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Formatted Alignments

ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA]
ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA]
ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA]
ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA]
ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA]
ATGGATTCCAACACTGTGTCAAGCTTTCAGGTAGACTGCTTTCTTTGGCATGTCCGCAAA|

CGGTTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGATTCGCCGAGATCAG
CGGTTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGATTCGCCGAGATCAG
CG@TTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGETTCGCCGAGATCAG
CGGTTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGATTCGCCGAGATCAG
CGGTTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGATTCGCCGAGATCAG
CGGTTTGCAGACCAAGAACTGGGTGATGCCCCATTCCTTGACCGGATTCGCCGAGATCAG

AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGGCATCGAAACAGCCACCCGTGCA
AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGGCATCGAAACAGCCACCCGTGCA
AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGECATCGAAACAGCCACCCGTGCE
AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGGCATCGAAACAGCCACCCGTGCA
AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGGCATCGAAACAGCCACCCGTGCA
AAATCCCTGAGAGGAAGAGGCAGCACTCTTGGTCTGGGCATCGAAACAGCCACCCGTGCA

GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTGATGAGACACTTAAAATGACT
GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTGATGAGACACTTAAAATGACT
GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTEATGAGECACTTAAAATGACT
GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTGATGAGACACTTAAAATGACT
GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTGATGAGACACTTAAAATGACT

GGAAAGCAGATAGTGGAGCGGATTCTGGAAGAAGAATCTGATGAGACACTTAAAATGACT
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ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG
ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG
ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG
ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG
ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG
ATTGCCCCCGTGCCAGCTTCACGCTACCTAACTGACATGACTCTTGAGGAGATGTCAAGG

GACTGGTTCATGCTCATGCCCAAACAGAAAATGGCAGGTTCCCTTTGCATCAGAATGGAC
GACTGGTTCATGCTCATGCCCAAACAGAAAATGGCAGGTTCCCTTTGCATCAGAATGGAC
GACTGGTTCATGCTCATGCCCAAACAGAAAETGGCAGGTTCCCTTTGCATCAGAATGGAC
GACTGGTTCATGCTCATGCCCAAACAGAAAATGGCAGGTTCCCTTTGCATCAGAATGGAC
GACTGGTTCATGCTCATGCCCAAACAGAAAATGGCAGGTTCCCTTTGCATCAGAATGGAC
GACTGGTTCATGCTCATGCCCAAACAGAAAATGGCAGGTTCCCTTTGCATCAGAATGGAC

CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG
CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG
CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG,
CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG,
CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG,
CAGGCAATAATGGATAAAAACATCATATTGAAAGCAAACTTCAGTGTGATTTTTGACCGG

CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC
CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC
CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC
CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC
CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC

CTGGAAACCCTAATACTACTTAGAGCTTTCACAGAAGAAGGAGCAATTGTGGGAGAAATC

300
300
300
300
300
300

360
360
360
360
360
360

420
420
420
420
420
420

480
480
480
480
480
480



NS 245467 MiSeq

NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

NS 245467 MiSeq

NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

NS 245467 MiSeq

NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

NS 245467 MiSeq

NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

481
481
481
481
481
481

541
541
541
541
541
541

601
601
601
601
601
601

661
661
661
661
661
661

TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC
TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC
TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC
TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC
TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC
TCACCATTACCTTCTCTTCCAGGACATACTGATGAGGATGTCAAAAATGCAATTGGGGTC

CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACTTTACAGAGA
CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACTTTACAGAGA
CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACT!TACAGAGA
CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACTTTACAGAGA
CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACTTTACAGAGA
CTCATCGGAGGACTTGAATGGAATGATAACACAGTTCGAGTCTCTGAAACTTTACAGAGA]

TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG
TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG
TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG
TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG
TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG
TTCGCTTGGAGAAGCAGTAATGAGGATGGGAGACCTCCACTCCCTCCAAAGCAGAAACGG

AAAATGGCGAGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGGAGT
AAAATGGCGAGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGGAGT
AAAATGGCGEGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGHAGT
AAAATGGCGAGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGGAGT
AAAATGGCGAGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGGAGT

AAAATGGCGAGAACAATTGAGTCAGAAGTTTGAAGAAATAAGATGGCTGATTGAAGGAGT
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GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT
GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT
GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT
GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT
GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT
GCGGCACAGATTGAAGATTACAGAGAACAGTTTCGAACAGATAACTTTTATGCAAGCCTT

ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
ACAACTATTGCTTGAAGTGGAGCAAGAGATAAGAACTTTCTCGTTTCAGCTTATTTAA
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