
Formatted Alignments
PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1 60
1 60
1 60
1 60

AT GGAAGAC T T T G T GCGACA AT GC T T CA AT C CA AT G AT T G T CGAGC T T GCGGAGAAAGCA
AT GGAAGAC T T T G T GCGACA AT GC T T CA AT C CA AT G AT T G T CGAGC T T GCGGAGAAAGCA
AT GGAAGAC T T T G T GCGACA AT GC T T CA AT C CA AT G AT T G T CGAGC T T GCGGAGAAAGCA
AT GGAAG AT T T T G T GCGACA AT GC T T CA AT C CA AT G AT T G T CGAGC T T GCGGAGAAAGCA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

61 120
61 120
61 120
61 120

AT GAAAGA A T AT GGGGAAG AT C CGAAA AT CGAGACAAACAA AT T T GC CGCA A T AT GCACA
AT GAAAGA A T AT GGGGAAG AT C CGAAA AT CGAGACAAACAA AT T T GC CGCA A T AT GCACA
AT GAAAGA A T AT GGGGAAG AT C CGAAA AT CGAGACAAACAA AT T T GC CGCA A T AT GCACA
AT GAAAGA A T AT GGGGAAG AT C CGAAA AT CGAGACAAACAA AT T T GC CGCA A T AT GCACA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

121 180
121 180
121 180
121 180

CAC T TAGAAG T C T G T T T C AT G T AT T CGG AT T T C C AT T T T AT T G AT GAACGAGGCGA AT CA
CAC T TAGAAG T C T G T T T C AT G T AT T CGG AT T T C C AT T T T AT T G AT GAACGAGGCGA AT CA
CAC T TAGAAG T C T G T T T C AT G T AT T CGG AT T T C C AT T T T AT T G AT GAACGAGGCGA AT CA
CAC T TAGAAG T C T G T T T C AT G T AT T CGG AT T T C C AT T T T AT T G AT GAACGAGGCGA AT CA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

181 240
181 240
181 240
181 240

AT G AT T G TAGA AT C T GGCG AT C CAA AT GC AT T AT T GAAACAC CG AT T T GAG A TA AT CGAA
AT G AT T G TAGA AT C T GGCG AT C CAA AT GC AT T AT T GAAACAC CG AT T T GAG A TA AT CGAA
AT G AT T G TAGA AT C T GGCG AT C CAA AT GC AT T AT T GAAACAC CG AT T T GAG A TA AT CGAA
AT G AT T G TAGA AT C T GGCG AT C CAA AT GC AT T AT T GAAACAC CG AT T T GAG A TA AT CGAA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

241 300
241 300
241 300
241 300

GGGAGAGAC CGAGCA AT GGC C T GGACAG T GG T GA A TAG T AT C T GCAACAC CACAGGGG T C
GGGAGAGAC CGAGCA AT GGC C T GGACAG T GG T GA A TAG T AT C T GCAACAC CACAGGGG T C
GGGAGAGAC CGAGCA AT GGC C T GGACAG T GG T GA A TAG T AT C T GCAACAC CACAGGGG T C
GGGAGAGAC CGAGCA AT GGC C T GGACAG T GG T GA A TAG T AT C T GCAACAC CACAGGGG T C

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

301 360
301 360
301 360
301 360

GAAAAGC C CAA AT T C C T C C C T G AT T T G T AT GAC TACAAAGAGAAC CG AT T C AT T GAA AT T
GAAAAGC C CAA AT T C C T C C C T G AT T T G T AT GAC TACAAAGAGAAC CG AT T C AT T GAA AT T
GAAAAGC C CAA AT T C C T C C C T G AT T T G T AT GAC TACAAAGAGAAC CG AT T C AT T GAA AT T
GAAAAGC C CAA AT T C C T C C C T G AT T T G T AT GAC TACAAAGAGAAC CG AT T C AT T GAA AT T



PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

361 420
361 420
361 420
361 420

GGAG TAACGCGAAGGGAAG T T CAC A T A TAC T AT T TAGAAAAAGC CAACAAG A TAAA AT CA
GGAG TAACGCGAAGGGAAG T T CAC A T A TAC T AT T TAGAAAAAGC CAACAAG A TAAA AT CA
GGAG TAACGCGAAGGGAAG T T CAC A T A TAC T AT T TAGAAAAAGC CAACAAG A TAAA AT CA
GGAG TAACGCGAAGGGAAG T T CAC A T A TAC T AT T TAGAAAAAGC CAACAAG A TAAA AT CA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

421 480
421 480
421 480
421 480

GAGAAAACAC A T AT T CAC A T AT T C T C AT T CAC T GGAGAGGAA AT GGC CAC CAAGGCGGAC
GAGAAAACAC A T AT T CAC A T AT T C T C AT T CAC T GGAGAGGAA AT GGC CAC CAAGGCGGAC
GAGAAAACAC A T AT T CAC A T AT T C T C AT T CAC T GGAGAGGAA AT GGC CAC CAAGGCGGAC
GAGAAAACAC A T AT T CAC A T AT T C T C AT T CAC T GGAGAGGAA AT GGC CAC CAAGGCGGAC

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

481 540
481 540
481 540
481 540

TACAC C C T T G AT GAAGAGAGCAGAGCAAGA A TAAAAAC CAGAC T G T T CAC T A TAAGACAA
TACAC C C T T G AT GAAGAGAGCAGAGCAAGA A TAAAAAC CAGAC T G T T CAC T A TAAGACAA
TACAC C C T T G AT GAAGAGAGCAGAGCAAGA A TAAAAAC CAGAC T G T T CAC T A TAAGACAA
TACAC C C T T G AT GAAGAGAGCAGAGCAAGA A TAAAAAC CAGAC T G T T CAC T A TAAGACAA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

541 600
541 600
541 600
541 600

GAA A TAGC CAGCAGAGG T C T AT GGG AT T C C T T T CG T CAG T C CGAGAGAGGCGAAGAGACA
GAA A TAGC CAGCAGAGG T C T AT GGG AT T C C T T T CG T CAG T C CGAGAGAGGCGAAGAGACA
GAA A TAGC CAGCAGAGG T C T AT GGG AT T C C T T T CG T CAG T C CGAGAGAGGCGAAGAGACA
GAA A TAGC CAGCAGAGG T C T AT GGG AT T C C T T T CG T CAG T C CGAGAGAGGCGAAGAGACA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

601 660
601 660
601 660
601 660

AT T GAAGAAAG AT T T GAA AT CACAGGAAC C AT GCGCAGGC T T GC CGAC CAAAG T C T T C CA
AT T GAAGAAAG AT T T GAA AT CACAGGAAC C AT GCGCAGGC T T GC CGAC CAAAG T C T T C CA
AT T GAAGAAAG AT T T GAA AT CACAGGAAC C AT GCGCAGGC T T GC CGAC CAAAG T C T T C CA
AT T GAAGAAAG AT T T GAA AT CACAGGAAC C AT GCGCAGGC T T GC CGAC CAAAG T C T T C CA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

661 720
661 720
661 720
661 720

C CGAAC T T C T C CAGC C T T GAAAAC T T TAGAGC C T AT G T GG AT GG AT T CGAAC CGAACGGC
C CGAAC T T C T C CAGC C T T GAAAAC T T TAGAGC C T AT G T GG AT GG AT T CGAAC CGAACGGC
C CGAAC T T C T C CAGC C T T GAAAAC T T TAGAGC C T AT G T GG AT GG AT T CGAAC CGAACGGC
C CGAAC T T C T C CAGC C T T GAAAAC T T TAGAGC C T AT G T GG AT GG AT T CGAAC CGAACGGC



PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

721 780
721 780
721 780
721 780

T GC AT T GAGGGCAAAC T T T C T CAA AT G T CAAAAGAAG T GAACGC CAGA AT T GAGC C AT T T
T GC AT T GAGGGCAAAC T T T C T CAA AT G T CAAAAGAAG T GAACGC CAGA AT T GAGC C AT T T
T GC AT T GAGGGCAAAC T T T C T CAA AT G T CAAAAGAAG T GAACGC CAGA AT T GAGC C AT T T
T GC AT T GAGGGCAAAC T T T C T CAA AT G T CAAAAGAAG T GAACGC CAGA AT T GAGC C AT T T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

781 840
781 840
781 840
781 840

C T GAAGACAACAC CACGC C C T C T CAG AT TAC C T G AT GGGC C T C C C T G T T C T CAGCGG T CG
C T GAAGACAACAC CACGC C C T C T CAG AT TAC C T G AT GGGC C T C C C T G T T C T CAGCGG T CG
C T GAAGACAACAC CACGC C C T C T CAG AT TAC C T G AT GGGC C T C C C T G T T C T CAGCGG T CG
C T GAAGACAACAC CACGC C C T C T CAG AT TAC C T G AT GGGC C T C C C T G T T C T CAGCGG T CG

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

841 900
841 900
841 900
841 900

AAG T T C T T GC T G AT GG AT GC C C T TAAG T T GAGC AT CGAAGAC C C TAGC C AT GAGGGGGAG
AAG T T C T T GC T G AT GG AT GC C C T TAAG T T GAGC AT CGAAGAC C C TAGC C AT GAGGGGAGG
AAG T T C T T GC T G AT GG AT GC C C T TAAG T T GAGC AT CGAAGAC C C TAGC C AT GAGGGGGAG
AAG T T C T T GC T G AT GG AT GC C C T TAAG T T GAGC AT CGAAGAC C C TAGC C AT GAGGGGGAG

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

901 960
901 960
901 960
901 960

GGC A TAC CGC T G T AT G AT GCA AT CAA AT GC AT GAAGAC AT T T T T T GGC T GGAAAGAGC C C
GGC A TAC CGC T G T AT G AT GCA AT CAA AT GC AT GAAGAC AT T T T T T GGC T GGAAAGAGC C C
GGC A TAC CGC T G T AT G AT GCA AT CAA AT GC AT GAAGAC AT T T T T T GGC T GGAAAGAGC C C
GGC A TAC CGC T G T AT G AT GCA AT CAA AT GC AT GAAGAC AT T T T T T GGC T GGAAAGAGC C C

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

961 1020
961 1020
961 1020
961 1020

AAC AT CG TAAAGC CGC AT GAGAAAGGC A TAAAC C C TA AT TAC C T C C T GGC T T GGAAGCAG
AAC AT CG TAAAGC CGC AT GAGAAAGGC A TAAAC C C TA AT TAC C T C C T GGC T T GGAAGCAG
AAC AT CG TAAAGC CGC AT GAGAAAGGC A TAAAC C C TA AT TAC C T C C T GGC T T GGAAGCAG
AAC AT CG TAAAGC CGC AT GAGAAAGGC A TAAAC C C TA AT TAC C T C C T GGC T T GGAAGCAG

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1021 1080
1021 1080
1021 1080
1021 1080

G T GC T GGCAGAAC T T CAAGAC AT T GAAA AT GAGGAGAAA AT T C CAAAAACAAAGAAC AT G
G T GC T GGCAGAAC T T CAAGAC AT T GAAA AT GAGGAGAAA AT T C CAAAAACAAAGAAC AT G
G T GC T GGCAGAAC T T CAAGAC AT T GAAA AT GAGGAGAAA AT T C CAAAAACAAAGAAC AT G
G T GC T GGCAGAAC T T CAAGAC AT T GAAA AT GAGGAGAAA AT T C CAAAAACAAAGAAC AT G



PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1081 1140
1081 1140
1081 1140
1081 1140

AAGAAAACAAGC CA AT T GAAG T GGGCAC T T GG T GAGAAC AT GGC T C CAGAAAAAG T GGAC
AAGAAAACAAGC CA AT T GAAG T GGGCAC T T GG T GAGAAC AT GGC T C CAGAAAAAG T GGAC
AAGAAAACAAGC CA AT T GAAG T GGGCAC T T GG T GAGAAC AT GGC T C CAGAAAAAG T GGAC
AAGAAAACAAGC CA AT T GAAG T GGGCAC T T GG T GAGAAC AT GGC T C CAGAAAAAG T GGAC

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1141 1200
1141 1200
1141 1200
1141 1200

T T T GAGGAC T GCAAAG AT G T TAGCG AT C TAAGACAG TACGACAG T GACGAAC CAGAG T C T
T T T GAGGAC T GCAAAG AT G T TAGCG AT C TAAGACAG TACGACAG T GACGAAC CAGAG T C T
T T T GAGGAC T GCAAAG AT G T TAGCG AT C TAAGACAG TACGACAG T GACGAAC CAGAG T C T
T T T GAGGAC T GCAAAG AT G T TAGCG AT C TAAGACAG TACGACAG T GACGAAC CAGAG T C T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1201 1260
1201 1260
1201 1260
1201 1260

AG AT CAC TAGCAAGC T GG AT T CAGAG T GA AT T CAACAAGGC AT GCGAAC T GACAG AT T CG
AG AT CAC TAGCAAGC T GG AT T CAGAG T GA AT T CAACAAGGC AT GCGAAC T GACAG AT T CG
AG AT CAC TAGCAAGC T GG AT T CAGAG T GA AT T CAACAAGGC AT GCGAAC T GACAG AT T CG
AG AT CAC TAGCAAGC T GG AT T CAGAG T GA AT T CAACAAGGC AT GCGAAC T GACAG AT T CG

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1261 1320
1261 1320
1261 1320
1261 1320

AG T T GG AT T GAAC T T G AT GAG A TAGGGGAAGACG T T GC T C CA AT CGAACAC AT T GCGAG T
AG T T GG AT T GAAC T T G AT GAG A TAGGGGAAGACG T T GC T C CA AT CGAACAC AT T GCGAG T
AG T T GG AT T GAAC T T G AT GAG A TAGGGGAAGACG T T GC T C CA AT CGAACAC AT T GCGAG T
AG T T GG AT T GAAC T T G AT GAG A TAGGGGAAGACG T T GC T C CA AT CGAACAC AT T GCGAG T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1321 1380
1321 1380
1321 1380
1321 1380

G T GAGGAGGAAC T AT T T CACAGCGGAGG T AT C C C AT T GCAGGGC CAC T GA A TAC A TA AT G
G T GAGGAGGAAC T AT T T CACAGCGGAGG T AT C C C AT T GCAGGGC CAC T GA A TAC A TA AT G
G T GAGGAGGAAC T AT T T CACAGCGGAGG T AT C C C AT T GCAGGGC CAC T GA A TAC A TA AT G
G T GAGGAGGAAC T AT T T CACAGCGGAGG T AT C C C AT T GCAGGGC CAC T GA A TAC A TA AT G

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1381 1440
1381 1440
1381 1440
1381 1440

AAGGGAG T A TAC A TAAACACAGC C C T AT T GA AT GC AT C C T G T GCAGC C AT GG AT GAC T T C
AAGGGAG T A TAC A TAAACACAGC C C T AT T GA AT GC AT C C T G T GCAGC C AT GG AT GAC T T C
AAGGGAG T A TAC A TAAACACAGC C C T AT T GA AT GC AT C C T G T GCAGC C AT GG AT GAC T T C
AAGGGAG T A TAC A TAAACACAGC C C T AT T GA AT GC AT C C T G T GCAGC C AT GG AT GAC T T C



PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1441 1500
1441 1500
1441 1500
1441 1500

CAAC T G AT T C CA AT G A TAAG TAAG T GCAGAAC TAAAGAAGGAAGACGGAAGACAA AT C T G
CAAC T G AT T C CA AT G A TAAG TAAG T GCAGAAC TAAAGAAGGAAGACGGAAGACAA AT C T G
CAAC T G AT T C CA AT G A TAAG TAAG T GCAGAAC TAAAGAAGGAAGACGGAAGACAA AT C T G
CAAC T G AT T C CA AT G A TAAG TAAG T GCAGAAC TAAAGAAGGAAGACGGAAGACAA AT C T G

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1501 1560
1501 1560
1501 1560
1501 1560

T AT GG AT T C AT T A TAAAAGGAAG AT C C C AT T T GAGGA AT GACAC CG AT G T GG TAAAC T T T
T AT GG AT T C AT T A TAAAAGGAAG AT C C C AT T T GAGGA AT GACAC CG AT G T GG TAAAC T T T
T AT GG AT T C AT T A TAAAAGGAAG AT C C C AT T T GAGGA AT GACAC CG AT G T GG TAAAC T T T
T AT GG AT T C AT T A TAAAAGGAAG AT C C C AT T T GAGGA AT GACAC CG AT G T GG TAAAC T T T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1561 1620
1561 1620
1561 1620
1561 1620

G T GAGC AT GGA AT T C T C T C TAAC T GAC C CGAGGC TAGAGC CACACAA AT GGGAAAAG TAC
G T GAGC AT GGA AT T C T C T C TAAC T GAC C CGAGGC TAGAGC CACACAA AT GGGAAAAG TAC
G T GAGC AT GGA AT T C T C T C TAAC T GAC C CGAGGC TAGAGC CACACAA AT GGGAAAAG TAC
G T GAGC AT GGA AT T C T C T C TAAC T GAC C CGAGGC TAGAGC CACACAA AT GGGAAAAG TAC

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1621 1680
1621 1680
1621 1680
1621 1680

T G T G T T C T T GAG A TAGGAGAC AT GC T C C TACGGAC T GCA A TAGGC CAAG T G T CGAGGC C C
T G T G T T C T T GAG A TAGGAGAC AT GC T C C TACGGAC T GCA A TAGGC CAAG T G T CGAGGC C C
T G T G T T C T T GAG A TAGGAGAC AT GC T C C TACGGAC T GCA A TAGGC CAAG T G T CGAGGC C C
T G T G T T C T T GAG A TAGGAGAC AT GC T C C TACGGAC T GCA A TAGGC CAAG T G T CGAGGC C C

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1681 1740
1681 1740
1681 1740
1681 1740

AT G T T C C T G T AT G T GAGAAC CA AT GGGAC T T C CAAG AT CAAA AT GAA AT GGGGC AT GGAG
AT G T T C C T G T AT G T GAGAAC CA AT GGGAC T T C CAAG AT CAAA AT GAA AT GGGGC AT GGAG
AT G T T C C T G T AT G T GAGAAC CA AT GGGAC T T C CAAG AT CAAA AT GAA AT GGGGC AT GGAG
AT G T T C C T G T AT G T GAGAAC CA AT GGGAC T T C CAAG AT CAAA AT GAA AT GGGGC AT GGAG

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1741 1800
1741 1800
1741 1800
1741 1800

AT GAGGCG AT GC C T T C T T CAG T C C C T T CAACAA AT T GAGAGC AT G AT T GAGGC CGA AT C T
AT GAGGCG AT GC C T T C T T CAG T C C C T T CAACAA AT T GAGAGC AT G AT T GAGGC CGA AT C T
AT GAGGCG AT GC C T T C T T CAG T C C C T T CAACAA AT T GAGAGC AT G AT T GAGGC CGA AT C T
AT GAGGCG AT GC C T T C T T CAG T C C C T T CAACAA AT T GAGAGC AT G AT T GAGGC CGA AT C T



PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1801 1860
1801 1860
1801 1860
1801 1860

T C T G T CAAAGAGAAGGAC AT G T C CAAGGA AT T C T T T GAAAACAA AT CAGAAAC AT GGC CA
T C T G T CAAAGAGAAGGAC AT G T C CAAGGA AT T C T T T GAAAACAA AT CAGAAAC AT GGC CA
T C T G T CAAAGAGAAGGAC AT G T C CAAGGA AT T C T T T GAAAACAA AT CAGAAAC AT GGC CA
T C T G T CAAAGAGAAGGAC AT G T C CAAGGA AT T C T T T GAAAACAA AT CAGAAAC AT GGC CA

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1861 1920
1861 1920
1861 1920
1861 1920

AT T GGAGA AT CAC C CAAAGGGG T GGAGGAAGGC T C T AT T GGGAAAG T AT GCAGAAC AT T G
AT T GGAGA AT CAC C CAAAGGGG T GGAGGAAGGC T C T AT T GGGAAAG T AT GCAGAAC AT T G
AT T GGAGA AT CAC C CAAAGGGG T GGAGGAAGGC T C T AT T GGGAAAG T AT GCAGAAC AT T G
AT T GGAGA AT CAC C CAAAGGGG T GGAGGAAGGC T C T AT T GGGAAAG T AT GCAGAAC AT T G

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1921 1980
1921 1980
1921 1980
1921 1980

C TAGCAAAG T C T G T G T T CAACAGC C T A T AT GC AT C T C CACAAC T CGAGGGG T T T T CAGC T
C TAGCAAAG T C T G T G T T CAACAGC C T A T AT GC AT C T C CACAGC T CGAGGGG T T T T CAGC T
C TAGCAAAG T C T G T G T T CAACAGC C T A T AT GC AT C T C CACAAC T CGAGGGG T T T T CAGC T
C TAGCAAAG T C T G T G T T CAACAGC C T A T AT GC AT C T C CACAAC T CGAGGGG T T T T CAGC T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

1981 2040
1981 2040
1981 2040
1981 2040

GA AT CAAGAAA AT T GC T T C T C AT T G T T CAGGCAC T TAGGGACAAC C T GGGAC C T GGAAC C
GA AT CAAGAAA AT T GC T T C T C AT T G T T CAGGCAC T TAGGGACAAC C T GGGAC C T GGAAC C
GA AT CAAGAAA AT T GC T T C T C AT T G T T CAGGCAC T TAGGGACAAC C T GGGAC C T GGAAC C
GA AT CAAGAAA AT T GC T T C T C AT T G T T CAGGCAC T TAGGGACAAC C T GGGAC C T GGAAC C

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

2041 2100
2041 2100
2041 2100
2041 2100

T T CG AT C T T GGGGGGC T A T AT GAAGCA AT T GAGGAG T GC C T G AT TAACG AT C C C T GGG T T
T T CG AT C T T GGGGGGC T A T AT GAAGCA AT T GAGGAG T GC C T G AT TAACG AT C C C T GGG T T
T T CG AT C T T GGGGGGC T A T AT GAAGCA AT T GAGGAG T GC C T G AT TAACG AT C C C T GGG T T
T T CG AT C T T GGGGGGC T A T AT GAAGCA AT T GAGGAG T GC C T G AT TAACG AT C C C T GGG T T

PA 245625 MiSeq
PA 245626 Method A
PA 245626 Method K
PA 245626 Method N

2101 2151
2101 2151
2101 2151
2101 2151

T T GC T TA AT GCG T C T T GG T T CAAC T C C T T C C T CACAC AT GCAC T GAA A TAG
T T GC T TA AT GCG T C T T GG T T CAAC T C C T T C C T CACAC AT GCAC T GAA A TAG
T T GC T TA AT GCG T C T T GG T T CAAC T C C T T C C T CACAC AT GCAC T GAA A TAG
T T GC T TA AT GCG T C T T GG T T CAAC T C C T T C C T CACAC AT GCAC T GAA A TAG


