[image: ko01230][image: ko01120][image: ko01110][image: ko01100][image: ko02010][image: ko00362][image: ko00360][image: ko00290][image: ko00261]Figure S1. Correlation analysis of the DEGs and DEMs derived from KP_R vs KP_C group. The correlation coefficient were from the Pearson analysis. Red indicates positive correlation and blue represents negative correlation. * indicates P<0.05, ** indicates P<0.01 and *** indicates P<0.001.
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[image: ko02010][image: ko01110][image: ko01100]Figure S2. Correlation analysis of the DEGs and DEMs derived from KP_R vs KP_L group. The correlation coefficient were from the Pearson analysis. Red indicates positive correlation and blue represents negative correlation. * indicates P<0.05, ** indicates P<0.01 and *** indicates P<0.001.







[bookmark: _GoBack][image: Figure S3]Figure S3. Correlation of 10 selected DEGs gene expression (log2FC) between RNA-seq and qPCR validation in two pairwise comparisons.
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Valine, leucine and isoleucine biosynthesis
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Monobactam biosynthesis
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serine and threonine metabolism
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Biosynthesis of secondary mefabolites
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Metabolic pathways
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Biosynthesis of amino acids
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Microbial metabolism in diverse environments
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Biosynthesis of secondary mefabolites
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ABC transporters
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Benzoate degradationheatmap
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