
Formatted Alignments
NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

1 60
1 60
1 60
1 60
1 60
1 60

AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA
AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA
AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA
AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA
AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA
AT GG AT T C CAACAC T G T G T CAAGC T T T CAGG TAGAC T GC T T T C T T T GGC AT G T C CGCAAA

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

61 120
61 120
61 120
61 120
61 120
61 120

CGG T T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGG AT T CGC CGAG AT CAG
CGG T T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGG AT T CGC CGAG AT CAG
CG AT T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGGC T T CGC CGAG AT CAG
CGG T T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGG AT T CGC CGAG AT CAG
CGG T T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGG AT T CGC CGAG AT CAG
CGG T T T GCAGAC CAAGAAC T GGG T G AT GC C C C AT T C C T T GAC CGG AT T CGC CGAG AT CAG

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

121 180
121 180
121 180
121 180
121 180
121 180

AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGGC AT CGAAACAGC CAC C CG T GCA
AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGGC AT CGAAACAGC CAC C CG T GCA
AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGAC AT CGAAACAGC CAC C CG T GCG
AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGGC AT CGAAACAGC CAC C CG T GCA
AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGGC AT CGAAACAGC CAC C CG T GCA
AA AT C C C T GAGAGGAAGAGGCAGCAC T C T T GG T C T GGGC AT CGAAACAGC CAC C CG T GCA

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

181 240
181 240
181 240
181 240
181 240
181 240

GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C T G AT GAGACAC T TAAA AT GAC T
GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C T G AT GAGACAC T TAAA AT GAC T
GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C TA AT GAGGCAC T TAAA AT GAC T
GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C T G AT GAGACAC T TAAA AT GAC T
GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C T G AT GAGACAC T TAAA AT GAC T
GGAAAGCAG A TAG T GGAGCGG AT T C T GGAAGAAGA AT C T G AT GAGACAC T TAAA AT GAC T



NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

241 300
241 300
241 300
241 300
241 300
241 300

AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG
AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG
AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG
AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG
AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG
AT T GC C C C CG T GC CAGC T T CACGC TAC C TAAC T GAC AT GAC T C T T GAGGAG AT G T CAAGG

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

301 360
301 360
301 360
301 360
301 360
301 360

GAC T GG T T C AT GC T C AT GC C CAAACAGAAA AT GGCAGG T T C C C T T T GC AT CAGA AT GGAC
GAC T GG T T C AT GC T C AT GC C CAAACAGAAA AT GGCAGG T T C C C T T T GC AT CAGA AT GGAC
GAC T GG T T C AT GC T C AT GC C CAAACAGAAAG T GGCAGG T T C C C T T T GC AT CAGA AT GGAC
GAC T GG T T C AT GC T C AT GC C CAAACAGAAA AT GGCAGG T T C C C T T T GC AT CAGA AT GGAC
GAC T GG T T C AT GC T C AT GC C CAAACAGAAA AT GGCAGG T T C C C T T T GC AT CAGA AT GGAC
GAC T GG T T C AT GC T C AT GC C CAAACAGAAA AT GGCAGG T T C C C T T T GC AT CAGA AT GGAC

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

361 420
361 420
361 420
361 420
361 420
361 420

CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG
CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG
CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG
CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG
CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG
CAGGCA A TA AT GG A TAAAAAC AT C A T AT T GAAAGCAAAC T T CAG T G T G AT T T T T GAC CGG

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

421 480
421 480
421 480
421 480
421 480
421 480

C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C
C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C
C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C
C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C
C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C
C T GGAAAC C C TA A TAC TAC T TAGAGC T T T CACAGAAGAAGGAGCA AT T G T GGGAGAA AT C



NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

481 540
481 540
481 540
481 540
481 540
481 540

T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C
T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C
T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C
T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C
T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C
T CAC C AT TAC C T T C T C T T C CAGGAC A TAC T G AT GAGG AT G T CAAAA AT GCA AT T GGGG T C

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

541 600
541 600
541 600
541 600
541 600
541 600

C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T T TACAGAGA
C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T T TACAGAGA
C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T C TACAGAGA
C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T T TACAGAGA
C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T T TACAGAGA
C T C AT CGGAGGAC T T GA AT GGA AT G A TAACACAG T T CGAG T C T C T GAAAC T T TACAGAGA

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

601 660
601 660
601 660
601 660
601 660
601 660

T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG
T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG
T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG
T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG
T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG
T T CGC T T GGAGAAGCAG TA AT GAGG AT GGGAGAC C T C CAC T C C C T C CAAAGCAGAAACGG

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

661 720
661 720
661 720
661 720
661 720
661 720

AAA AT GGCGAGAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGGAG T
AAA AT GGCGAGAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGGAG T
AAA AT GGCG T GAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGAAG T
AAA AT GGCGAGAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGGAG T
AAA AT GGCGAGAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGGAG T
AAA AT GGCGAGAACA AT T GAG T CAGAAG T T T GAAGAA A TAAG AT GGC T G AT T GAAGGAG T



NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

721 780
721 780
721 780
721 780
721 780
721 780

GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T
GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T
GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T
GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T
GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T
GCGGCACAG AT T GAAG AT TACAGAGAACAG T T T CGAACAG A TAAC T T T T AT GCAAGC C T T

NS 245467 MiSeq
NS 245467 Method A
NS 245467 Method S
NS 245467 Method E
NS 245467 Method K
NS 245467 Method N

781 838
781 838
781 838
781 838
781 838
781 838

ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA
ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA
ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA
ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA
ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA
ACAAC T AT T GC T T GAAG T GGAGCAAGAG A TAAGAAC T T T C T CG T T T CAGC T T AT T TAA


