Supplementary Table S2. The colors for different evidence codes and for log scale in the
g:Profiler functional enrichment analysis

The colors for different evidence codes in the table:

Gene Ontology

BB rir=d from experiment [IDA, IPI, IMP, 1GI, IEF]

.. Direct assay [IDA], Mutant phenctype [IMP]

.. Genetic interaction [1GI], Physical interaction [IPI]

.... Inferred frem High Throughput Experiment [HDA, HMP, HGI, HEP]

B High Throughput Direct Assay [HDA], High Throughput Mutant Phenotype [HMP]
BB High Throughput Genetic interaction [HGI], High Throughput Expression pattern [HEP)
Traceable author [TAS], Mon-traceable author [NAS], Inferred by curator [IC]
... Expression pattern [IEP], Sequence or structural similarity [I55], Genomic context [IGC]

... Sequence Model [ISM], Sequence Alignment [ISA], Sequence Ortholegy [150]
.. Biological aspect of ancestor [IBA], Rapid divergence [IRD]

. Reviewed computational analysis [RCA], Electronic annotation [IEA]
.. Mo biclogical data [ND], Mot annotated or not in background [NA]

Biclogical pathways
.. KEGG , Reactome

Regulatory motifs in DMNA
B TRANSFAC TFES , miRTarBase

Human Protein Atlas

.. [Enhanced, Supported, Approved)

CORUM protein complexes
Ml corum

Human Phenotype Ontology

B Human Phenotype Ontology (sequence homologs in other species)

The colors for log scale:
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