NO DATA
-NO DATA
210

Leukemia

C -
-3.01
-2.55
-3.71
-2.31
-3.18
-2.65
-2.69
-3.10
-2.72

1.79
-NO DATA
SUMMARY -
252

: --1.04
1.26

-1.0000

-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of DPIQ (NSC753790) to 12 (NSC647943)

---SEED---
NSC:5753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 373263 Count Experiments:2
---TARGET---
NSC:S647943 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 3059 Count Experiments: 2

Correlation:0.72
Jobld:7470274996145913057

5647843 5753790
-4M GIS0 2d AVGDATA =4M GI50 2d AVGDATA

mean/min/max/count mean/min/max/count
-4.26/-501/-400/60 -5.24 /663 /-416 / B0
- Small Cell Lung Small Cell Lung -
DMS114- --4.00 -NO DATA
DMS273- --4.24 -NO DATA
- Leykemia - emia -
CCRF-CEM- --4.00
HL-80(TB)- --4.00
K-562- --4.26
MOLT-4 - --4.00
RPMI-8226- --4.00
SR- =407
- Nan-Sm. liLung - Non-Sm lILung
AS49/ATCC - --4.70
EKVX -4.00
HOP-18- --4.32
HOP-62- --4.74
HOP-92- --4.00
NCI-H226- --4.75
NCI-H23 -5.01
NCI-H322M- --472
NCI-H460- --4.85
NCI-H522 - -=4.00
LXFL528- --4.00
lon o!
COLOZ05- --4.00 g
OLD-1- --4.00
HCC-2998 - --4.38
HCT-116- --4.00
HCT-15 -4.56
HT29- --4.43
KM12- --4.25
KM20L2- --4.00
SW-820- --4.00 1]
- S - S
SF-268- --4.00
SF-295- --4.68
8F-539 -4.00
SNB-19- -472
SNB-75- --4.70
SNB-78- --4.00
Uz51- --4.35 |
XF498 -4.00
- Mel: @ - Mela,
LOXIMYI- --4.74
MALME-3M- --4.12
M14- --4.683
MDA-MB-435 NO DATA
--5.00
--4.52
] EL-2 --4.00
--4.87
UACC-25 -4.14
UACC-82- --485
- Quarian - rian
IGROVA - --4.00
QVCAR-3- --4.00
OVCAR-£- --4.00
QOVCAR-5- --4.00
R-8- --4.00
NCI/ADR-RES - -NO DATA
SK-OV-3- | ] --4.00
- nal - nal
786-0- --4.00
A498- --4.79
ACHN -4.00
CAKI-1- --4.00
RXF393- --4.00
RXF-631- --4.00

- Prostate - w
PC-3- -NO DATA
DU-145- -NO DATA

Breast B
MCF7- -NO DATA
MDA-MB-231/ATCC - -NO DATA
HSETET - -NO DATA
MDA-N- -NO DATA
BT-548 NO DATA
T-47D- -NQ DATA
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY
mean- --426
minDelta- --0.75
maxDelta- -0.26

5] o~ - o - o L) © o~ - o - o

-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 12 (NSC647943) to NQO1

—-SEED---
NSC:5647943 Endpoint:GI5S0 Expld:AVGDATAlogHiConc:-4.0
Id: 3059 Count Experiments: 2

—TARGET---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES

Correlation:0.55
Jobld: 1070728578726149116

5647043
-4M GIS0 2d AVGDATA

mean/min/max/count
-4.261-5.01/-4.00/60

Smal ell Lung
DMS114-
DMS273-

Leykemia
CCRF-CEM-
HL-B0(TB)- :

RPMI-8226-
SR

- MNon-Smi llLung
AS49/ATCC -
EKVX
HOP-18-
HOP-62-
HOP-92
NCI-H226 -
NCI-H23-
NCI-H322M
NCI-H460 -
NCI-H522-
LXFL529-
COL0205 -
HCC 2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2 -
SW-620-
- S
SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75-
SNB-78-
U251-
XF498-

- a
LOXIMYI- E
MALME-3M -
M14-

=
o

MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACOBE-
Oyarian
IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-
NCI'/ADR-RES
SK-OV-3- | |
- nal
T86-0
A408 -
ACHN-
CAKI-1
RXF393-
RXF-831-
SN12
TK-10-
Uo-31-
Prostate
PC-3- -NO DATA
DU-145- -NO DATA
Breast
-NO DATA
MDA-MB-231/ATCC - -NO DATA
HS578T NO DATA
DA-N- -NO DATA
BT-549- -NO DATA
T-47D NO DATA
MDA-MB-468 - -NO DATA
- SUMMARY -
mean -4.26
minDelta- --075
maxDelta- -0.26
o o~ - =J - bl

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1
MT22
MOLTID_MT_SERIES

mean/min/max/count
2.52/148/3.78/64

ell Lung 187
-2.89

Leukemia
-NO DATA
- NO DATA
]
- NO DATA
-NO DATA
| 210
Non-Sm:
-3 2!

C -
-3
-2.55
-37
-2.3
-3.18
-265
-2.69
-3.10
-2.72

04

_D
o
@
@t
B
no

ast

-1.82

-1.48

233

-248

-243

1.79

-NO DATA
SUMMARY -

252

--1.04

,_h‘t%
(=] [=] (=] =] (=3
g g 2 g 8
= w k=1 n =3
A O. o [=] —

Expression Data
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COMPARE Analysis of 5a (NSC768093) to 13a (NSC787555)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S787555 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 254082 Count Experiments:3

Correlation: 0.85
Jobld: 3773562751148899517

8768093 S787555
-4M GI50 2d AVGDATA -4M G150 2d AVGDATA

mean/min/max/count mean/min/max/count
-571/-6.56/-474 /58 -6.24/-7.44(-546 /60

DMS114-
OMS273-

CCRF-CEM-

HL-60(TB)-

K-562-

MOLT-4-

RPMI-8226-
SR

ASAQ/ATCC -
EKVX

Hi
NCI-H22
NCI-H2:
NCI-H322M
NCI-H460-
NCI-H522-
LXFL529-

COLOZ05-
T
HCC-299

LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257 -
UACC-62-

IGROV1-

MCF7-

MDA-MB-231/ATCC-
HS57

MDA-N-

BT-549-

T-47D-

MDA-MB-468 -

mean-

minDelta-
maxDelta-

Small Cell Lung Small Cell Lung

“NO DATA
“NO DATA

Leukemi - Leul

Nunﬁl\Ce\lLung

Nunﬁ\lCeHLung

“liim

3

Melm}na
n
t

|

{

E

P\ roftate Prostate
B FP Brji S|
SUMMARY SUMMARY

e

-log(10) endpoint conc

-NO DATA
-NO DATA

-log(10) endpoint conc
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COMPARE Analysis of 13a (NSC787555) to Pleurotin (NSC401005)

---SEED---
NSC:5787555 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 12861 Count Experiments:3
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.89
Jobld: 1099128821080064092

$401005 787555
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

mean/min/max/count mean/min/max/count
-4.88/-5.70/-4.00 / 60 -6.24/-7.44 /-5.46 / 60
- Small Gell Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leu - Leu -
CCRF-CEM- --5.64 --6.92
HL-BD(TB%- --5.58
K-562- --557
MOLT-4- --552
RPMI-8226- --4.88
SR- --5.25

- Non-SgalCellLung - Non:SmallCellLung
AB49/ATCC- 434
EKVX- 4388
HOP-18- 504
HOP-62- 431
HOP-92- -534
NCI-H226- 434
NCI-H23- 475
NCI-H322M- 4100
NCI-H460- 446
NCI-H522- 570
LXFL529- 522
. o B
COLOZ205- 535
DLD-1- -522
HCC-2998- -4’57
HCT-116- --5.03
HCT-15- 512
HT29- 472
KM12- 443
KM20L2- 484
SW-620- 549

l“;m.l'lig>

U251- --4.41
XF498- --4.91

- Melgnoma - Melapgma
LOXIMVI- --478
MALME-3M- --5.18
M14- --5.10

MDA-MB-435- -NO DATA

M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257- --4.91
UACC-62- --4.85

2225

92,3 5200003

=223 Q

ISP pRODE

@reee PoTes
2

& .‘-.E:

o o

g

ndnénbh A nb bk

N = O O OO )

NO~NO = ~No~Nd
g

ot R
e

- Prostate - Prostate
PC-3- _NO DATA q
DU-145- -NO DATA
- Breast - Breast
MCF7- -NO DATA
MDA-MB-231/ATCC- -NO DATA
HS578T - -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 13b (NSC787553)

---SEED---
NSC:5768093 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:5787553 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 133007 Count Experiments:2

Correlation:0.90
Jobld: 2819999011519452973

$768093 S787553
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

Q ) 9y Q‘ >

o 5

mean/min/max/count
-571/-6.56/-4.74 /59

Small Cell Lung

mean/min/max/count
-6.52/-7.47/-5.48 /60

8mall Cell Lung

“NO DATA
-NO DATA

DMS114- “NO DATA
DMS273- -NO DATA

- Leul
CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4 -
RPMI-8226-
SR-

- Non-SallCellL.
AS49/ATCC- [
EKVX-

HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

: A
COLO205-
DLD-1-

HCC-2998-

Leul

Nop. lICellLung

ol

-6.34
NO DATA

-5.98
NO DATA
-5.20

“iil
-6.1
-6.10 -6.99
611 -6.76
574 -6.59
4 -5
[
S

Melagoma

RN
=z
7 Cs » ©OyNL
ROk Bod
=
>

- Melanoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-

UACC-257 -
UACC-82-

- Ovarian

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-
NCI/ADR-RES -
SK-0V-3-

- Prostate
PC.
DU-145-
- Br
MCFT7-
MDA-MB-231/ATCC-
HS578T-
MDA-N-
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY SUMMARY
mean-
minDelta-
maxDelta- - -
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 13b (NSC787553) to Pleurotin (NSC401005)

---SEED---
NSC:5787553 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 133007 Count Experiments:2
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.86
Jobld:7810175962957311835

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

- Small Gell Lung -
DMS114- --4.82
DMS273- --4.74

- Leukemi -
CCRF-CEM- --5.64
HL-60(TB)- --5.58
K-562- --5.57
MOLT-4 - --5.52
RPMI-8226- --4.88
SR- --5.25

- Non- lICellLung -
AS49/ATCC- --4.34
EKVX- --4.88
HOP-18- --5.04
HOP-62- --4.31
HOP-92- --5.34
NCI-H226- --4.34
NCI-H23- --4.75
NCI-H322M- --4.00
NCI-H460- --4.46
NCI-H522 - --570
LXFL529- --5.22

- c -
COLO205- --535
DLD-1- --5.22
HCC-2998- --4.57
HCT-116- --5.03
HCT-15- --5.12
HT29- --4.72
KMA2- -4.49
KM20L2- --4.64
SW-620- --5.49

S

SF-268- --4.57
SF-295- --4.42
SF-539- --4.72
SNB-19- --4.33
SNB-75- --4.67
SNB-78- --4.87
U251- --4.41
XF498- --4.91
- Melgnoma -
LOXIMVI- --4.78
MALME-3M- --5.18
M14- --5.10
MDA-MB-435- -NO DATA
M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257- --4.91
UACC-62- 485
- rian -
IGROV1- --4.36
OVCAR-3- --517
OVCAR-4- --4.80
OVCAR-5- --4.67
AR-8- --5.1
NCI/ADR-RES- -NO DATA
SK-OV-3- [ ] -
- Renal -
786-0- --4.91
A498- --4.50
ACHN- --5.17
CAKI-1- --5.18
RXF393- --5.27
RXF-631- --4.59
SN12C- --4.80
TK-10- --4.96
uo-31- =517
- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCF7- -NO DATA
MDA-MB-231/ATCC - -NO DATA
HS578T - -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468 - -NO DATA
- SUMMARY -
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
L] o~ - =] - o el

-log(10) endpoint conc

5787553
-4M GI50 2d AVGDATA

mean/min/max/count
-6.52/-747/-5.48/60

Small Cell Lung -
-NO DATA
-NO DATA
Leukemi -
--7.25
--6.88

NW\ICSIILung - 560
--6.09

C

E

-NO DATA

678
708

Melapgma

G
Loloa
S&5dS
Do
Noo =

Oyarian

DPANNOD OODIOEDND DOOC
ONNE NP OW
oy WaNON=2O

—
a
@
o
Lol
oo
[
=t

ﬂg
o
Lo
oo
o@
NS

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 13c¢ (NSC787554)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S787554 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 72712 CountExperiments: 2

Correlation: 0.88
Jobld: 152861254556724592

$768093 787554
-4M GI50 2d AVGDATA -4M GIS0 2d AVGDATA

s sove
o

mean/min/max/count
-5.71/-6.56/-4.74 /59

Small Cell Lung

mean/min/max/count
-6.43/-7.36/-5.45/60

Small Cell Lung

DMS114- -NO DATA

DMS273- -NO DATA

- Leul I -
CCRF-CEM-
HL-60(TB)-
K-562-

Leukemi
MOLT-4-
RPMI-8226-
SR- 1
- N -iiinc IIL - Nop-SmallCellL
mg/é{(gg_ lon. ellLung 503 W ellLung

HOP-18- -NO DATA

NCI-H226- --5.70
NCI-H23- --5.65
NCI-H322M- --4.77
NCI-H460- --5.18
NCI-H522- --6.34
LXFL529- -NO DATA

- COHH -
COLO205- --5.98
DLD-1- -NO gDATA

HCC-2998-

U251-
XF498-

- Melanoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-

M19-MEL -

SK-MEL-2-
SK-MEL-28-
SK-MEL-5-

UACC-257-
UACC-62-

- Ovarian

IGROV1-
OVCAR-3-
OVCAR-4-
QVCAR-5-
OVCAR-8-
NCI/ADR-RES-
SK-0V-3-

3
=
o
@

- Bre
MCF7-
MDA-MB-231/ATCC-
HS578T-

MDA-N-
BT-549-
T-47D-
MDA-MB-468-

SUMMARY SUMMARY
mean-

o o~

minDelta-
maxDelta-
- o -

-log(10) endpoint conc -log(10) endpoint conc

Page S31



COMPARE Analysis of 13c (NSC787554) to Pleurotin (NSC401005)

NSC:5787554 Endpoint:GIS0Expld:AVGDATAlogHiConc:-4.0

NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0

---SEED---

Id: 72712 Count Experiments: 2
-—--TARGET---

Id: 243481 CountExperiments:2

Correlation:0.82
Jobld: 2239556794382988653

5401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/60

DMS114-
DMS273-
CCRF-CEM-
HL-60(TB)-
K-562-

MOLT-4-
RPMI-8226 -
SR

Small is\l Lung

S
oma
rian

- Non- lICellLung
AB49/ATCC-
EKVX-
HOP-18-
HOP-6.
HOP-9:
NCI-H22t
NCI-H23-
NCI-H322M -
NCI-H460-
NCI-H522-
LXFL529-

COLO205-

U251-
XF498-
LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-

Leu
C
M |%
UACC-62- ‘

IGROV1-
OVCAR.3-

!
3
;

SK-0
- Renal

786-0-
A498-
ACHN-
CAKI-1-
RXF393-
RXF-631-
SN12C-
TK-10-
UQo-31-

Prostate

- Breast
MCF7-
MDA-MB-231/ATCC-
HS578T-
IDA-N-
BT-549-
T-47D-
MDA-MB-468 -
- SUMMARY

ean-

m
minDelta-
maxDelta - ; ; ;

S787554
-4M GI50 2d AVGDATA

o
o L
I o
Y
W OH
o

mean/min/max/count
-6.43/-7.36/-5.45/ 60

- Small Cell Lung -

- LGUE

- Nop-. lICellLung
--4.34
--4.88

Nodo &

OQupmpmonsma

gd=Gaxnxbgw

“NO DATA
“NO DATA

-NO DATA
~NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
~NO DATA
-4.88

-082

-0.68

@ o~ - S} -~

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 13d (NSC791347)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S791347 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 193820 Count Experiments:2

Correlation: 0.86
Jobld: 979145823477207243

8768093 §791347
-4M G150 2d AVGDATA -4M G150 2d AVGDATA

55

mean/min/max/count
-5.71/-6.56/-4.74 | 59

mean/min/max/count
-6.67/-7.49/-565/59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leul j - Leul j -
CCRF-CEM- --6.56
HL-80(TB)- 10
K-562- 45
MOLT-4- 26
RPMI-8226 - --5.70
SR- --6.51

- Non:; lICellLi - Nop-; lICellLi
WQIEL\C& unﬁ ellLung 503 um ellLung

HOP-18-
HOP-62-
OP-92-
NCI-H226 -
NCI-H23-
NCI-H322M-
CI-H460-
NCI-H522-
LXFL529-
- Ci Calon
COLO205- oﬁn oﬁ
DLD-1-
HCC-2998-
HCT-116-
CT-15-
HT29-
KM12-
KM20L2-
SW-620- [ ] ]
- S S
SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75- --6.46
SNEigﬁ- = . - NﬁO 5D»m:\
U251- --B.
XF498- -NO DATA
- Melanoma Melaggma -
LOXIMVI- --6.94
MALME-3M- --1.08
M14- --8.72
MDA-MB-435- --8.67
M19-MEL - -NO DATA
SK-MEL-2- --6.52
SK-MEL-28- --6.61
SK-MEL-5- --6.57
UACC-257- --6.56
UACC-62- --6.68
- Ovagrian Ovarian -
IGROV1- --6.69
OVCAR-3- --6.96
OVCAR-4- --6.76
OVCAR-5- --6.49
OVCAR-8- --6.51
NCIADR-RES- --6.51
SK-OV-3- --5.65

L]
RXF-631-
SN12C-
TK-10-
Uo-31-
- Prostate Prostate
PC-3- r “ﬁ;
DU-145-
- Bre Bri
MDA-MB-231/ATCC-
578T -
DA-N -
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY SUMMARY
mean-
minDelta-
maxDelta-
o ~ - o - o o ~ - o - o

-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 13d (NSC791347) to Pleurotin (NSC401005)

---SEED---
NSC:5791347 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 193820 Count Experiments:2
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.81
Jobld: 802301456905305864

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 / 60

§791347
-4M GI50 2d AVGDATA

mean/min/max/count
-6.67/-7.49/-5.65/59

- Small Gell Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leu - Leu -
CCRF-CEM- --5.64 --7.24
HL-BD(TB%- --5.58 --8.95
K-562- --557 --7.19
MOLT-4- --552 --7.16
RPMI-8226- --4.88 --6.68
SR- --5.25 --7.09
- Non- [ICellLung - -
AS49/ATCC - --4.34 --5.79
EKVX- --4.88 --8.55
HOP-18- --5.04 -NO DATA
HOP-62- --4.31 --6.29
HOP-92- --534 --6.65
NCI-H226- --4.34 --6.07
NCI-H23- --4.75 --6.58
NCI-H322M - --4.00 --597
NCI-H460- --4.4% --6.49
NCI-H522- --5.70 --7.49
LXFL529- --522 -NO DATA
- c - -
COLOZ205- --5.35 -
-1- --5.22
HCC-2998- --4.57
HCT-116- --5.03
CT-15- --5.12
HT29- --4.72
KM12- --4.49
KM20L2 - --4.64
SW-620- --5.49
R s -
SF-268- --4.57
SF-205- 442
SF-539- --472
SNB-19- --4.33
SNB-75- --4.67
SNB-78- --4.87
U251- --4.41 []
XF498- --4.91
- Melgnoma - Melapgma
LOXIMVI- --478
MALME-3M- --5.18
M14- .10
MDA-MB-435- -NO DATA
M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257- --4.91
UACC-62- --4.85
- rian - Ovarian
IGROV1- --4.36
QVCAR-3- --5.17
QVCAR-4- --4.80
QVCAR-5- --4.67
OVCAR-8- --5.11
NCI/ADR-RES- -NO DATA
SK-OV-3- ] --4.39
Renal - Renal
786-0- --4.91
A498- --4.50
ACHN- =517
CAKI-1- --5.18
F393- --5.27 ]
RXF-631- --4.59
SN12C- --4.80
TK-10- --4.96
Uo-31- --5.17
- Prostate - Prostate
PC3- ~NO DATA t
DU-145- -NO DATA
- Breast - Bre
MCFT - -NO DATA
MDA-MB-231/ATCC- -NO DATA
HS578T- -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA --6.75
T-47D- -NO DATA --8.75
MDA-MB-468 - -NO DATA --6.66
- SUMMARY - SUMMARY -
mean- --4.88 --6.67
minDelta- --0.82 --0.82
maxDelta- -0.88 -1.02
o o o - =} - o @

- © - & ?

-log(10) endpoint conc

-log(10) endpoint conc
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DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226 -
SR-
AB4Q/ATCC -
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NGI-H322M-
NCI-H460 -
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2998-

LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -

SK-MEL-5-
UACC-257 -
UACC-62-

IGROV1-

'VCAR-8-
NCIADR-RES -
SK-0V-3-

MCF7 -
MDA-MB-231/ATCC -
HS57:

COMPARE Analysis of 5a (NSC768093) to 14a (NSC92937)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:592937 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 62826 CountExperiments:4

Correlation: 0.78
Jobld: 6305036997033980351

892937
-4M GI50 2d AVGDATA

0‘

mean/min/max/count
-517/-6.16/-4.34 /70

Sma\lje\l Lung

Leu

0

Non- |ICellLung

e L e

=
5
l_ﬂ’_ﬂl.uq_,.-g
g 3
o

o

x
=]
8
T

8T-
MDA-N-
BT-549- 3
T-47D- --5.49
MDA-MB-468 - -NC DATA
- SUMMARY -
mean- --517
minDelta- --0.99
maxDelta- -0.82
el o~ - (=1 - o Lrd

-log(10) endpoint conc

8768093
-4M GI50 2d AVGDATA

9
“CQ*Q

mean/min/max/count
-5.71/-656/-4.74 /59

Small Cell Lung 7NO DATA
-NO DATA

Leukemi -

Nonﬁ\lCellLung

-NO DATA
--5.27
--5.82
-5.70
-5.65
-4.77
-5.18

-6.34
NO DATA

L 1N B

Mel

Io
E
B

A~

-log(10) endpoint conc
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COMPARE Analysis of 14a (NSC92937) to Pleurotin (NSC401005)

---SEED---
NSC:592937 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 62826 CountExperiments: 4
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.83
Jobld: 2862509136855109658

592937 $401005
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA
o
)
T
mean/min/max/count mean/min/max/count
-517/-6.16/-434 170 -4.88/-570/-4.00/60
- Small Cell Lung - Small Cell Lung
DMS114- --5.08
DMS273- --4.89

Leukemi; - Leukemi
CCRF-CEM- --6.16
HL-60(TB)- -6.13
K-562- --5.76
MOLT-4- --6.12
RPMI-8226- --5.63
SR- --8.10

- Non-; (ICellLung Non-! lICellLung -
AB48/ATCC - --4.58
EKVX- --4.71
HOP-18- --570
HOP-62- --4.55
HOP-92- --5.60
NCI-H226- --4.69
NCI-H23- --4.89
NCI-H322M- --4.63
NCI-H460- --4.77
NCI-H522- --5.53
LXFL529- --5.53

C

SETNNONNSY ORONRNGNRNG NOGCERIERA GoRNEE B

4.8
4.7
5.6
5.5
5.5
5.5,
4.8
5.2
4.3
4.8
5.0
4.3
5.3
4.3
47
4.0
4.4
5.7
5.2
- c R
COLO205- . 5.3
DLD-1- . 5.2
HCC-2998- . 4.5
HCT-116- . 5.0
HCT-15- 5 5.1
HT29- . 4.7
KM12- X 4.4
KM20L2- 3 4.6
SW-620- 3 5.4
- S S
SF-268- 4.5
SF-295- 4.4
SF-539- 4.7
SNB-19- 4.3
SNB-75- 4.6
SNB-78- 4.8
U251- 4.4
XF498- 4.9
- Melagoma Melgnoma
LOXIMVI- 4.78
MALME-3M- 5.18
M14- 5.10
MDA-MB-435- O DATA
M19-MEL - 4.82
SK-MEL-2- 4.74
SK-MEL-28- 4.76
SK-MEL-5- 4.72
UACC-257- 4,91
UACC-62- 4.85
- rian rian
IGROV1- 4.36
OVCAR-3- 517
OVCAR-4- 4.80
QVCAR-5- 4,67
OVCAR-8- 5.1
NCI/ADR-RES- O DATA
SK-OV-3- (] 439
- Repal Renal
786-0- 4.91
A498 - 4.50
ACHN- 517
CAKI-1- 5.18
RXF393- 5.27
RXF-631- 4,59
SN12C- 4.80
TK-10- 4.96
U0-31- 517
- Progtate - Prosiate
PC-3- J --5.25
DU-145- --4.80
- Breast - Breast
MCF7 -
MDA-MB-231/ATCC -
HS578T-
MDA-N -
BT-549-
T-47D- 49
MDA-MB-468 - -NO DATA
- SUMMARY - SUMMARY
mean- --517
minDelta- --0.99
maxDelta- -0.82
o™ o~ - =) - o 3] = ~ - =) - o 7]
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 14b (NSC668844)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S668844 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 426305 Count Experiments:3

Correlation: 0.82
Jobld: 608925587626226542

S668844
-4M GI50 2d AVGDATA

mean/min/max/count
-4.98/-6.26/-4.18 /60

$768093
-4M GIS0 2d AVGDATA

mean/min/max/count
-5.71/-6.58 /-4.74 /59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leu I - Leul -
CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226- 3
SR- X
- Non.. lICellLun - Non.. lICellLun:
AB4Q/ATCC - 9 -4.19 m 9
EKVX- --4.79
HOP-18- -NO DATA
HOP-62- --4.18
HOP-92- -521
NCI-H226- --4.89
NCI-H23- --4.86
NCI-H322M- --4.54
NCI-H460- --4.24
NCI-H522- --5.67
LXFL529- -NO DATA
- Calpn - C
COLO205- --5.15
DLD-1- Oi) -NO DATA Gﬂn
HCC-2998- --4.57
HCT-116- --517
HCT-15- --4.86
HT29- --4.71
KM12- --4.50
KM20L2- -NO DATA
W-620- [ ] --5.58 ]
- S - S
SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75-
SNB-78-
U251- ] (]
XF498-
- Melapoma Melanoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

- Ovarian
IGROV1-
QVCAR-3-
QVCAR-4-
QVCAR-5-
OVCAR-8-
NCI/ADR-RES-
SK-OV-3-

R} nal

RXF-631-
SN12C-
TK-10-
Uo-31-
- Progfate Prostate
PC-3- r
DU-145-
- Bre Bri
MCF7-
MDA-MB-231/ATCC-
HS578T-
MDA-N-
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY SUMMARY
mean-
minDelta-
maxDelta-
Ll o~ - o - o L] L] o - o - (]

-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 14b (NSC668844) to Pleurotin (NSC401005)

---SEED---
NSC:5668844 Endpoint:GIS0Expld:AVGDATAlogHiConc:-4.0
Id: 426305 Count Experiments:3
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.87
Jobld: 8039315470687304686

$401005
-4M G150 2d AVGDATA

mean/min/max/count
-4.88/-5.70 /-4.00 / 60

5668844
-4M GI50 2d AVGDATA

mean/min/max/count
-4.98/-6.26/-4.18 /60

- Small Cell Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leukemi - Leu -
CCRF-CEM- --5.64 --6.26
HL-80(TB)- --5.58 --6.22
K-562- --5.57 --5.79
MOLT-4 - --5.52 --6.05
RPMI-8226- --4.88 --5.16
SR- --525 --5.81
- Non- lICellLung - Nol lICellLung -
AS49/ATCC- --4.34 --4.19
- --4.88 --4.79
HOP-18- --5.04 -NO DATA
HOP-62- --4.31 --4.18
HOP-92- --5.34 --5.21
NCI-H226- --4.34 --4.69
NCI-H23- --4.75 --4.86
NCI-H322M- --4.00 --4.54
NCI-H480- --4.46 --4.24
NCI-H522- --5.70 --5.67
LXFL529- --5.22 -NO DATA
- C - Calon -
COLO205- --5.35 CW --5.15
DLD-1- --5.22 -NO DATA
HCC-2998- --4.57 57
HCT-116- --5.03 =517
HCT-15- --5.12 --4.86
HT29- --4.72 --4.71
KM12- --4.49 --4.60
KM20L2- --4.64 -NO DATA
W-620- --5.49 [ ] --5.58
- 3 - 3 -
SF-268- --4.57 --4.68
SF-295- --4.42 --4.18
SF-539- --4.72 --4.78
SNB-19- --4.33 --429
SNB-75- --4.87 .48
SNB-78- --4.87 -NO DATA
U251- --4.41 1] 77
XF498- --4.91 -NO DATA
- Melgnoma - Melagoma -
LOXIMVI- --4.78 --521
MALME-3M- --5.18 --5.06
M14- --5.10 --4.92
MDA-MB-435- -NO DATA 79
M19-MEL- --4.82 -NO DATA
SK-MEL-2- --4.74 --4.64
SK-MEL-28- --4.76 --4.86
-MEL-5- --4.72 =477
UACC-257- --4.91 --5.01
UACC-82- --4.85 --4.69
- rian - Ovarian -
IGROV1- -4.36 --4.83
OVCAR-3- --5.17 --514
OVCAR-4- --4.80 --5.29
OVCAR-5- --4.67 --4.36
CAR-8- --5.1 --5.03
NCI/ADR-RES- -NO DATA --4.70
SK-0V-3- [} --4.39 --4.21
- Renal - R -
786-0- --4.91 --547
A498- --4.50 --4.25
ACHN- --5.17 --5.35
CAKI-1- --5.18 --5.37
RXF393- --5.27 --5.48
RXF-631- --4.59 -NO DATA
SN12C- --4.80 --4.81
TK-10- --4.96 --5.34
U0o-31- --5.17 --512
- Prostate - Progtate -
PC-3- -NO DATA --5.08
DU-145- -NO DATA --4.66
- Breast - Br -
MCF7- -NO DATA --5.49
MDA-MB-231/ATCC- -NO DATA --5.39
HS578T- -NO DATA --4.52
MDA-N- -NO DATA --4.88
BT-549- -NO DATA --4.85
T-47D- -NO DATA .56
MDA-MB-468- -NO DATA -NO DATA
- SUMMARY - SUMMARY -
mean- --4.88 --4.98
minDelta- --0.82 --1.29
maxDelta- -0.88 -0.80
™ ~ - o - o @ © o~ - =) - o @

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 14c (NSC661222)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S661222 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 425825 Count Experiments:2

Correlation:0.79
Jobld: 4240006198921766318

8661222
-5M GI50 2d AVGDATA

mean/min/max/count
-5.47/-6.69/-5.00/60

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-

RPMI-8226-
SR-

AS49/ATCC -
EKVX-

NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

COLO205-
DLD-1

HCC-2998-

HCT-116-

SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -

-MEL-5-
UACC-257-
UACC-82-

IGROV1-
QOVCAR-3-
OVCAR-4-
QVCAR-5-
OVCAR-8-

NCIADR-RES-
SK-OV-3-

MCF7-
MDA-MB-231/ATCC-
HS578T -

Small Cell Lung

Leul

Non-Sql\CeIlLung

Q
=

g

e
[ I
4
@

e

“NO DATA
“NO DATA

669
6

MDA-N-
BT-548-
T-47D-
MDA-MB-468-
- SUMMARY

mean-
minDelta-
maxDelta-

& a = s = o

-log(10) endpoint conc

768093
-4M GI50 2d AVGDATA

mean/min/max/count
-5.71/-6.56 / -4.74 1 59

Small Cell Lung -
-NO DATA
-NO DATA
Leukemi -

NonﬂllCe\lLung

-6.34
NO DATA

-5.98
NO DATA
-5.29

.32
NO DATA
-5.24
NO DATA

-log(10) endpoint conc
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COMPARE Analysis of 14c (NSC661222) to Pleurotin (NSC401005)

---SEED---
NSC:5661222 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
Id: 425825 Count Experiments:2
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.84
Jobld:2729056243356103181

S401005 868681222
-4M GI50 2d AVGDATA -5M GI50 2d AVGDATA

mean/min/max/count mean/min/max/count
-4.88/-570/-4.00/60 -5.47/-669/-5.00/80
- Small Gell Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leul - Leu -
CCRF-CEM- --5.64
HL-60(TB)- --5.58
K-562- --5.57
MOLT-4- --5.52
RPMI-8226- --4.88
SR- --5.25

+4F

- Non-! (ICellLung - Non-: lICellLung
AS49/ATCC - --4.34
EKVX- --4.88
HOP-18- --5.04
HOP-62- --4.31
HOP-92- --5.34
NCI-H226- --4.34
NCI-H23- --4.75
NCI-H322M - --4.00
NCI-H460- --4.46
NCI-H522- --5.70
LXFL529- --522
R c R
COLO205- --5.35
DLD-1- --5.22
HCC-2998- --4.57
HCT-116- --5.03
HCT-15- --5.12
HT29- --4.72
KM12- --4.49
KM20L2- --4.64
SW-620- --5.49

=]
=

g Bt

®

=
o
=3
3
:
.y §
=3
3
:

XF498-
LOXIMVI- --4.78
MALME-3M- --5.18
M14- --5.10
MDA-MB-435- -NO DATA
M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257 - --491
UACC-62- --4.85
- rian - Qvarian
IGROV1- --4.36
QVCAR-3- =517
OVCAR-4- --4.80
OVCAR-5- --4.67
AR-6- --5.11
NCIADR-RES - -NO DATA
SK-OV-3- ] 439
- Renal - Repal

bk
Lo
NS S

- Prostate - Prostate -
PC-3- -NO DATA --5.45
DU-145- -NO DATA --5.01
- Breast - Breast -
MCF7- -NO DATA
MDA-MB-231/ATCC - -NO DATA
HS578T - -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468 - -NO DATA
SUMMARY SUMMARY
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
d A = e = 9 9 SR = 8 T o
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 14d (NSC645330)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0

1d: 253700 Count Experiments:2

---TARGET---
NSC:S645330 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 2668 Count Experiments: 2

Correlation:0.74

Jobld: 6456704583804920861

5645330
-4M GI50 2d AVGDATA

mean/min/max/count
-5.22/-6.33/-4.56 /59

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226 -
SR-
AS49/ATCC-
EKVX-
HOP-18-
HOP-62-

HOP-92-
NCI-H226-

NCI-H322M-
NCI-H460-
NCI-H522-

LXFL529-

COLO205-

LOXIMVI-
MALME-3M-

Small (‘ill Lung

Leul

Non-! lICellLung
i
i |
a

Ma\arn

-5.20

-5.61
-5.36

-5.21
NO ?ATA

'Lc‘n”l“‘,‘Ll_l_‘g‘ln_‘_"_‘_._I_‘I_‘_‘_I
¥ W
b

SK-OV-3- (]
- R
786-0-
A498-
ACHN-
CAKI-1-
RXF393-
RXF-631-
SN12C-
TK-10- -5.55
U0o-31- --547
- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCFT- -NO DATA
MDA-MB-231/ATCC - -NO DATA
HS578T- -NO DATA
MDA-N- -NO DAT/
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-488 - -NO DATA
- SUMMARY -
mean- --5.22
minDelta- --1.11
maxDelta- -0.65
o« - = - el

-log(10) endpoint conc

5768093
-4M GI50 2d AVGDATA

&

mean/min/max/count
-5.71/-6.56 / -4.74 | 59

Small Cell Lung

Leul

Nonﬂl\ce\lLung

“NO DATA
“NO DATA

--8.56
--6.10

-log(10) endpoint conc
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COMPARE Analysis of 14d (NSC645330) to Pleurotin (NSC401005)

---SEED---
NSC:5645330 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 2668 Count Experiments: 2
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.82
Jobld: 8924669832522260190

5401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

- Small eII Lung -
DMS114- --4.82
DMS273- --4.74

- Leu -
CCRF-CEM- --5.64
HL-60(TB)- 558
K-562- -5.57
MOLT-4- -5.52
RPMI—B2ZG- -4.88
-5.25

Non- [ICellLung
A54QIATCC-
HOF' 1 e -
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-
COLO205-
DLD-1-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-

S645330
-4M GI50 2d AVGDATA

&

mean/min/max/count
-5.22/-6.33/-4.56 /59

Small eII Lung

B

Non{wng

U25 J --4,99
XF498- -4.91 -NO DATA
- Melanoma Msla -
LOXIMVI- -4.78 --5.61
MALME-3M- -5.18 --5.36
M14- -5.10 --5.21
MDA-MB-435- NO DATA -NO DATA
M19-MEL - 82 --5.27
SK-MEL-2- -4.74 --4.81
SK-MEL-28- -4.76 --5.01
SK-MEL-5- -4.72 --4.83
UACC-257- -4.91 --4.94
UACC-62- -4.85 --4.88
- rian rian -

IGROV1 - -4.36 --4.74
OVCAR-3- -5.17 --5.69
OVCAR-4- -4.80 --4.93
OVCAR-5- -4.67 --4.80
OVCAR-8- 5.1 --5.27

NCIADR-RES- NO DATA -NO DATA

SK-OV-3- (] 39 [ ] --470

- Renal R -
786-0- -4.91 --5.71
A498- -4.50 --4.56
ACHN- -5.17 --5.11
CAKI-1- -5.18 --5.50
RXF393- -527 --5.46
RXF-631- --4.59 --5.17
N12C- --4.80 --5.21
TK-10- --4.96 --5.55
U0-31- --5.17 --5.47
- Prostate - Prostate
PC-3- -NO DATA —NO DATA
DU-145- -NO DATA -NO DATA
- Breast - Breast -
MCF7- -NO DATA -NO DATA
MDA-MB-231/ATCC- -NO DATA -NO DATA
HS578T- -NO DATA -NO DATA
MDA-N - -NO DATA -NO DATA
BT-549- -NO DATA -NO DATA
T-47D- -NO DATA -NO DATA
MDA-MB-468 - -NO DATA -NO DATA
- SUMMARY - SUMMARY
mean- --4.88 --5.22
minDelta- --0.82 --1.11
maxDelta- -0.88 -0.65
™ ~ - o - o 5] - o - ©

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 14e (NSC661221)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S661221 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 425824 Count Experiments:2

Correlation: 0.78
Jobld: 2832546849340558660

8661221 $768093
-5M GIS0 2d AVGDATA -4M GI50 2d AVGDATA

T

mean/min/max/count mean/min/max/count
-5.55/-6.57 /-5.00 / 60 -5.71/-6.56 /-4.74 [ 59

DMS114-
DMS273-

CCRF-CEM-
MOLT-4-
RPMI-8226-
SR-
AB4Q/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-

NCI-H522-
LXFL529-

COLO205-

DLD-1-
HCC-2998-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
UACC-62-

IGROV1-
OVCAR-3-

SK-0V-3-

PC3-
DU-145-

MCF7-
MDA-MB-231/ATCC-
HSB78T-

T47D-
MDA-MB-468-

~mean-
minDelta-
maxDelta-

Non-ﬁllCeHLung

Small Cell Lung Small Cell Lung

-NO DATA
-NO DATA
Leul j - Leul

NonﬁllCeHLung

W

ol I

7}

--5.14
-NO DATA

oma Melgnoma
--5.02
--5.70
--5.69
5.63

“NO DATA
513

—=n__ErEL

Ovgrian

L
5
]

o
i

SUMMARY

@

-log(10) endpoint conc

-log(10) endpoint conc

NO DATA
NO DATA

-5.32
NO DATA
-5.24
NQ DATA
-5.68

-6.32
-5.78
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COMPARE Analysis of 14e (NSC661221) to Pleurotin (NSC401005)

---SEED---

NSC:5661221 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0

Id: 425824 Count Experiments:2
-—--TARGET---

NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0

Id: 243481 CountExperiments:2

Correlation:0.85
Jobld: 8272752536982514267

8401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/ 80

8661221
-5M GI50 2d AVGDATA

S

mean/min/max/count
-5.55/-6.57 /-5.00 / 60

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4 -
RPMI-8226-
SR-
AB49/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-

NCI-H522-
LXFL529-

comzo?:
HCC-2998-

LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

IGROV1-

MCF7-

MDA-MB-231/ATCC-
HS57

MDA-N-

BT-549-

T-47D-

MDA-MB-468-

mean-

minDelta-
maxDelta-

Small isll Lung

Leul

Non-;lCeLung
E

SUMMARY

©

-log(10) endpoint conc

- Small Cell Lung -

--4.82 -NO DATA
--4.74 -NO DATA
- Leul i -

--5.64 --6.55
--5.58 --6.13
--5.57 --6.33
--5.52 --6.12
--4.88 --591
--5.25 --6.57

- Non-: IICellLung -

--4.34 --5.00
--4.88 --5.31
--5.04 -NO DATA
—-4.31 --5.00
--5.34 --5.69
--4.34 --5.18
--4.75 --5.58
--4.00 --5.00
--4.46 --5.00
--5.70 --5.91
--5.22 -NO DATA
- c -

--5.35 OW --5.90
--5.22 -NO DATA
--4.57 --5.01
--5.03 --5.82
--5.12 --5.76
--4.72 --5.00
--4.49 --5.17
--4.64 -NO DATA
--5.49 ] --6.26

R CNS B

--4.57 --5.46
--4.42 --5.00
--4.72 --5.63
--4.33 --5.00
--4.67 --5.00
--4.87 -NO DATA
--4.41 m --5.14
--4.91 -NO DATA
- oma

--4.78 --5.02
--5.18 --5.70
--5.10 --5.69
-NO DATA 5.63
--4.82 -NO DATA
--4.74 --5.13
--4.76 --5.66
--4.72 --5.34
--4.91 --5.60
--4.85 --552

- Ovarian -

--4.36 --5.45
--5.17 --5.71
--4.80 --5.63
--4.67 --5.00
--5.11 --5.66
-NO DATA --5.53
--4.39 --5.00

- Repal -

--4.91 --5.71
--4.50 --5.54
--5.17 --5.81
--5.18 --5.63
--5.27 --5.71
--4.59 -NO DATA
--4.80 --5.45
--4.96 --5.70
--5.17 --5.85

- Prostate -

-NO DATA --5.44
-NO DATA --513

- Bregst -

-NO DATA --5.75
-NO DATA --5.63
-NO DATA --5.51
-NO DATA --5.76
-NO DATA --5.87
-NO DATA --5.79
-NO DATA -NO DATA
- SUMMARY -

--4.88 --5.55
--0.82 --1.02
-0.88 -0.55

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 14f (NSC641396)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S641396 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 182589 Count Experiments:4

Correlation:0.77
Jobld: 6992511647736348161

8641396
-4M G150 2d AVGDATA

mean/min/max/count

5768093
-4M GI50 2d AVGDATA

5
Sy

mean/min/max/count

-5.03/-8.34/-438/70 -5.71/-6.56 / -4.74 /59
- SmalLCell Lung - Small Cell Lung -
DMS114- --4.68 -NO DATA
DMS273- --4.62 -NO DATA
- Leukemi - Leu -
CCRF-CEM- --6.34 --6.56
HL-60(TB)- -6.04 --6.10
K-562- -5.91 --6.45
MOLT-4- -6.08
RPMI-8226- -5.66
SR- -6.09
- Non- ICellLun Non:: lICellLung
AS49/ATCC- 9 454 ﬂ 9
EKVX- -4.85
HOP-18- -4.91
HOP-62- -4.45
HOP-92- -5.30
NCI-H226- -4.84
NCI-H23- -4.89
NCI-H322M- -4.64
NCI-H480- -4.57
NCI-H522- -5.50
LXFL529- -4.85
C
501 W
-5.13
-4.75
-5.27
-5.33

- Caglon
COLO205-
DLD-1-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-

- Melanoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL
SK-MEI
Ovarian

OVCAR-8 E

SK-OV-3-

- Prostate - Prostate
PC-3- --4.89
DU-145- ﬁs --5.02 f
- Bre - Br
MCF7- --561
MDA-MB-231/ATCC- --5.29
HS578T- 09
MDA-N- 05
BT-549- 42
T-47D- --5.66
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY
mean- --5.03
minDelta- --1.31
maxDelta- -0.65
= o~ - o - o @ © o~ - =] -

-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 14f (NSC641396) to Pleurotin (NSC401005)

---SEED---
NSC:5641396 Endpoint:GIS0Expld:AVGDATAlogHiConc:-4.0
1d: 182589 Count Experiments:4
-—--TARGET---
NSC:5401005 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:0.78
Jobld: 7250576864606418500

5401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/ 60

641396
-4M GIS0 2d AVGDATA

mean/min/max/count
-5.03/-6.34/-4.38170

- Small Cell Lung - SmalLCell Lung -
DMS114- --4.82 --4.68
DMS273- --4.74 --4.62

- Leu - Leukeni -
CCRF-CEM- --5.64 --6.34
HL-60(TB)- --5.58 --6.04
K-562- --5.57 --5.91
MOLT-4- --5.52 --6.08
RPMI-8226- --4.88 --5.66
SR- --5.25 --6.09

- Non-! lICellLung - Non-: lICellLung -
AB4GIATCC- --4.34 --4.54
EKVX- --4.88 --4.85
HOP-18- --5.04 --4.91
HOP-62- --4.31 --4.45
HOP-92- --5.34 --5.30
NCI-H226 - --4.34 --4.84
NCI-H23- --4.75 --4.89
NCI-H322M- --4.00 --4.64
NCI-H460- --4.46 --4.57
NCI-H522- --5.70 --5.50
LXFL529- --5.22 --4.85

- C - Calon -
COLO205- --5.35 --5.01
DLD-1- --5.22 --5.13
HCC-2998- --4.57 --4.75
HCT-116- --5.03 --5.27
HCT-15- --5.12 --5.33
HT29- --4.72 --4.86
KM12- --4.49 --4.75
KM20L2- --4.64 --4.41
SW-620- --5.48 --5.39

R S B S -
SF-268- --4.57 --4.83
SF-295- --4.42 --4.61
SF-539- --4.72 --4.89
SNB-19- --4.33 --4.58
SNB-75- --4.67 --4.50
SNB-78- --4.87 --4.68
U251- --4.41 --4.90
XF498- --4.91 --4.76

- Melanoma - Melanoma -
LOXIMVI- --4.78 --5.07
MALME-3M- --5.18 --5.11
M14- --5.10 --4.99
MDA-MB-435- -NO DATA --5.10
M19-MEL - --4.82 --4.59
SK-MEL-2- --4.74 --4.76
SK-MEL-28- --4.78 --5.02
SK-MEL-5- --4.72 --4.71
UACC-257 - --4.91 --4.96
UACC-62- --4.85 --4.89

- rian - Ovyarian -
IGROV1- --4.36 --4.86
QVCAR-3- =517 --5.08
QVCAR-4- --4.80 --5.08
OVCAR-5- -4 87 --4.82
OVCAR-8- =511 --4.94
NCIADR-RES- -NO DATA --5.24
SK-OV-3- m --439 --438

- Renal - Repal -
786-0- --4.91 --5.17
A498- --4.50 --4.60
ACHN- --517 --5.21
CAKI-1- --5.18 --5.08
RXF393- --5.27 --b.27
RXF-631- --4.59 --4.70
SN12C- --4.80 --5.08
TK-10- --4.96 --5.11
Uo-31- --5.17 --4.94

- Prostate - Prostate -
PC-3- -NO DATA is --4.89
DU-145- -NO DATA --5.02

- Breast - Bre -
MCF7- -NO DATA --5.61
MDA-MB-231/ATCC- -NO DATA --5.29
HS578T- -NO DATA --5.09
MDA-N- -NO DATA --5.05
BT-549- -NO DATA --5.42
T-47D- -NO DATA --5.66

MDA-MB-468 - -NO DATA -NO DATA

- SUMMARY - SUMMARY -
mean- --4.88 --5.03
minDelta- --0.82 --1.31
maxDelta- -0.88 -0.65

S o - o - o @ © o -~ o - o ©

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to Kalafungin (NSC137443)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
-—--TARGET---
NSC:5137443 Endpoeint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 71608 CountExperiments:2

Correlation:0.81
Jobld: 9060594243988086729

§137443 8768093
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

oH o
“ o
Q. N
T
.
OH o
:]

mean/min/max/count
-7.03/-7.78/-5.87 /60

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226-
SR-

ASAQIATCC -
EKVX-

529-
COLO205-
DLD-1-
HCC-2998-
HCT-116-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-

SK-MEL-5-
UACC-257 -
UACC-62-

SK-OV-3-

MCF7-
MDA-MB-231/ATCC -
HS578

Small Cell Lung

mean/min/max/count
-5.71/-6.56 /-4.74 /59

Small Cell Lung

“NO DATA “NO DATA
-NO DATA -NO DATA

Leu I - Leul j -
--7.57
--7.38
--7.50
--7.42
--7.23
-.7.64

liCellLung - NunﬁllelILung

- .58
MDA-N - -NO DATA
BT-548- 1 --6.75
T-47D- --6.97 F
MDA-MB-468- --7.68
- SUMMARY - SUMMARY
mean- --7.03
minDelta- =-0.75
maxDelta- - -1.15 -
© - o - o « o o~ - =) - o

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of Kalafungin (NSC137443) to Pleurotin (NSC401005)

---SEED---
NSC:5137443 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 71608 Count Experiments:2
--—-TARGET---
NSC:S401005 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 243481 CountExperiments:2

Correlation:0.79
Jobld: 613988420058587479

§137443
-4M GI50 2d AVGDATA

oH o
CL
OH o]
)
mean/min/max/count
-7.03/-7.78/-5.87 /60

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/60

- Small Cell Lung -
DMS114- -NO DATA
DMS273- -NO DATA

- Leu I - Leul j
CCRF-CEM- --7.57
HL-60(TB)- -.7.38
K-562 - --7.50
MOLT-4- --7.42
RPMI-8226- --7.23
SR- --7.64

- liCellLung - Non- (ICellLung

AS49/ATCC- --6.08
EKVX- --6.39

HOP-18- -NO DATA
HOP-62- --6.74
HOP-92- --6.82
NCI-H226- --6.34
NCI-H23- --6.85
NCI-H322M- --6.09
NCI-H460- --6.38
NCI-H522 - --7.78

LXFL529- -NO DATA

G

N c _
COLO205- D“ -7.75
DLD-1- -NO DATA
HCC-2998 - --6.63
HCT-116- 754
HCT-15- 750
HT29- --751
KM12- --6.76
]
S

Small iel\ Lung -

KM20L2- -NO DATA
SW-620- --7.39
- - s
8F-268- --6.79
SF-295- --6.02
SF-539- --6.92
SNB-19- --5.97
SNB-75- -6
SNB-78- -NO DATA
1- ] --6.71
XF498- -NO DATA
- Mela a - Melgnoma
LOXIMVI- --7.47
MALME-3M- --7.63
M14- --7.21
MDA-MB-435- --7.31
M18-MEL - -NO DATA
SK-MEL-2- --7.05
SK-MEL-28- --7.26
SK-MEL-5- --6.91
UACC-257- =713
UACC-62- --6.87
- Ovagan - rian
IGROV1- --7.29
OVCAR-3- --7.53
OVCAR-4- --6.95
OVCAR-5- --6.69
OVCAR-8- --7.30
NCI/ADR-RES - --7.05
SK-OV-3- --5.87 ]
- nal - Renal
786-0- --6.83
A498- --6.46
ACHN- --7.52
CAKI-1- --7.37
RXF393- -77
RXF-631- -NO DATA
SN12C- --6.94
TK-10- --7.10
uo-31- --7.14
- Brgstate - Prostate -
PC-3- --6.62 -NO DATA
DU-145- --6.82 -NO DATA
- Bre - Breast -
MCF7- --7.74 -NO DATA
MDA-MB-231/ATCC- =717 -NQ DATA
HS578T- --6.58 -NOQ DATA
MDA-N - -NO DATA -NO DATA
BT-548- --6.75 -NO DATA
T-47D- --6.97 -NQ DATA
MDA-MB-468- --7.68 -NO DATA
- SUMMARY - SUMMARY -
mean- --7.03 --4.88
minDelta- =-0.75 --0.82
maxDelta- -1.15 -0.88
© o~ - o - o © o o~ - =) - o @

-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to Nanaomycin A (NSC267461)

---SEED---
NSC:5768093 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 253700 Count Experiments:2
---TARGET---
NSC:5267461 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 121294 Count Experiments:4

Correlation:0.72
Jobld: 4481058418583182031

$267461 S768093
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA
oy
- )\©
=
on i
mean/min/max/count mean/min/max/count
-6.67/-7.80/-540/70 -5.71/-6.56 / -4.74 / 59
- Small Cgll Lung - Small Cell Lung -
DMS114- FFI -6.89 -NO DATA
DMS273- -6.87 -NO DATA

Leul Tt - Leu It
CCRF-CEM- -7 -6.56
HL-60(TB)- -6.10
K-562- 645
MOLT-4- . -8.26
RPMI-8226 - . --570
SR- : --6.51

- Nog:SeallCellLun Non:SmallCellLun -
AS49/ATCC- 9 ] ¢ --5.03
EKVX-
HOP-18-
HOP-62-
HOP-02-
NCI-H226 -
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-
- C
COLO20:
DLD-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-
ES

- Melay
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
- Oyarian

OVCAI F

SK-OV-3-

NN
211
woom
(S 4

Prostate Prostate
i -6.62 f
-5.95
Breast Br
-6.85
-6.66
-6.85
.74
-6.93
T-47 -6.73
MDA-MB-468 - -NO DATA
- SUMMARY - SUMMARY
inbeta- 3%
mexDelta. e REY [
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of Nanaomycin A (NSC267461) to Pleurotin (NSC401005)

---SEED---

NSC:5267461 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0

1d:121294 Count Experiments: 4
---TARGET---

NSC:S401005 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0

Id: 243481 Count Experiments:2

Correlation:0.79
Jobld: 2128577860017888719

S267461
-4M GIS0 2d AVGDATA

™ 0
O“ J\!
o

mean/min/max/count
-6.67/-7.80/-5.40/70

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
MOLT-
RPMI-822
SR-

AS4Q/ATCC-
EKVX-

NCI-H322M-
NCI-H460-
NCI-H522-

LXFL529-

SW-620-

SF-268-
SF.595-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -

UACC-257-
UACC-62-

IGROV1-

MCF7-
MDA-MB-231/ATCC-
HS578T-

MDA-N-

BT-549-

T-47D-
MDA-MB-468 -
mean-

minDelta-
maxDelta-

Small (.‘F'I Lung

Leur

N{u |

G

x
:
i
3

-89
567

Small i‘el\ Lung
Leu?

NonaCeLung
C:

)

-log(10) endpoint conc

Prostate -
-NO DATA
-NO DATA
Breast -
-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
SUMMARY -
--4.88
--0.82
-0.88
L] o~ - o - o Rl

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 15a (NSC641401)

---SEED---
NSC:5768093 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 Count Experiments:2
---TARGET---
NSC:S641401 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 303785 Count Experiments: 1

Correlation: 0.78
Jobld: 5187925863101103006

8641401
-4M GI50 2d AVGDATA

X

o

ok

mean/min/max/count
-543/-6.20/-4.58/55

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226-
SR-
AB4Q/ATCC -
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460 -
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2996-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-

SK-MEL-5-
UACC-257 -
UACC-62-

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-

CAR-8-
NCIVADR-RES -
SK-0OV-3-

TA47D-
MDA-MB-468-
mean-

minDelta-
maxDelta-

Small Cﬂ Lung

Leukemia

Nonﬁl\CeHLung

Ov! an
- |
R

Prostate

Breast

“NO DATA
NG DATA

-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
-NO DATA
--5.43

--0.77

-0.85

@

-log(10) endpoint conc

S§768093
-4M GI50 2d AVGDATA

G
“CENAQ

mean/min/max/count
-5.71/-656/-474/59

Small Cell Lung 7NO DATA
-NO DATA

Leukemi -

Ncnﬂ\ICellLung

NO DATA

-log(10) endpoint conc
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COMPARE Analysis of 15a (NSC641401) to Pleurotin (NSC401005)

---SEED---
NSC:5641401 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 303785 CountExperiments: 1
---TARGET---
NSC:S401005 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments: 2

Correlation:0.68
Jobld: 9106697070602025420

8401005 $641401
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

mean/min/max/count mean/min/max/count
-4.88/-570/-4.00/60 -5.43/-6.20/-4.50 /55

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI- 8226-

A54QIATCC -

NCI- H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

COLO205-

SF-539-
SNB-19-
SNB-75-
SNB-78-

U251 -
XF498-
LOXIMVI-
MALME SMV

MDA MB-435 -

UACC-257-
UACC-62-

IGROV1-
OVCAR-3
OVCAR
OVCAR-

T-47D-
MDA-MB-468-
iean -

m
minDelta-
maxDelta-

Small eII Lung - Small Ci Lung

- Leul ia
--5.64
--5.58
--557
--5.52
--4.88
—5 25
ian

Le

Non- lICellLung NonﬁlICeHLung
: ]
.34
34 E

Melgnom:

i
:

Renal

Prostate - Prostate
-NO DATA
-NO DATA

Breast - Breast
-NO DATA
-NG DATA
-NO DATA
-NO DATA
-NG DATA
-NO DATA
-NO DATA

SUMMARY - SUMMARY

©

-log(10) endpoint conc

504
567

“NO DATA
“NO DATA

NO DATA
NO DATA
NO DATA
NO DATA
NO DATA
NO DATA
NO DATA

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to Discorhabdin C (NSC626162)

---SEED---
NSC:5768093 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 253700 Count Experiments: 2
--—-TARGET---
NSC:5626162 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 421973 Count Experiments:5

Correlation:0.78
Jobld: 193534783601839350

5626162 768093
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

5
S

mean/min/max/count mean/min/max/count
-6.85/-7.89/-5.63/68 -5.71/-6.56/-4.74 /59
- Small Small Cell Lung -
DMS114- -NO DATA
DMS273- -NO DATA
- Leu Leu -
CCRF-CEM- --6.56
HL-60(TB)-
K-562-
MOLT-4
RPMI- 8226-
ICellLuny Non: liCellLun:
A549ﬂATCC- 9 W 9
EKVX
HOP- 187
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

COLOZOS-
DLD-1-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-520-

www
% zz=89%
AI\J?\ AN
SRR Dab
SR 5L 883
w

--5.24
-NO DATA
- Mela Melanoma -
LOXIMVI- --5.68
MALME-3M- --6.32
M14- --5.78
MDA-MB-435- --5.73
M18-MEL - -NO DATA
SK-MEL-2- --5.64
SK-MEL-28- --5.79
SK-MEL-5- --5.43
UACC-257- --5.81
UACC-82- --5.73

- Qvarian

IGROV1-
QVCAR-3-
QOVCAR-4-
OVCAR-5-
OVCAR-8-
NCIADR-RES-
SK-OV-3-

8
-NO E)ATA
J L R
--6.29
Prgstate Prostate -
T --5.67
j --5.72

I§
UEEOhN ¢
g
agREg

@
L
bbzhhb
2308a%
=g
3
>

T-47D- 7.08 k
MDA-MB-468- —NO DATA --5.90
- SUMMARY SUMMARY -
inDefta- 2% 7
maxDella- [ ot [ Z96
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of Discorhabdin C (NSC626162) to Pleurotin (NSC401005)

---SEED---
NSC:5626162 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 421973 Count Experiments: 5
---TARGET---
NSC:S401005 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 243481 Count Experiments:2

Correlation:0.78
Jobld: 1403932220819377460

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00 /60

- Small el\ Lung - Small
DMS114- --4.82
DMS273- --4.74
CCRF-CEM- --5.64
HL-60(TB)- -.5.58
K-562 - --5.57
MOLT-4- --5.52
RPMI-8226- --4.88
SR- --5.25

- Non-! liCellLung -
AS49/ATCC- --4.34
EKVX- --4.88
HOP-18- --5.04
HOP-62- --4.31
HOP-92- --5.34
NCI-H226- --4.34
NCI-H23- --4.75
NCI-H322M- --4.00
NCI-H460- --4.46
NCI-H522 - --5.70
LXFLSZQ' --5.22
COLOZUE— --5.35
DLD-1- --5.22
HCC 2998- --4.57
116- --5.03
HCT—15— --5.12
HT29- --4.72
KM12- -.449
KM20L2- --4.64
SW-620- --5.49

- S - S
8F-268- --457
SF-295- --4.42
SF-539- --4.72
SNB-19- --4.33
SNB-75- --4.67
SNB-78- --4.87
1- -441
XF498- --4.91
- Melanoma - Mela a
LOXIMVI- --4.78
MALME-3M- --5.18
M14- --5.10
MDA-MB-435- -NO DATA
M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257- --4.91
UACC-62- --4.85
- rian - Ovarian
IGROV1- --4.38
OVCAR-3- --517
OVCAR-4- --4.80
OVCAR-5- --4.67
AR-8- --5.11
NCI/ADR-RES - -NO DATA
SK-QV-3- ] --4.39
- Renal - Repal
786-0- --4.91
A498- --4.50
ACHN- =517
CAKI-1- --5.18
RXF393- --527
RXF-631- --4.59
SN12C- --4.80
40~ --4.96
U0-31- -5.17
- Prostate - Prostate
PC-3- -NO DATA
DU-145- -NO DATA
- Breast - Bre
MCF7- -NO DATA
MDA-MB-231/ATCC- -NO DATA
HS578T- -NOQ DATA
MDA-N - -NO DATA
BT-548- -NO DATA
T-47D- -NO DATA
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
© o~ - o - o <

-log(10) endpoint conc

8626162
-4M GI50 2d AVGDATA

oH

mean/min/max/count
-6.85/-7.89/-563 /68

(ICellLung

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to 9b (NSC682995)

---SEED---
NSC:S768093 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 253700 CountExperiments: 2
---TARGET---
NSC:5682995 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 4367529 CountExperiments: 2

Correlation:0.71
Jobld: 5303183562120266702

S682995
-4M GI50 2d AVGDATA

o2
@
N
N
o

mean/min/max/count
-5.10/-6.31/-4.51/60

- Small Cell Lung -
DMS114- -NO DATA
DM8273- -NO DATA
- Leu -
CCRF-CEM- --5.93
HL-60(TB)- -6.31
K-562- --5.51
MOLT-4- --5.58
RPMI-82286- --5.50
SR- --5.49
- Non-SmgliCellLung -
AS549/ATCC- --4.77
EKVX- --5.15
HOP-18- -NO DATA
HOP-62- --4.58
HOP-92- --541
NCI-H226- --471
NCI-H23- --4.80
NCI-H322M- --4.79
NCI-H460- --4.76
NCI-H522- --5.72
LXFL529- -NO DATA
- Ie -
COLO205- % -567
DLD-1- -NO DATA
HCC-2998- --4.79
HCT-116- --5.71
HCT-15- --5.02
HT29- --4.86
KM12- --4.67
KM20L2- -NO DATA
SW-620- [} --5.52
S -
SF-268- --4.68
SF-295- --4.74
SF-539- --4.78
SNB-19- --4.74
SNB-75- --4.71
SNB-78- -NO DATA
U251- m --4.76
XF498- -NO DATA
- Melagpma -
LOXIMVI- --5.31
MALME-3M- --5.24
M14- --4.82
MDA-MB-435- --4.76
M19-MEL- -NO DATA
SK-MEL-2- --4.78
SK-MEL-28- --545
SK-MEL-5- --4.83
UACC-257- --513
UACC-62- --4.86
- Ouarian -
IGROV1- --4.83
QOVCAR-3- --5.57
OVCAR-4- --5.16
OVCAR-5- --4.74
OVCAR-8- --4.82
NCI/ADR-RES - --4.74
SK-OV-3- --4.74
- Repal -
786-0- --5.22
A498- --4.77
ACHN- --5.54
CAKI-1- --5.70
RXF393- --5.23
RXF-631- -NO DATA
SN12C- --4.88
TK-10- --5.60
U0-31- --5.26
- Prostate -
PC-3- is --4.78
DU-145- --4.83
- Breast -
MCF7-
MDA-MB-231/ATCC-
HS578T-
MDA-N-
BT-549- .
T-47D- --5.72
MDA-MB-468- -NO DATA
- SUMMARY -
mean- --5.10
minDelta- --1.21
maxDelta- -0.58
o o~ -~ (=] - ©

-log(10) endpoint conc

768093
-4M GI50 2d AVGDATA

Y
IIAQ

mean/min/max/count
-5.71/-6.56 / -4.74 | 59

Small Cell Lung -
-NO DATA
-NO DATA
Leukemi -
--6.56
--6.10
45

NonﬁllCeHLung

-6.34
NO DATA

-5.98
NO DATA
-5.29
-6.10
-6.11
-5.74

71
--0.85
-0.96

-log(10) endpoint conc
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COMPARE Analysis of 9b (NSC682995) to Pleurotin (NSC401005)

---SEED---

NSC:5682995 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 4367529 CountExperiments: 2
---TARGET---

NSC:S401005 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 243481 CountExperiments: 2

Correlation:0.81
Jobld: 8272072227347731043

8401005
-4M G150 2d AVGDATA

mean/min/max/count
-4.88/-570/-4.00 / 60

DMS114-
DMS273-

Leul It
CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4 -
RPMI-8226 -
SR-

- Non- (ICellLung
AB49/ATCC -
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226 -
NCI-H23-
NCI-H322M -
NCI-H460-
NCI-H522 -
LXFL529-

- Ci
COLO205-
DLD-1-
HCC-2998 -
HCT-116-

Small ial\ Lung -

- Melgnoma -
LOXIMVI-
MALME-3M -

M14-
MDA-MB-435-
M19-MEL -
UACC-62-

rian -
IGROV1- --4.36
QVCAR-3- --517
OVCAR-4- --4.80
QVCAR-5- --4.67
OVCAR-8- --511

NCI/ADR-RES - -NO DATA
SK-0V-3- [ ] -.439

- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA

- Breast
MCF7 -

MDA-MB-231/ATCC - -NO DATA
HS578T-

MDA-N - -NO DATA

BT-549- -NO DATA
T-47D-

MDA-MB-468 - -NO DATA

- SUMMARY -

mean - --4.88

minDelta - --0.82
maxDelta - -0.88

) o~ - o - o @

-log(10) endpoint conc

$682995
-4M GI50 2d AVGDATA

[0}
@
.

N
o]

mean/min/max/count
-510/-6.31/-4.51/60

Small Cell Lung 7NO DATA
-NO DATA

Leul r -

Non- lICellLung

I

-4.76
-5.72
NO DATA

-567
NO DATA
-4.79

lqm.h.ri?

=
@
o
3
&

nan

SUMMARY

lI

-log(10) endpoint conc
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COMPARE Analysis of 5a (NSC768093) to MMB analogue (NSC801078)

---SEED---
NSC:5768093 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 253700 Count Experiments:2
---TARGET---
NSC:S801078 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 133157 Count Experiments: 1

Correlation:0.86
Jobld: 8801576231309923097

5768093 §801078
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

e
R@Qx@

mean/min/max/count
-5.71/-6.56/-4.74 /59

mean/min/max/count
-5.84/-8.77/-4.00/ 59

- Small Cell Lung - 8mall Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leul - Leul -
CCRF-CEM- --6.56 --6.56
HL-60(TB)- --6.10 --6.72
K-562- --6.45 --6.50
MOLT-4 - --6.26 --6.51
RPMI-8226- --5.70 --8.06
SR- --6.51 --8.66
- Non. lICellLun - - lICellLung -
AS49/ATCC - W 9 --5.03 < --4.00
EKVX- -NO DATA --565
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H480-
NCI-H522-
LXFL529-
- Ce
COLO205- On"
DLD-

- Melanoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-

UACC-257 -
UACC-62-

Ovarian
IGROV
OVCAR-
OVCAR
OVCAR-
OVCAR:
NCI/ADR-RES-
SK-0V-3-

RXF-631-
SN12C-
TK-10-
uo-31-
- Prostate
PC-
DU-145-
- Br
MCF7-
MDA-MB-231/ATCC -
HS578T-
MDA-N-
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY
. rBeﬁn-
minDelta-
maxDelta- -
-log(10) endpoint conc -log(10) endpoint conc
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COMPARE Analysis of MMB analogue (NSC801078) to Pleurotin (NSC401005)

---SEED---
NSC:5801078 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 133157 Count Experiments: 1
---TARGET---
NSC:S401005 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 243481 Count Experiments:2

Correlation:0.82
Jobld: 866925007213814722

$401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/60

5801078
-4M GI50 2d AVGDATA

mean/min/max/count
-5.84/-6.77/-4.00/59

- Small eII Lung - Small Cell Lung -
DMS114- --4.82 -NO DATA
DMS273- --4.74 -NO DATA
- Leu - Leukemi -
CCRF-CEM- --5.64 --6.56
HL-80(TB)- --5.58 --6.72
K-562- --5.57 --8.50
MOLT-4- --552 --6.51
RPMI-8226- --4.88 --6.06
SR- --5.25 --6.66

Non-! IICellLung - [ICellLung -
A549.'ATCC— --4.34 --4.00
EKVX- --4.88 --5.65
HOP-18- --5.04 -NO DATA
HOP-62- --4.31 --5.27
HOP-92- --5.34 --6.26
NCI-H226- --4.34 --5.85
NCI-H23- --4.75 --5.62
NCI-H322M- --4.00 --4.00
NCI-H460 - --4.46 -528
NCI-H522- --5.70 --6.77
LXFL529- --5.22 -NO DATA

_ c B
COLO205- --6.35 Dm --6.46
DLD-1- -5.22 -NO DATA
HCC-2998- 457 560
HCT-116- --5.03 6160
HCT-15- --5.12 --6.45
HT29- 472 -5.83
KM12- --4.40 529
|
S

KM20L2- --4.64 - NO DATA
W.620- -.5.49
R s - R
SF-268- --4.57 --5.50
SF-295- --4.42 --517
SF-539- --4.72 --5.60
SNB-19- --4.33 --5.26
SNB-75- --4.67 --5.46
SNB-78- --4.87 - NO DATA
U251- --4.41 ]
XF498- --4.91 - NO DATA
- Melanoma - Melagoma -
LOXIMVI- --4.78 --597
MALME-3M- --5.18 .
M14- --5.10
MDA-MB-435- -NO DATA
M19-MEL - --4.82
SK-MEL-2- --4.74
SK-MEL-28- --4.76
SK-MEL-5- --4.72
UACC-257 - --4.91
UACC-62- --4.85
- rian -
IGROV1- --4.36
QVCAR-3- --5.17
OVCAR-4- --4.80
OVCAR-5- --4.67
QVCAR-8- --5.11
NCI/ADR-RES- -NO DATA
SK-OV-3- ] --439
- Renal -
786-0- --4.91
A498- --4.50
CHN- --5.17
CAKI-1- --5.18
RXF393- --5.27
RXF-631- --4.59
12C- --4.80
TK-10- --4.96
UO-31- --5.17
- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCF7 - -NO DATA
MDA-MB-231/ATCC- -NO DATA
HS578T- -NO DATA
MDA-N- -NO DATA
BT 549— -NO DATA
-NO DATA
MDA-| MB-468— -NO DATA
SUMMARY -
mean- --4.88
minDelta- --0.82
maxDelta- -0.88
L o~ - o - o ©

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of NQO1 to 19 (NSC409304)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
-—-TARGET---

NSC:5409304 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 251495 CountExperiments:1

Correlation: 0.67
Jobld: 7364063256090692400

5409304
-4M GI50 2d AVGDATA

NQO1
MT22
MOLTID_MT_SERIES

NQO1

o MT22

NQO1
MT22
MOLTID_MT_SERIES

mean/min/max/count
-5.44/-6.67/-4.33/55

Small Cell Lung

mean/min/max/count
2.52/1.48/3.78/64

ell Lung -

DMS114-
DMS273-

CCRF-CEM-
HL-60(TB)-
K-562-

MOLT-4-
RPMI-8226-
SR-

ASAQ/ATCC-
EKVX-

NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

comzogx:
HCC-2998-

LOXIMVI-
MALME-3M-

MDA-MB-435-
M19-MEL -

SK-MEL-5-
UACC-257-
UACC-82-

IGROV1-
QVCAR-3-
OVCAR-4-
QVCAR-5-

QVCAR-8-
NCIADR-RES-
SK-0V-3-

PC-3-

DU-145-

MCF7-
MDA-MB-231/ATCC -
HS578T -

MDA-N-
BT-549-
T-47D-
MDA-MB-488 -
mean-
minDelta-
maxDelta-

Leukemia

“NO DATA
“NO DATA

- Leukemia
-NO DATA
--5.33

‘- 517 I
.

--6.50
-NO DATA
--5.39

Non-Sm. ng - 6.42 Non-Sm.
--462

--5.68
--518
--5.42
--6.07
--6.67
--6.26
--525

Pmﬁe
Eirst

-NO DATA

--6.23

—-4.93
-NO DATA

SUMMARY

-5.44

©

-log(10) endpoint conc

-1.0000
-0.5000
0.0000
0.5000

Expression Data

1.0000

23 --1.04
A2 1.26
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COMPARE Analysis of 19 (NSC409304) to DPIQ (NSC753790)

---SEED---

NSC:5409304 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 251495 CountExperiments:1
---TARGET---

NSC:5$753790 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 373263 CountExperiments:2

Correlation:0.51
Jobld: 7364063256090692400

8408304
-4M GI50 2d AVGDATA

mean/min/max/count
-5.44/-6.67/-4.33/55

DMS114-
DMS273-

RPMI-8226-
SR-
AB549/ATCC-
EKVX-
HOP-18-

NCI-H23-
NCI-H322M-

LXFL529-

COLO205-
DLD-1-
HCC-2998-
HCT-116-

LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-

C-62-

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-

NCVADR-RES-
SK-0V-3-

MCF7-
MDA-MB-231/ATCC-
HS578T-

MDA-N-

BT-549-

T-47D-
MDA-MB-468-
mean-

minDelta-
maxDe\la—‘

Small Cell Lung 7N0 DATA
-NO DATA

Leukemia -
-NO DATA
--5.33

Melapoma

T

Qvarian -

P
r%‘—l"lg

o
il
o

--4.93
-NO DATA

544

--1.23
] ] s1.12

©

-log(10) endpoint conc

753790
-4M GI50 2d AVGDATA

b

mean/min/max/count
-5.24 /-6.63/-4.16 / 80

Small Cell Lung 7NO DATA
-NO DATA

emia -

Nan-Smi ii)m.ung

“i
S
|
rian
nal
tate

i 5
H
-
=
-
‘-

T
-

-log(10) endpoint conc
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COMPARE Analysis of NQO1 to 20 (NSC2785)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:52785 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 71580 CountExperiments: 1

Correlation:0.66
Jobld: 1356468010017973524

S§2785 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
OH
PPN NQO1
o
; MT22
AN NQO1
oo MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.26/-6.50/-4.02 /58 2.52/1.48/3.78 /64

- Small Cell Lung - ell Lung -
DM3114- -NO DATA -1.87
DM8273- -NO DATA -2.69
- emia - Leukemia -
CCRF-CEM- --4.02 -NO DATA
HL-60(TB)- --4.36 -NO DATA
K-562- --442 ] -2.03
MOLT-4- --4.31 -NO DATA
RPMI-8226- --4.56 -NO DATA
SR- --469 . -2.10
- Non-Sm: - Non-Sm: -
AS49/ATCC- --6.50
EKVX- --4.72
HOP-18- -NO DATA
HOP-62- --5.69
HOP-92- --4.33
NCI-H226- --5.70 2.31
NCI-H23- --5.86 .
NCI-H322M - --5.66 8
NCI-H460- --5.54 A
NCI-H522- -NO DATA .
LXFL529- -NO DATA X
- c - C -
COLO205- Oﬁ -577 -3.01
DLD-1- -NO DATA -2.55
HCC-2998- -NO DATA -3.71
HCT-116- -2.3
HCT-15- -3.18
HT29- -2.65
KM12- -2.69
KM20L2- -3.10
SW-620- ] -2.72
- s S -
SF-288- -2.04
SF-295- -2.90
SF-538- -2.63
SNB-19- -3.03
SNB-75- -3.01
SNB-78- -1.88
U251~ | | -2.65
XF498- -2.20
- Melagoma -
LOXIMVI- -2.39
MALME-3M- -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL- -3.17
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACC-62- -1.90
- Ovarian -
IGROV1- -2.13
OVCAR-3- -2.01
OVCAR-4- -1.73
OVCAR-5- -2.65
OVCAR-8- -1.65
NCI/ADR-RES- -2.11
SK-0V-3- -2.04
- nal -
786-0- -2.29
A498- -2.92
ACHN- =211
CAKI-1- -2.69
RXF393- -2.12
RXF-631- -NO DATA
SN12C- -2.66
TK-10- -2.67
Uo-31- -2.33
- Prostate -
PC-3- Q; 240
DU-145- -3.45
- Breast -
MCFT7- -1.82
MDA-MB-231/ATCC- -1.48
HS578T- -2.33
MDA-N- -2.48
BT-549- -2.43
T-47D- -1.79
MDA-MB-488- -NO DATA

-log(10) endpoint conc

SUMMARY

mean-
minDelta- --1.04
maxDelta- 1.26
Ll o~ - o -~ o~

-2.52

-1.0000
-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of 20 (NSC2785) to DPIQ (NSC753790)

---SEED---
NSC:52785 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 71580 Count Experiments:1
---TARGET---
NSC:S§753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 373263 CountExperiments:2

Correlation:0.69
Jobld: 8298870972283168025

S2785 S753790
-4M GI50 2d AVGDATA -4M GI50 2d AVGDATA

mean/min/max/count
-5.26/-6.50/-4.02/58

Small Cell Lung

mean/min/max/count
-5.24/-6.63/-4.16/60

Small Cell Lung

DMS114-
DMS273-

CCRF-CEM-
HL-EE](TB

RPMI- 8226-
SR

A549fATCC -
EK'

HOP-18-

NCI-H522-
LXFL529-

CDLOZUE-
DLD-1-
HCC-2998-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257 -
UACC-82-

IGROV1 -
OVCAR-3-
OVCAR-4-
OVCAR-5-

AR-8-
NCIADR-RES-
SK-0V-3

MCF
MDA-MB-231/ATCC-
HS578T-

“NO DATA
~NO DATA

emia - emia
--4.02
--4.36
442
--4.31
--4.56
7-4 69

Non- Sm Non-Sm: IILung

--5.69

--433

-570

--5.86

--5.65

554

-NO DATA

¢
5.77 Qm

-NO DATA

)
s

'

Melagoma

T
=
2
¥
ﬁ_
=
—

‘-

E

“NO DATA
“NO DATA

460

--5.38
-NO DATA

--5.74
-NO DATA
--5.43

MDA-N-
BT-549-
T-47D-
MDA-MB-468-
- SUMMARY SUMMARY

mean-
minDelta-
maxDelta-

© - o - o~ o ™ o~ - o - ~

-log(10) endpoint conc

-log(10) endpoint conc
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COMPARE Analysis of NQO1 to 21a (NSC783640)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
-—-TARGET---

NSC:5783640 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 72655 Count Experiments:2

Correlation:0.64
Jobld: 7715194222435053083

S§783640 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
o0,
a NQO1
/N
o MT22
NQO1
N MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-6.17 /-7.41/-4.66 / 60 2.52/1.48/3.78 /84

- Small Call Lung - ol Lung -
DMS114- -NO DATA -1.87
DMS273- -NO DATA -2.69

- emia - Leukemia -
CCRF-CEM- -NO DATA
HL-60(TB)-
K-562- .
MOLT-4-
RPMI-8226- 51
SR- § 2.10
- Non-Sm: liLung
A549/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226- 5 .31
NCI-H23- ) .
NCI-H322M- 5
NCI-H460- . 3
NCI-H522- --6.65 .
LXFL529- -NO DATA 5
- c - C -
COLO205- 0“ --6.69 -3.01
DLD-1- -NO DATA -2565
HCC-2998- 46 -3.71
HCT-116- . -2.31
HCT-15- ) -3.18
HT29- 3 -2.65
KM12- 5.86 -2.69
KM20L2- -3.10
SW-620- ] .96 -2.72
CNs S -
SF-268- -2.04
SF-295- -2.90
SF-539- 5] -2.63
SNB-19- . -3.03
SNB-75- 6.72 -3.01
SNB-78- -1.88
U251- [ ] --6.44 -2.85
XF498- -NO DATA -2.20
- Melapoma - Melanoma -
LOXIMVI- --8.23 -2.39
MALME-3M- --6.64 -2.87
M14- --6.58 -3.02
MDA-MB-435- --5.91 -2.30
M19-MEL- -NO DATA -3.17
SK-MEL-2- --6.42 -2.50
SK-MEL-28- --6.09 -2
SK-MEL-5- --6.83 -3.18
UACC-257- --8.08 -2.55
UACC-82- --6.50 -1.90
- rian - -
IGROV1- --5.59 -2.13
QVCAR-3- --5.66 -2.01
OVCAR-4- --5.03 -1.73
OVCAR-5- --6.39 -2.65
OVCAR-8- --5.75 -1.65
NCVADR-RES- --6.06 -2.1
SK-OV-3- --6.39 -2.04
- Renal - -
786-0- -2.29
A498- -292
ACHN- 21
CAKI-1- -2.69
RXF393- -2.12
RXF-631- -NO DATA
SN12C- -2.66
TK-10- -2.67
uo-31- -2.33
- Prostate -
PC-3- -2.40
DU-145- -3.45
- Br -
MCF7- -1.82

MDA-MB-231/ATCC- -1.48

HS578T- -2.33
MDA-N- -2.48
BT-549- -2.43

T-47D- -1.79
MDA-MB-468- -NO DATA
- SUMMARY SUMMARY -
mearn- -2.52
minDelta- --1.04
maxDelta- 1.26
L) ~ (=] - o~

-log(10) endpoint conc

-1.0000
-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of 21a (NSC783640) to DPIQ (NSC753790)

NSC:5783640 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 72655 Count Experiments: 2

NSC:S753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 373263 Count Experiments: 2

Jobld:7715194222435053083

S753790
-4M GI50 2d AVGDATA

mean/min/max/count
-5.24/-6.63/-4.16 / 60

Small Cell Lung

DMS114- “NO DATA

DMS273- -NO DATA
--4.69

- emia
CCRF-CEM-
HL-60(TB)-

K-582-

MOLT-4-
RPMI-8226-
SR-

- Non-Sm lIiLung
AB49/ATCC- h
EKVX-

HOP-18-
HOP-62-
HOP-92-
NCI-H226 -
NCI-H23-
NCI-H322M -
NCI-H460-
NCI-H522 -
LXFL529-

f.‘,OLOZOSi
DLD-1-
HCC-2998 -

HCT-116-
HCT-15-
HT29-

--5.38
-NO DATA
--5.74
-NO DATA
--543
--4.70

KM12-
KM20L2-
SW-620-

LOXIMVI -
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-267-
UACC-62-

SK-OV-3-

PC-3-
DU-145-

MCF7-

MDA-MB-231/ATCC-
HS578

MDA-N-

BT-549-

T-47D-

MDA-MB-468 -

mean-
minDelta-
maxDelta-

Le ] o~

-log(10) endpoint conc

5783640
-4M GI50 2d AVGDATA

HO,

c
4
0
o
a
mean/min/maxfcount
-6.17 /-7.41/-4.66 / 60

Small Cell Lung

imia

“NO DATA
“NO DATA

534

--6.65
-NO DATA

--6.69
-NO DATA
--6.46

--6.09

-log(10) endpoint conc
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COMPARE Analysis of NQO1 to 21b (NSC783641)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5783641 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 314263 CountExperiments: 2

Correlation:0.66
Jobld: 3646587695121137667

S783641 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
.
,
7
Peg MT22
NQO1
N MT22
MOLTID_MT_SERIES
mean/minfmax/count mean/min/max/count
-6.41/-761/-476/60 252/1.48/3.78/64

Small Cell Lung

ell Lung

DMS114- “NO DATA 187
DMS273- -NO DATA -269

- emia - Leukemia -
CCRF-CEM- -NO DATA
HL-80(TB)-
K-562-
MOLT-4-
RPMI-8226-
SR- X 2.10

- Non-SmallCellLung
A549/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H480-
NCI-H522- --8.72
LXFL529- -NO DATA
- c -
COLO205- --6.87
DLD-1- Oﬁ -NO DATA
HCC-2998- --8.69
HCT-116- --6.10
HCT-15- .
HT29- .
KM12- --6.19
KM20L2-
SW-620- ] 4
- CNS
SF-288-
SF-295-
SF-530-
SNB-19-
SNB-75-
SNB-78-
U251 - [}
XF498-
- Melaggma Melanoma -
LOXIMVI- -2.39
MALME-3M- -2.87
14- -3.02
MDA-MB-435- -2.30
M19-MEL - =347
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACC-62- -1.90
- rian rian -
IGROV1 - -213
OVCAR-3- -2.01
OVCAR-4- -1.73
OVCAR-5- -2.65
VCAR-8- -1.85
NCI/ADR-RES- 21
SK-0V-3- -2.04
- Repal nal -
786-0- -2.29
A498- -2.92
ACHN- -211
CAKI-1- -2.69
RXF393- -212
RXF-631- -NO DATA
SN12C- 6

- Br ast -
MCF7- -1.82
MDA-MB-231/ATCC- -1.48
HS578T - -2.33
MDA-N- -2.48
BT-549- -2.43
T-47D- 79
MDA-MB-468- -NO DATA
- SUMMARY SUMMARY -
mean- -2.52
minDelta- --1.04
maxDelta- 1.26
L2} o~ -~ (=] -— o~ o f=1 [=3 (=1 (= f=]
. . N i=3 {=3 =3 =1 =]
g &8 B 8§ 8
- =} o o -~
-log(10) endpoint conc Expression Data
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COMPARE Analysis of 21b (NSC783641) to DPIQ (NSC753790)

---SEED---

NSC:5783641 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0

1d: 314263 Count Experiments:2
---TARGET---

NSC:$753790 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0

1d: 373263 CountExperiments:2

Correlation:0.66
Jobld: 3646587695121137667

8753790
-4M G150 2d AVGDATA
Q
’
le

mean/min/max/count
-5.24/-6.63/-4.16 / 60

5783641
-4M GI50 2d AVGDATA

\F‘j

o

3

A

mean/min/max/count
-6.41/-7.61/-4.76 / 60

- Small Cell Lung
DMS114 -
DMS273-

- emia
CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4 -
RPMI-8226 -
SR-

- Non-SmalCellLung
AS49/ATCC -
EKVX-

HOP-18-
HOP-62-
HOP-92-
NCI-H2286 -

-H23
NCI-H322M -
NCI-H480-
NCI-H522-
LXFL529-

COLO205-
DLD-
HCC-2998-
HCT-116-
HCT-15-

M14-
MDA-MB-435-
M19-MEL -

!

.S

o
W t

SK-0OV-3-

- Bre
MCF7-
MDA-MB-231/ATCC - é
HS578T-

Small Cell Lung

“NO DATA
“NO DATA

mia

At

Non-SmallCellLung

L

L

- "

(o}
w

Melapoma

-l—'-m

rian

R

1"

SUMMARY

'.

“NO DATA
“NO DATA

MDA-N-
BT-549
T-47D-
MDA-MB-468 -
- SUMMARY
mean-
minDelta -
maxDelta-
© o~ - =] -

-log(10) endpoint conc

3
2
1
0
-1

-log(10) endpoint conc
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COMPARE Analysis of NQO1 to 5a (NSC768093)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5768093 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 253700 CountExperiments: 2

Correlation:-0.37
Jobld: 2580018557142257876

S768093 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
o N\N
II)\Q MT22
NQO1
MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.71/-656/-4.74 /59 252/148/378/64
- Small Cell Lung - ell Lung -
DMS114- -NO DATA -1.87
DMS273- -NO DATA -2.69
- Leukemi - Leukemia -
CCRF-CEM- -N
HL-60(TB)- -
K-562-
MOLT-4 -
RPMI-8226-
SR-
- Non:; [ICellLung
AS49/ATCC- ﬁ 9
EKVX-
HOP-18-
HOP-62 -
HOP-92-
NCI-H226 -
CI-H23-
NCI-H322M-
NCI-H460 -
NCI-H522 - --6.34
LXFL529- -NO DATA

* W :
COLO205- --5.98 -3.01
DLD-1- -NO DATA -2.55
HCC-2998- --5.29 -3.71
HCT-116- 3 -2.31
HCT-15- 6. -3.18
HT29- -2.65
KM12- 79 -2.69
KM20L2- -3.10
SW-620- [ ] 9 -2.72
_ S S _
SF-268- -2.04
SF-295- -2.90
SF-539- -2.63
SNB-19- 3 -3.03
SNB-75- 5.32 -3.01
el o 18
XF498- -2.20
- Melanoma M oma -
LOXIMVI- -2.39
MALME-3M- -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL - -3.47
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257 - -2.55
UACC-62- -1.90
- Ovgrian -
IGROV1- -2.13
OVCAR-3- -2.01
OVCAR-4- -1.73
OVCAR-5- -2.65
OVCAR-8- -1.65
NCI/ADR-RES- =21
SK-0V-3- -2.04
- Renal -
786-0- -2.29
A498 - -2.92
ACHN- -2.1
CAKI-1- -2.69
RXF393- -2.12
RXF-631- -NO DATA
SN12C- -2.66
TK-10- -267
UO-31- -2.33
- Progtate -
PC-3- -2.40
DU-145- -3.45
- Br -
MCF7- -1.82
MDA-MB-231/ATCC- -1.48
HS578T- -2.33
MDA-N- -2.48
BT-549- -2.43
T-47D- -1.79
MDA-MB-468 - -NO DATA
- SUMMARY SUMMARY -
mean- -2.52
minDelta- --1.04
maxDelta- 1.26
™ ~ - o - o @ o o o o o
' ' ' 8 3 8 3 8
3 3 3 3 8
- S =] =3 -
-log(10) endpoint conc Expression Data
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COMPARE Analysis of NQO1 to 5b (NSC780813)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5780813 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 314185 CountExperiments: 1

Correlation:-0.30
Jobld: 7799368897062004237

NQO1
MT22
MOLTID_MT_SERIES

@ NQO1

5780813
-4M GI50 2d AVGDATA

*@;)X MT22

mean/min/max/count
-5.37/-6.30/-4.64 / 58

NQO1

MT22
MOLTID_MT_SERIES
mean/min/max/count
2.52/1.48/3.78/64

- Small Cell Lung - ell Lung -
DMS114- -NO DATA -1.87
DMSZ273- -NO DATA -2.69
- Leul ia - Leukemia -
CCRF-CEM- -NQ DATA
HL-60(TB)- -NQ DATA
K-562- -2.03
MOLT-4 - -NO DATA
RPMI-8226 - -NO DATA
- Non-! [ICellLung
AB49/ATCC-
EKVX-
HOP-18-
HOP-62-
OP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522 -
LXFL529-
B c _
COLO205- oﬂn -3.01
DLD-1- -2.55
HCC-2998- -3.71
HCT-116- -2.31
HCT-15- -3.18
HT29- -2.65
KM12- -2.69
KM20L2- -3.10
SW-620- [ ] -272
R s R
SF-268- -2.04
SF-295- -2.90
SF-539- -2.63
S = &
SNBZ-gE- m - ; 22
U251- -2,
XF498- -2.20
- Mel a -
LOXIMVI- -2.39
MALME-3M- -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL - =317
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACC-62- -1.90
- rian -
IGROV1- -2.13
OVCAR-3- -201
OVCAR-4- -1.73
OVCAR-5- -2.65
CAR-8- -1.65
NCI/ADR-RES - 2.1
SK-OV-3- -2.04
- Renal -
786-0- -2.29
A498 - -2.92
ACHN - -2.11
CAKI-1- -2.69
RXF393- -2.12
RXF-631- -NQ DATA
SN12C- -2.66
TK-10- -2.67
U0-31- -233
- Prostate -
PC-3- -2.40
DU-145- -3.45
- Br -
- -1.82
MDA-MB-231/ATCC - -1.48
578T- -2.33
MDA-N- -2.48
BT-549- -2.43
T-47D- -1.79
MDA-MB-468 - -NO DATA
- SUMMARY - SUMMARY -
mean- --5.37 -2.52
minDelta- --0.93 --1.04
maxDelta- -0.73 1.26
@ ~ - = - o ©

-1.0000
-0.5000
0.0000
0.5000

-log(10) endpoint conc Expression Data

1.0000
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COMPARE Analysis of NQO1 to Pleurotin (NSC401005)

---SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5401005 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 243481 CountExperiments:2

Correlation:-0.27
Jobld:5196849035899921588

5401005 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT_SERIES
NQO1
MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-4.88/-5.70 /-4.00/ 60 2.52/1.48/3.78/64
- Small Cell Lung - ell Lung -
DMS114- -1.87
DMS273- -2.69
- Leu Leukemia -
CCRF-CEM- -NO DATA
HL-80(TB)- -NO DATA
K-562- ] -2.03
MOLT-4- -NO DATA
RPMI-8226- -NO DATA
SR- [ ] -2.10

Non-Sm:

- Non- lICellLung
AB4Q/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226 -
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522 -
LXFL529-
- C
COLO205-
DLD-1-
HCC-2998-
IT2!

- Melgnoma
LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL -
K-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-
- rian
IGROV1 -
OVCAR-3-
OVCAR-4-
OVCAR-5-
CAR-8-
NCI/ADR-RES
E [
Renal
CAKI-1-
RXF393-
RXF-631-
SN12C-
TK-10-
UQ-31-
- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCFT7- -NO DATA
MDA-MB-231/ATCC- -NOQ DATA
S578T - -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY -
mean- --4.88 -2.52
minDelta- --0.82 --1.04
maxDelta- -0.88 126
L) o~ - o - o ©

-1.0000
-0.5000
0.0000
0.5000
1.0000

-log(10) endpoint conc Expression Data
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COMPARE Analysis of NQO1 to 14b (NSC668844)

---SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5668844 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 426305 CountExperiments:3

Correlation:-0.48
Jobld:3829946830593806600

5668844
-4M G150 2d AVGDATA

mean/min/max/count
-4.98/-6.26/-4.18 /1 60

- Small Cell Lung
DMS114-
DMS273-
- Leul
CCRF-CEM-

MOLT-4-
RPMI-8226-
SR-

- Nor- (ICellLung
AB49/ATCC -
EKVX-

HOP-18-
HOP-62-
HOP-92-
NCI-H226-

_H23-
NCI-H322M -
NCI-H460-
NCI-H522-
LXFL529-

- Colon

COLO205- (“0
DLD-1-

HCC-2998-

KM20L2-
SW-620-

]
- s
SF-268-
SF-295-

LOXIMVI-
MALME-3M-

M14-
MDA-MB-435-
M19-MEL -

SK-MEL-2-
SK-MEL-28-
SK-MEL-5-

UACC-257-
UACC-62-

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-

AR-8-
NCVADR-RES -
SK-0V-3-

T-47D-
MDA-MB-468-
- SUMMARY

mean-

-NO DATA
-NO DATA

minDelta-
maxDelta-

© o~ - =} - o

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT _SERIES

NQO1
MT22

NQO1
MT22
MOLTID_MT_SERIES

mean/min/max/count
252/1.48/378/64

-1.0000

ell Lung

-1.87
-2.69

-NO DATA
-NO DATA
-2.03
-NO DATA
-NO DATA
-2.10

Leukemia

C -
-3.01
-2.55
-37
-2.31
-3.18
-2.65
-2.69
-3.10
-2.72
$

SUMMARY -

-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of NQO1 to Kalafungin (NSC137443)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5137443 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 71608 CountExperiments:2

Correlation:-0.27
Jobld: 7682632898986498469

$137443 NQO1
-4M GI50 2d AVGDATA MT22
MOLTID_MT _SERIES
) NQO1
NQO1
MT22
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-7.03/-7.78/-5.87 1 60 252/1.48/378/64
- Small Cell Lung - ell Lung -
DMS114- -NO DATA -1.87
DMS273- -NO DATA -2.69
- - Leukemia -
CCRF-CEM- -NQ DATA
HL-60(TB) -NO DATA
K-562-
MOLT-4-
RPMI-8226-
SR-
- IICeHLung
AS49/ATCC -
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529- .
- IS C A
COLO205- % -3.01
DLD-1- -2.55
HCC-2998- -3.71
HCT-116- -2.31
ICT-15- -3.18
HT29- -2.65
KM12- -2.69
KM20L2- -3.10
SW-620- (] -2.72
R S s R
SF-268- -2.04
SF-295- -2.90
SF-539- -283
SNB-19- -3.03
SNB-75- -3.01
SNB-78- -1.88
U251- ] -265
XF498— -2.20
VK oma -
LOXIMVI - -2.39
MALME-3M - -2.87
M14- -3.02
MDA-MB-435- -2.30
M19-MEL - -317
SK-MEL-2- -2.50
SK-MEL-28- -2.84
SK-MEL-5- -3.18
UACC-257- -2.55
UACCH 62— -1.90
IGROV1- -2.13
OVCAR-3- 201
OVCAR-4- -1.73
OVCAR-5- -2.65
OVCAR-8- -1.65
NCI/ADR-RES - 2.1
SK-0OV-3- -2.04
786- 0- -2.29
A498 - -2.92
ACHN- =21
CAKI-1- -2.69
F393- .12
RXF-631- -NO DATA
SN12C- -2.66
TK-10- -2.67
U0-31- -233
- Prgstate -
PC-3- -2.40
DU-145— -3.45
Bri -
MCF7- -1.82
MDA-MB-231/ATCC - -148
HS578T - -2.33
MDA-N- -2.48
BT-549- -2.43
T-47D- -1.79
MDA-MB- 468* -NO DATA
SUMMARY SUMMARY -
mean - -2.52
minDelta- --1.04
maxDelta- 1.26
) o~ oy =) =) =) =) =]
s (=3 (=] (=3 (=] (=]
(=3 (=3 (=3 (=3 (=]
S ) S ) 3
- = s s -
-log(10) endpoint conc Expression Data
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COMPARE Analysis of NQO1 to Discorhabdin C (NSC626162)

—-SEED---
Moltld:MT22 Genecard:NQO1 TargetSet:MOLTID_MT_SERIES
-—-TARGET---

NSC:5626162 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 421973 CountExperiments:5

Correlation:-0.29
Jobld: 3262975264366953011

5626162
-4M GIS0 2d AVGDATA

oH

mean/min/max/count
-6.85/-7.89/-563/68

- Small Cﬂung
DMS114-
DMS273-
- Leul
CCRF-CEM-
HL-GO(TB% -

MOLT-4-
RPMI-: 82267

lICellLung
A549!ATCC-
HOP 18—
HOP-62-
HOP-92-
NCI- HZZE*
NCI-H23
NCI- H322M*
NCI-H460-
NCI-H522-

LXFL529-

COL0205-
HCC 2998 -
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-

- Mel

LOXIMVI-
MALME-3M-
M14-
MDA-MB-435-
M19-MEL-
SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

- Ovarian
IGROV1-
QOVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-
NCIADR-RES-
SK-OV-3-

DU®H
$czEenad
2o PPEE G
SoNNL DO
Blonoone
@

@

T-47D-
MDA-MB-468-

- SUMMARY
mean-
minDelta-
maxDelta-_ . . .

@ ~ - o - o

-log(10) endpoint conc

NQO1
MT22
MOLTID_MT_SERIES

NQO1
MT22

NQO1

MT22
MOLTID_MT_SERIES
mean/min/max/count
252/148/3.78/64

ell Lung ’1 a7

-2.69

-NO DATA
“NO DATA

-NO DATA
-NO DATA
210

Leukemia

M

'oma -

SUMMARY -

-1.0000
-0.5000
0.0000
0.5000
1.0000

Expression Data
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COMPARE Analysis of TrxR to 5a (NSC768093)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5768093 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 253700 CountExperiments:2

Correlation:-0.24
Jobld: 766082888249826201

S§768093 TXNRD1
-4M G150 2d AVGDATA MT143
MOLTID_MT_SERIES
s
T MT143
TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.71/-6.56/-4.74 /59 3.72 ] undefined / 14.30 / 59
- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leu - emia -
CCRF-CEM- . -NO DATA
HL-80(TB)- 3 -NO DATA
K-562- -NO DATA
MOLT-4- . -NO DATA
RPMI-8226- -NO DATA
SR- -NO DATA
- Non! (ICellLun Non-Sm: ung -
AB49/ATCC - W 9 9 -6.40
EKVX- -1.80
HOP-18- -NO DATA
HOP-62- -6.40
HOP-92- -5.10
NCI-H226 - -9.30
NCI-H23- -2.50
NCI-H322M- -2.40
NCI-H460- -7.00
NCI-H522- -7.40
LXFL529- -NO DATA
- C lon -
COLO205- OHH Fﬂ -2.80
DLD-1- -NO DATA
HCC-2998- -1.60
HCT-116- -2.00
CT-15- -4.00
HT29- -3.80
KM12- -1.90
KM20L2- -NO DATA
W-620- ] (] 0
R S s -
SF-268- -NO DATA
SF-295- -6.20
SF-539- -2.10
SNB-19- -3.00
SNB-75- -7.30
SNB-78- -NO DATA
U251 - (] ] -3.40
XF498- -NO DATA
- Melanoma Melanoma -
LOXIMVI- -3.70
MALME-3M - -1.00
M14- -250
MDA-MB-435- -1.00
M19-MEL - -NO DATA
SK-MEL-2- -1.80
SK-MEL-28- -1.30
K-MEL-5- -240
UACC-257- -1.00
UACC-62- -1.20
- Ovarian rian -
IGROV1- -2.00
OVCAR-3 -2.00
-3.80
-3.20
OVCAR- -3.80
-NO DATA
k] -4.50
Renal R -
-5.10
-12.70
-8.30
-7.00
90
-NO DATA
14.30
-11.50
-NO DATA
Prostate Proslate -
f i “350
-6.00
- Bre asl -
MCF7- -1.10
MDA-MB-231/ATCC - -8.50
HS578T- -3.30
MDA-N - -NO DATA
BT-549- -5.80
T-47D- -2.90
MDA-MB-468 - -NO DATA
- SUMMARY SUMMARY -
mean- -3.72
minDelta- --3.72
maxDelta- 10.58
« o~ - i=] - o 22 e 22 2 2
' ) 2288288888 ¢88 28
S 825 9 8 928 38 9 g g
-log(10) endpaint conc Expression Data
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COMPARE Analysis of TrxR to 5b (NSC780813)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5780813 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 314185 CountExperiments: 1

Correlation:-0.12
Jobld: 4305186664534873894

TXNRD1
MT143
MOLTID_MT _SERIES

QJ TXNRD1
%1:1:175 MT143

N TXNRD1
MT143
MOLTID MT SERIES

mean/min/max/count mean/min/max/count
-5.37/-6.30/-4.64 /58 3.72 / undefined / 14.30 / 59

8780813
-4M GI50 2d AVGDATA

- Small Cell Lung - Small Cell Lung
DMS114- -NO DATA

DMS273- -NO DATA

- Leul ia - emia
CCRF-CEM- --5.63
HL-80(TB)-
K-562-

NO DATA
NO DATA

MOLT-4-
RPMI-8226-
SR-
- Non-} lICellLung
AB4Q/ATCC-
EKVX-
HOP-18-
HOP-62-
HOP-92-
NCI-H226 -
NCI-H23-
NCI-H322M-
NCI-H460-
NCI-H522-
LXFL529-

COLO205-
DLD-1-
HCC-2998-

')

o

I
2397
e
nniln
&l

5 --4.87
XF498- -NO DATA
LOXIMVI-

Mel a
--5.80
MALME-3M- --5.74
M14- --5.24
MDA-MB-435- --5.34
M19-MEL - -NO DATA
SK-MEL-2- --544

SK-MEL-28-

UACC-62-
IGROV1-

z
5]
0000
OS<<<
Felelelelel
E3-33-3 3
mORDD
wpabe
=
bhddh
) 00 00 (0 ©
L

477
SK-OV-3- 482
- Renal -
786-0- -NO DATA
485

£o
»
®
E0%
Iz8

PC3-
DU-145-

.U
J 38
@
bp
~io
=

Bri -
MCF7- --6.30
MDA-MB-231/ATCC- --5.72
HS578T- --4.92
MDA-N- -NO DATA
BT-549- --4.91
T-47D- --5.77
MDA-MB-468- --5.97
- SUMMARY - SUMMARY -
mean- --5.37 -3.72
minDelta- --0.93 --3.7.
maxDelta- -0.73 10.58
el o~ - (=] - o~ @ e Qo Q @ 9 Qo Q 2
YT EEEEEE8EE8¢88
e & &6 &6 & &8 &5 & & & &
S22 3IS3Iz2s38
-log(10) endpoint conc Expression Data
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COMPARE Analysis of TrxR to Pleurotin (NSC401005)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5401005 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
Id: 243481 CountExperiments:2

Correlation:-0.21
Jobld: 1840548376507877519

8401005
-4M GI50 2d AVGDATA

mean/min/max/count
-4.88/-5.70/-4.00/ 60

- Small e\l Lung -
DMS114-
DMS273-

- Leu
CCRF-CEM-
HL-60(TB)-
K-562-
MOLT-4-
RPMI-8226-
SR-

- Non- lICellLung
AB49/ATCC-
EKVX-
HOP-18-
HOP-82-
HOP-92-
NCI-H226-
NCI-H23-
NCI-H322M -
NCI-H460-
NCI-H522-
LXFL529-
COLO205-
DLD-1-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-

LOXIMVI-
MALME SM -

MDA-MB- 435*

UACC-257-
UACC-82-

- rian
IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-

SK-OV-3- m

- Prostate -
PC-3- -NO DATA
DU-145- -NO DATA
- Breast -
MCF7- -NO DATA
MDA-MB-231/ATCC- -NO DATA
HS578T- -NO DATA
MDA-N- -NO DATA
BT-549- -NO DATA
T-47D- -NO DATA
MDA-MB-468 - -NO DATA
- SUMMARY -
mean- --4.88
minDelta- --0.82
maxDelta- -0.88

@ o~ - = - o ©

-log(10) endpoint conc

TXNRD1
MT143
MOLTID_MT_SERIES

TXNRD1
MT143

TXNRD1
MT143
MOLTID_MT_SERIES

mean/min/max/count
3.72 I undefined / 14.30 / 59

-10.0000

Small Cell Lung 7NO DATA
-NO DATA

emia -
-NO DATA
-NO DATA
-NO DATA

- :NO DATA
Prostate
q “3.50
-6.00

2.0000
4.0000
6.0000
8.0000
10.0000

Expression Data
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COMPARE Analysis of TrxR to14b (NSC668844)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5668844 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 426305 CountExperiments:3

Correlation:-0.22
Jobld: 1113719844959210894

5668844 TXNRD1

-4M GI50 2d AVGDATA MT143
MOLTID_MT_SERIES

TXNRD1

MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count

-4.98/-6.26/-4.18/60 3.72/ undefined / 14.30 / 59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMs273- -NO DATA -NO DATA
- - emia -
CCRF-CEM- -NO DATA
HL-60(TB)- -NO DATA
K-562- -NO DATA
RPMLB226- “NO DATA
- - -NO DATA
- IICaIILung Non-Sm ung -
AB49/ATCC- -6.40
EKVX- -1.80
HOP-18- -NO DATA
HOP-62- .18 -6.40
HOP-92- .2 -5.10
NCI-H2286- . -9.30
NCI-H23- X -2.50
NCI-H322M - . -2.40
NCI-H460- » -7.00
NCI-H522- --5.67 40
LXFL529- -NO DATA -NO DATA
- Calon - lon -
COLO205- Oi’ --5.15 ﬁ 0
DLD-1- -NO DATA -NO DATA
HCC-2998- --4.57 -1.60
HCT-116- -2.00
HCT-15- -4.00
HT29- -3.80
KM12- -1.90
KM20L2- -NO DATA
SW-620- [ ] -2.00
- S
SF-268- -NO DATA
SF-295- 6.20
SF-539- -2.10
SNB-19- -3.00
SNB-75- .30
SNB-78- -NO DATA
u251- 1 0
XF498- -NO DATA
- Melanoma
LOXIMVI- -370
MALME SMf -1.00
-2.50
MDA-MB- 435* -1.00
M19-MEL - -NO DATA
K-MEL-2- -1.80
SK-MEL-28- -1.30
K-MEL-5- -240
UACC-257- -1.00
UACC-82- -1.20
- rian -
IGROV1- -2.00
OVCAR-3- -2.00
OVCAR-4- -3.80
OVCAR-5- -3.20
OVCAI .80
NCI/ADR-RES- -NO DATA
SK-OV-3- -4.50
- R B
786-0- -5.10
A498- -12.70
ACHN- -8.30
CAKI-1- ,7 00
RXF393-
RXF-631- fNO DATA
SN12C-
TK-10- -
Uo-31- -NO DATA
- Prostate
PC-3- q 73‘50
DU-145- -6.00
- ast -
- -1.10
MDA-MB-231/ATCC- -8.50
578 -3.30
MDA-N- -NO DATA
BT-549- -5.80
T-47D- -2.90
MDA-MB-468 - -NO DATA
- SUMMARY SUMMARY -
mean- -3.72
minDelta- --3.72
maxDelta- 10.58
Ll o~ - o - o~ © c o 9 9 e 2 9 2 e o 2
. v v e e 9 9 L Qo o 9 e o 9
e @ 9 @ @ 9 o 2 < o <9
R - - -]
S ® 9 ¥ 9 a0 o2
-log(10) endpoint conc Expression Data
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COMPARE Analysis of TrxR to Kalafungin (NSC137443)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5137443 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
I1d: 71608 CountExperiments:2

Correlation:-0.24
Jobld: 2893728923787660700

§137443 TXNRD1
-4M G150 2d AVGDATA MT143
MOLTID_MT_SERIES
@i TXNRD1
0@
L7 MT143
0 TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-7.03/-7.78/-5.87 /60 3.72 / undefined 1 14.30 / 59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leul It - emia -
CCRF-CEM- --7.57 -NOQ DATA
HL-80(TB)- --7.38 -NO DATA
K-562- --750 -NO DATA
RPAIA226- 1% “NO DATA
SR- -.7.64 - -NO DATA
- Nop- lICellLung - Non-Sm ung -
AB49/ATCC - --6.08 -6.40
EKVX- -6.39
HOP-18- -NO DATA -NO DATA
HOP-62- --8.74
HOP-92- --8.82 -5.10
NCI-H226 - --6.34 -9.30
NCI-H23- --6.85 -2.50
NCI-H322M- --6.09 -2.40
NCI-H460- --6.38 -7.00
NCI-H522- --71.78 -
LXFL529- -NO DATA -NO DATA
- C - lon -
COLO205- 0“ --7.75 ﬁ 0
DLD- fNOODATA

KM20L -NO DATA
SW-620- -
R s -
SF-268- -NO DATA
SF-295- -6.20
SF-539- -2.10
SNB-19- -3.00
SNB-75- -7.30
SNB-78- -NO DATA
U251- ] ] -3.40
XF498- -NO DATA
- Melagoma Melanoma -
LOXIMVI- -3.70
MALME-3M - -1.00
M14- -2.50
MDA-MB-435- 1
M19-MEL- -NO DATA
SK-MEL-2- -1.80
SK-MEL-28- -1.30
SK-MEL-5- -2.40
UACC-257 - -1.00
UACC-62- -1.20
- Ovagan rian -
IGROV1- -2.00
OVCAR-: -2.00
OVCAR: -3.80
-3.20
OVCAR- -3.80
-NO DATA
SK-OV- -4.50
- nal R -
786-0- -5.10
A498- -12.70
ACHN- -8.30
CAKI-1- -7.00
RXF393- -5.90
RXF-631- -NO DATA
SN12C- 14.30
TK-10- -11.50
Uo-31- -NO DATA
- Prostate Prostate -
3 qs ruls- s
DU-145- -6.00
- Br ast -
MCF7- -1.10
MDA-MB-231/ATCC - -8.50
HS578T- -3.30
MDA-N - -NO DATA
BT-549- -5.80
T-47D- -2.90
MDA-MB-468 - -NO DATA
- SUMMARY SUMMARY -
mean- -3.72
minDelta- --3.72
maxDelta- 10.58

e} o~ -~ o - o @

-log(10) endpoint conc

-10.0000
-8.0000
-6.0000
-4.0000
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COMPARE Analysis of TrxR to Discorhabdin C (NSC626162)

---SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---
NSC:5626162 Endpoint:GI50 Expld:AVGDATA logHiConc:-4.0
1d: 421973 CountExperiments:5

Correlation:-0.37
Jobld: 3192043257499528905

S626162 TXNRD1
-4M G150 2d AVGDATA MT143
MOLTID_MT_SERIES
TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-6.85/-7.89/-563/68 3.72 / undefined / 14.30 / 59
- Small - Small Cell Lung -
DMS114- -NO DATA
DMS273- -NO DATA
- emia -
CCRF-CEM- -NO DATA
HL-60(TB)- -NO DATA
K—SBZ- -NO DATA
OLT-4 -NO DATA
RPMI 8226— -NO DATA
-NO DATA

(ICellLung Non-Sm: ung -
A549/ATCC - -E .02 -6.40
EKVX -6.64 -1.80
HOP-IB' 3 -NO DATA
HOP-62- X 6.40
HOP-92- . -5.10
NCI- H226- X -9.30
NCI-H23 . -2.50
NC\-HGZZM' . -2.40
NCI-H460- . -7.00
NCI-H522- .75 -7.40
LXFLSZQ-

COLO205-
DLD-1-
HCC-2998-
HCT-116-
HCT-15-
HT29-
KM12-
KM20L2-
SW-620-
- S

SF-268-
SF-295-
SF-539-
SNB-19-
SNB-75-
SNB-78-
U251-
XF498-

a

- Mel
LOXIMVI-
MALME-3M- -1.00
M14- -2.50
MDA-MB-435- -1.00
M19-MEL - -NO DATA
SK-MEL-2- 80
SK-MEL-28- -1.30
SK-MEL-5- -2.40
UACC-257- -1.00
UACC-82- -1.20
- Ovarian
IGROV1- -2.00
OVCAR-3- -2.00
OVCAR-4- -3.80
OVCAR-5- -3.20
OVCAR-8- .80
NCI/ADR-RES- -NO DATA
SK-OV-3-
- Repal
786-0- -5.10
A408- -12.70
ACHN - -8.30
CAKI-1- -7.00
RXF393- -5.90
RXF-631- -NO DATA
SN12C- 14.30
TK-10-
U0-31- NODATA
- Prgstate
C-3- -3.50
DU-145- -6.00
: - :
MCF7- -1.10
MDA-MB-231/ATCC - -8.50
HS578T- .30
MDA-N- -NO DATA
BT-549- -5.80
T-47D- -2.9¢
MDA-MB-468- -NO DATA
- SUMMARY
mean- 5 73.72
minDelta- L --372
maxDelta- . 10.58
o - e = & 9 e G i g = Y
s s e QO 9 Q C 9 9 Qo O
S © © © © © © © O o O
EEEEEE2EEEER
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COMPARE Analysis of TrxR to DPIQ (NSC753790)

-SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5753790 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
1d: 373263 CountExperiments:2

Correlation:0.12
Jobld:2313037008200469252

S§753790 TXNRD1
-4M G150 2d AVGDATA MT143
MOLTID_MT SERIES
o} TXNRD1
0
ﬁ; MT143
O TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.24/-6.63/-4.16 /60 3.72/ undefined / 14.30 / 59
- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- emia - emia -
CCRF-CEM- -NO DATA
HL-60(TB)- -NO DATA
K-562- -NO DATA
MOLT-4 - -NO DATA
RPMI-8226 - . -NO DATA
SR- : -NO DATA
- Non-8m liLung Non-Sm: ung -
AS49/ATCC - -6.40
EKVX- -1.80
HOP-18- -NO DATA
HOP-62- -6.40
HOP-92- -5.10
NCI-H226- -9.30
NCI-H23- -2.50
NCI-H322M- -2.40
NCI-H460- : -7.00
NCI-H522- --5.38 -7.40
LXFL529- -NO DATA -NO DATA
- o R -
COLO205- oﬂ -
DLD-1- -NO DATA
HCC-2998- -1.60
HCT-116- -2.00
HCT-15- -4.00
HT29- -3.80
KM12- -1.90
KM20L2- -NO DATA
SW-620- '] E
R S -
SF-268- -NO DATA
SF-295- -6.20
SF-539- -2.10
SNB-19- -3.00
SNB-75- .30
SNB-78- -NO DATA
U251- | --5.24 -3.40
XF498- -NO DATA -NO DATA
- Mel, - -
LOXIMVI- -3.70
MALME-3M- -1.00
M14- -2.50
MDA-MB-435- -1.00
M19-MEL - -NO DATA
K-MEL-2- -1.80
SK-MEL-28- -1.30
K-MEL-5- -2.40
UACC-257- -1.00
UACC-82- -1.20
IGROV1- -2.00
OVCAR-3- -2.00
OVCAR-4- -3.80
OVCAR-5- -3.20
OVCAR-8- -3.80
NCI/ADR-RES- -NO DATA
SK-OV-3- -
786-0- -5.10
A408- -12.70
ACHN - -8.30
CAKI-1- -7.00
RXF393- -5.90
RXF-631- -NO DATA
SN12C- 14.30
TK-10- 11.50
U0o-31- -NO DATA
PC-3- -3.50
DU-145- -6.00
MCF7- -1.10
MDA-MB-231/ATCC - -8.50
HS578T- .30
MDA-N- -NO DATA
BT-549- -5.
T-47D- -2.90
MDA-MB-468- -NO DATA
- SUMMARY -
ean- -3.72
minDelta- --372
maxDelta- 10.58
@ o S 29 9 2 2 9 9 2 @ @ 9
o o e Qo e e o Qo e e o
o O © @ 8 e o o c e o
S 83 3888 3 3 8 S
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COMPARE Analysis of TrxR to 3a (NSC84167)

—-SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:584167 Endpoint:GIS0 Expld:AVGDATA logHiConc:-4.0
1d: 372937 CountExperiments: 2

Correlation:0.11
Jobld: 6979304215872694200

884167 TXNRD1
-4M GI50 2d AVGDATA MT143
MOLTID_MT_SERIES
e~ TXNRD1
TXNRD1
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-4.98/-6.29/-4.00 /60 3.72 / undefined / 14.30 / 59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- emia - emia -
CCRF-CEM- --4.07 -NO DATA
HL-60(TB)- --4.56 -NO DATA
K-562- --4.38 -NO DATA
MOLT-4- --4,00 -NO DATA
RPMI-8226- --4.29 -NO DATA
SR- --4.45 -NO DATA
- Non-Smi Lung - Non-Smﬂung -
AB49/ATCC- --5.63 -6.40
EKVX- --4.29 -1.80
HOP-18- -NO DATA -NQ DATA
HOP-62- --5.75 .40
HOP-92- --4.00 -5.10
NCI-H226- --5.39 -9.30
NCI-H23- --6.10 -2.50
NCI-H322M- --5.65 -240
NCI-H460- --5.61 -7.00
NCI-H522- --4.86 -7.40
LXFL529- -NO DATA -NO DATA
- C - lon -
coLo205- 8 “549 | 280
DLD-1- -NO DATA -NO DATA
HCC-2998- --5.07 -1.60
HCT-116- -2.00
HCT-15- -4.00
HT29- -3.80
KM12- -1.90
KM20L2- -NO DATA
SW-620- [ ] ] -2.00
- s s -
SF-268- -NO DATA
SF-295- -6.20
SF-539- -2.10
SNB-19- -3.00
SNB-75- -7.30
SNB-78- -NO DATA
U251- [ | [ 40
XF498- -NO DATA
- Mel Melapoma -
LOXIMVI- -3.70
MALME-3M- -1.00
M14- -2.50
MDA-MB-435- 0
M19-MEL - -NO DATA
0

SK-MEL-2-
SK-MEL-28-
SK-MEL-5-
UACC-257-
UACC-62-

rian

IGROV1-
OVCAR-3-
OVCAR-4-
OVCAR-5-
OVCAR-8-
NCIADR-RES-
SK-OV-3-

rian -

-2.00
-2.00
-3.80
-3.20
-3.80
-NO DATA
-4.50

0

R -
786-0- -5.1
A408- -12.70
ACHN- -8.30
CAKI-1- -7.00
RXF393- -5.90
RXF-631- -NO DATA
SN12C- .30
TK-10- -11.50
U0-31- -NO DATA
- tate Prostate -
PC-3- -3.50
DU-145- L -6.00
- Breast ast -
MCF7- -1.10
MDA-MB-231/ATCC - -8.50
HS578T- .30
MDA-N- -NO DATA
BT-549- -5.80
T-47D- -2.90
MDA-MB-468- -NO DATA
- SUMMARY - SUMMARY -
mean- --4.98 -3.72
minDelta- --1.30 --3.72
maxDelta- -0.98 10.58
™ ~ - =) - o )
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COMPARE Analysis of TrxR to 4 (NSC94945)

—-SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet: MOLTID_MT_SERIES
-—-TARGET---
NSC:594945 Endpoint:GIS0 Expld:AVGDATAlogHiConc:-4.0
Id: 11715 CountExperiments:2

Correlation:-0.15
Jobld: 9112064582006927938

594945 TXNRD1
-4M GI50 2d AVGDATA MT143
MOLTID_MT_SERIES
) TXNRD1
poee
v o MT143
TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.44/-6.29/-4.35/59 3.72/ undefined / 14.30 / 59
- Small Cell Lung - Small Cell Lung -
DMS114 - -NO DATA -NO DATA
DMSZ?BV -NO DATA -NO DATA
emia - emia -
CCREF- -CEM— . -NO DATA
HL- SO(TB) . -NO DATA
K-562- | -NO DATA
RPH £228- : “NO DATA
| - -NO DATA
Non-Sm, e\ILung Non-Sm ung -
A549/ATCC - -6.40
EKVX- 0
HOP-18- -NO DATA
HOP-82- -8.40
HOP-92- -5.10
NCI-H226 - -9.30
NCI-H23- -2.50
NCI-H322M - -2.40
NCI-H460- -7.00
NCI-H522 - -7.40
LXFL529- -NO DATA
C lon -
COLO205- OW ﬁ 0
DLD-1- -NO DATA
HCC-2998 - -1.60
HCT-116- -2.00
CT-15- -4.00
HT29- -3.60
KM12- -1
KM20L2 - -NO DATA
SW-620- ] [ ]
R S s B
SF-268- -NO DATA
SF-295- -6.
SF-539- -2.10
SNB-19- -3.00
SNB-75- -7.30
SNB-78- -NO DATA
U251- [ ] 1 0
XF498- -NO DATA
- Melaj Melanoma
LOXIMVI- -3.70
MALME-3M - -1.00
M14 - -2.50
MDA-MB-435- 1.00
M19-MEL - -NO DATA
SK-MEL-2- -1.80
SK-MEL-28- -1.30
SK-MEL-5- -2.40
UACC-257 - -1.00
UACC-62- -1.20
- Ovarian rian -
IGROV1 - -2.00
-2.00
-3.80
-3.20
-3
-NO DATA
-4.5

A :NO DATA
Progtate
*3.50
f- -6.00

ast -

- Br:
-1.10
MDA-MB-. 231/ATCC- -8.50
578T - -3.30
MDA—N' -NO DATA
BT-549- -5.80
T-47D - -2.90
MDA-MB-468 - -NO DATA
- SUMMARY SUMMARY -
mean - --5.44 -3.72
minDelta - --0.85 --3.72
maxDelta- -1.09 10.58
© o - =) - @ S 9 9 29 2 2 9 9 9@ 2 <
g v e e o 9 o o o 9 g e 9
S O O © O O o 9 c o 9O
S 2 9 2 2 229 2 2 2 2
S ® 9 ¥ 8 S ¥ 0 s
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COMPARE Analysis of TrxR to 19 (NSC409304)

—-SEED---
Moltld:MT143 Genecard:TXNRD1 TargetSet:MOLTID_MT_SERIES
---TARGET---

NSC:5409304 Endpoint:GI50 Expld:AVGDATAlogHiConc:-4.0
Id: 251495 CountExperiments:1

Correlation:0.10
Jobld: 8407460412331887372

5409304 TXNRD1
-4M GI50 2d AVGDATA MT143
MOLTID_MT_SERIES
hesen
S
Y MT143
TXNRD1
MT143
MOLTID_MT_SERIES
mean/min/max/count mean/min/max/count
-5.44/-6.67/-4.33/55 3.72/ undefined / 14.30 / 59

- Small Cell Lung - Small Cell Lung -
DMS114- -NO DATA -NO DATA
DMS273- -NO DATA -NO DATA
- Leukemia - emia -
CCRF-CEM- -NO DATA -NO DATA
HL-60(TB)- --5.33 -NO DATA
K-562- --517 -NO DATA
MOLT-4- --6.50 -NO DATA
RPMI-8226- -NO DATA -NO DATA
SR- ] --5.3¢ -NO DATA
- Non-Sm ng - Non-Sm: ung -
AS49/ATCC- --6.42 -6.40
EKVX- --4.62 -1.80
HOP-18- -NO DATA -NO DATA
HOP-62- --5.68 -6.40
HOP-92- --5.18 -5.10
NCI-H226- --5.42 -9.30
NCI-H23- --6.07 -2.50
NCI-H322M- --6.67 -2.40
NCI-H460- --6.26 -7.00
NCI-H522- --5.25 -7.40
LXFL529- -NO DATA -NO DATA
- G - lon -
COLO205- 0& -6.23 r‘ 2.80
DLD-1- -NO DATA
HCC-2998- .60
HCT-116- -2.00
-4.00
-3.80
KM12 -1.90
-NO DATA
] ] -2.00
S S -
-NO DATA
-6.20
-2.10
-3.00
-7.30
-NO DATA
| ] 0
-NO DATA
- Melapoma Melanoma -
LOXIMVI- -3.70
MALME-3M- -1.00
M14- -2.50
MDA-MB-435- 00
M19-MEL- -NO DATA
SK-MEL-2- -1.80
SK-MEL-28- -1.30
SK-MEL-5- -2.40
UACC-257- -1.00
UACC-62- -1.20
- Ovarian rian -
IGROV1- -2.00
QOVCAR-3- -2.00
OVCAR-4- -3.80
OVCAR-5- -3.20
OVCAR-8- .80
NCI/ADR-RES - -NO DATA
SK-OV-3- 0
- nal - R -
786-0- ﬁ --487 -5.10
98- -NO DATA -12.70
N- --5.77 -8.30
CAKI-1- --5.3¢ -7.00
RXF393- --4.3. -5.90
RXF-631- -NO DATA -NO DATA
SN12C- --5.5! 14.30
TK-10- --5.49 -11.50
uo-31- --5.28 -NO DATA
- Progtate - Prostate -
PC-3- --5.61 -3.50
DU-145- --5.96 -6.00
- Breast - ast -
MCF7- --5.32 -1.10
MDA-MB-231/ATCC- --4.90 -8.50
HS578T- --5.68 -3.30
-NO DATA
--4.99 0
T-47D- --4.93 -2.90
MDA-MB-468- -NO DATA -NO DATA
- SUMMARY - SUMMARY -
mean- --5.44 -3.72
minDelta- --1.23 --3.72
maxDelta- -1.12 10.58
@ o~ - o = o @
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