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Formatted Alignments

ATGGAGAGAATAAAAGAAQTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTG
ATGGAGAGAATAAAAGAAATAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTG
ATGGAGAGAATAAAAGAAATAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTG
ATGGAGAGAATAAAAGAAATAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTG
ATGGAGAGAATAAAAGAAATAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTG

ACCAAAACCACTGTTGACCACATGGCCATAATCAAAAAGTACACATCGGGAAGGCAAGAG
ACCAAAACCACTGTTGACCACATGGCCATAATCAAAAAGTACACATCGGGAAGGCAAGAG
ACCAAAACCACTGTTGACCACATGGCCATAATCAAAAAGTACACATCGGGAAGGCAAGAG
ACCAAAACCACTGTTGACCACATGGCCATAATCAAAAAGTACACATCGGGAAGGCAAGAG
IACCAAAACCACTGTTGACCACATGGCCATAATCAAAAAGTACACATCGGGAAGGCAAGAG

AAGAACCCCGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATTACAGCAGAT
AAGAACCCCGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATTACAGCAGAT
AAGAACCCCGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATTACAGCAGAT
AAGAACCCCGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATTACAGCAGAT
AAGAACCCCGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATTACAGCAGAT

AAGCGAATAATGGAAATGATCCCTGAGAGGAATGAACAAGGGCAAACTCTCTGGAGCAAA
AAGCGAATAATGGAAATGATCCCTGAGAGGAATGAACAAGGGCAAACTCTCTGGAGCAAA
AAGCGAATAATGGAAATGATCCCTGAGAGGAATGAACAAGGGCAAACTCTCTGGAGCAAA
IAAGCGAATAATGGAAATGATCCCTGAGAGGAATGAACAAGGGCAAACTCTCTGGAGCAAA
IAAGCGAATAATGGAAATGATCCCTGAGAGGAATGAACAAGGGCAAACTCTCTGGAGCAAA]

ACAAACGATGCCGGATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAC
ACAAACGATGCCGGATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAC
ACAAACGATGCCGGATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAC
ACAAACGATGCCGGATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAC
ACAAACGATGCCGGATCAGACCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAC
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
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PB2 245625 MiSeq
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541
541
541
541
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AGGAACGGACCAACAACAAGTACAGTTCACTACCCAAAGGTATATAAAACTTATTTCGAA
IAGGAACGGACCAACAACAAGTACAGTTCACTACCCAAAGGTATATAAAACTTATTTCGAA
IAGGAACGGACCAACAACAAGTACAGTTCACTACCCAAAGGTATATAAAACTTATTTCGAA
AGGAACGGACCAACAACAAGTACAGTTCACTACCCAAAGGTATATAAAACTTATTTCGAA
IAGGAACGGACCAACAACAAGTACAGTTCACTACCCAAAGGTATATAAAACTTATTTCGAA]

IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTGCACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTGCACTTCAGAAACCAAGTTAAG
AAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTGCACTTCAGAAACCAAGTTAAG
AAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTGCACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTGCACTTCAGAAACCAAGTTAAG

ATAAGACGGAGGGTCGATATAAACCCGGGCCATGCTGACCTCAGTGCCAGAGAGGCGCAG
ATAAGACGGAGGGTCGATATAAACCCGGGCCATGCTGACCTCAGTGCCAGAGAGGCGCAG
ATAAGACGGAGGGTCGATATAAACCCGGGCCATGCTGACCTCAGTGCCAGAGAGGCGCAG
ATAAGACGGAGGGTCGATATAAACCCGGGCCATGCTGACCTCAGTGCCAGAGAGGCGCAG
ATAAGACGGAGGGTCGATATAAACCCGGGCCATGCTGACCTCAGTGCCAGAGAGGCGCAG

GATGTAATCATGGAAGTCGTCTTCCCAAATGAAGTGGGAGCAAGGATATTGACGTCGGAG
GATGTAATCATGGAAGTCGTCTTCCCAAATGAAGTGGGAGCAAGGATATTGACGTCGGAG
GATGTAATCATGGAAGTCGTCTTCCCAAATGAAGTGGGAGCAAGGATATTGACGTCGGAG
GATGTAATCATGGAAGTCGTCTTCCCAAATGAAGTGGGAGCAAGGATATTGACGTCGGAG
GATGTAATCATGGAAGTCGTCTTCCCAAATGAAGTGGGAGCAAGGATATTGACGTCGGAG

TCACAACTGACGATAACAAAGGAGAAAAGGGAAGAACTCCAGGACTGCAAAATCGCTCCT
TCACAACTGACGATAACAAAGGAGAAAAGGGAAGAACTCCAGGACTGCAAAATCGCTCCT
TCACAACTGACGATAACAAAGGAGAAAAGGGAAGAACTCCAGGACTGCAAAATCGCTCCT
TCACAACTGACGATAACAAAGGAGAAAAGGGAAGAACTCCAGGACTGCAAAATCGCTCCT
TCACAACTGACGATAACAAAGGAGAAAAGGGAAGAACTCCAGGACTGCAAAATCGCTCCT
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PB2 245626 Method A
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PB2 245626 Method N
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PB2 245626 Method N
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PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

601
601
601
601
601

661
661
661
661
661

721
721
721
721
721

781
781
781
781
781

841
841
841
841
841

CTGATGGTTGCATACATGCTAGAAAGAGAGTTGGTTCGCAAGACGAGGTTTCTCCCAGTT
CTGATGGTTGCATACATGCTAGAAAGAGAGTTGGTTCGCAAGACGAGGTTTCTCCCAGTT
CTGATGGTTGCATACATGCTAGAAAGAGAGTTGGTTCGCAAGACGAGGTTTCTCCCAGTT
CTGATGGTTGCATACATGCTAGAAAGAGAGTTGGTTCGCAAGACGAGGTTTCTCCCAGTT
CTGATGGTTGCATACATGCTAGAAAGAGAGTTGGTTCGCAAGACGAGGTTTCTCCCAGTT

GCTGGTGGGACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACTCAGGGGACATGCTGG
GCTGGTGGGACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACTCAGGGGACATGCTGG
GCTGGTGGGACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACTCAGGGGACATGCTGG
GCTGGTGGGACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACTCAGGGGACATGCTGG
GCTGGTGGGACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACTCAGGGGACATGCTGG|

GAGCAGATGTACACTCCGGGAGGAGAAGTGAGGAACGATGATGTAGACCAAAGCTTGATC
GAGCAGATGTACACTCCGGGAGGAGAAGTGAGGAACGATGATGTAGACCAAAGCTTGATC
GAGCAGATGTACACTCCGGGAGGAGAAGTGAGGAACGATGATGTAGACCAAAGCTTGATC
GAGCAGATGTACACTCCGGGAGGAGAAGTGAGGAACGATGATGTAGACCAAAGCTTGATC
GAGCAGATGTACACTCCGGGAGGAGAAGTGAGGAACGATGATGTAGACCAAAGCTTGATC

ATTGCTGCCAGGAATATAGTAAGAAGAGCAACGGTATCAGCAGATCCATTAGCATCTCTA]
ATTGCTGCCAGGAATATAGTAAGAAGAGCAACGGTATCAGCAGATCCATTAGCATCTCTA]
ATTGCTGCCAGGAATATAGTAAGAAGAGCAACGGTATCAGCAGATCCATTAGCATCTCTA]
ATTGCTGCCAGGAATATAGTAAGAAGAGCAACGGTATCAGCAGATCCATTAGCATCTCTA]
ATTGCTGCCAGGAATATAGTAAGAAGAGCAACGGTATCAGCAGATCCATTAGCATCTCTA]

TTGGAGATGTGTCACAGCACACAAATTGGGGGAATAAGGATGGTAGACATCCTTCGGCAA]
TTGGAGATGTGTCACAGCACACAAATTGGGGGAATAAGGATGGTAGACATCCTTCGGCAA]
TTGGAGATGTGTCACAGCACACAAATTGGGGGAATAAGGATGGTAGACATCCTTCGGCAA]
TTGGAGATGTGTCACAGCACACAAATTGGGGGAATAAGGATGGTAGACATCCTTCGGCAA]
TTGGAGATGTGTCACAGCACACAAATTGGGGGAATAAGGATGGTAGACATCCTTCGGCAA|
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

901
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961
961
961
961
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1021
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1081
1081
1081
1081
1081

1141
1141
1141
1141
1141

AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC

TCATCTTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAGTCAAAAAA
TCATCTTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAGTCAAAAAA]
TCATCTTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAGTCAAAAAA
TCATCTTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAGTCAAAAAA
TCATCTTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAGTCAAAAAA]

GAAGAAGAAGTGCTAACAGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTAACAGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTAACAGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTAACAGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTAACAGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT

GAAGAGTTCACAATGGTTGGGAGAAGAGCAACGGCCATTCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACAATGGTTGGGAGAAGAGCAACGGCCATTCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACAATGGTTGGGAGAAGAGCAACGGCCATTCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACAATGGTTGGGAGAAGAGCAACGGCCATTCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACAATGGTTGGGAGAAGAGCAACGGCCATTCTCAGGAAAGCAACCAGAAGG

CTGATCCAGCTAATAGTAAGTGGGAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTG
CTGATCCAGCTAATAGTAAGTGGGAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTG
CTGATCCAGCTAATAGTAAGTGGGAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTG
CTGATCCAGCTAATAGTAAGTGGGAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTG
CTGATCCAGCTAATAGTAAGTGGGAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTG
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1201
1201
1201
1201
1201

1261
1261
1261
1261
1261

1321
1321
1321
1321
1321

1381
1381
1381
1381
1381

1441
1441
1441
1441
1441

GCAATGGTATTCTCACAAGAGGACTGCATGATTAAAGCAGTTAGAGGTGACCTGAATTTT
GCAATGGTATTCTCACAAGAGGACTGCATGATTAAAGCAGTTAGAGGTGACCTGAATTTT
GCAATGGTATTCTCACAAGAGGACTGCATGATTAAAGCAGTTAGAGGTGACCTGAATTTT
GCAATGGTATTCTCACAAGAGGACTGCATGATTAAAGCAGTTAGAGGTGACCTGAATTTT
GCAATGGTATTCTCACAAGAGGACTGCATGATTAAAGCAGTTAGAGGTGACCTGAATTTT

GTCAATAGGGCGAACCAGCGACTAAACCCAATGCATCAACTCTTGAGACATTTCCAAAAG
GTCAATAGGGCGAACCAGCGACTAAACCCAATGCATCAACTCTTGAGACATTTCCAAAAG
GTCAATAGGGCGAACCAGCGACTAAACCCAATGCATCAACTCTTGAGACATTTCCAAAAG
GTCAATAGGGCGAACCAGCGACTAAACCCAATGCATCAACTCTTGAGACATTTCCAAAAG
GTCAATAGGGCGAACCAGCGACTAAACCCAATGCATCAACTCTTGAGACATTTCCAAAAG

GATGCAAAGGTGCTTTTCCAAAATTGGGGAATTGAACCCATTGACAATGTGATGGGAATG
GATGCAAAGGTGCTTTTCCAAAATTGGGGAATTGAACCCATTGACAATGTGATGGGAATG
GATGCAAAGGTGCTTTTCCAAAATTGGGGAATTGAACCCATTGACAATGTGATGGGAATG
GATGCAAAGGTGCTTTTCCAAAATTGGGGAATTGAACCCATTGACAATGTGATGGGAATG
GATGCAAAGGTGCTTTTCCAAAATTGGGGAATTGAACCCATTGACAATGTGATGGGAATG|

ATCGGGATAATGCCCGACATGACCCCAAGTACTGAGATGTCGCTGAGGGGAATAAGAGTC
ATCGGGATAATGCCCGACATGACCCCAAGTACTGAGATGTCGCTGAGGGGAATAAGAGTC
ATCGGGATAATGCCCGACATGACCCCAAGTACTGAGATGTCGCTGAGGGGAATAAGAGTC
ATCGGGATAATGCCCGACATGACCCCAAGTACTGAGATGTCGCTGAGGGGAATAAGAGTC
ATCGGGATAATGCCCGACATGACCCCAAGTACTGAGATGTCGCTGAGGGGAATAAGAGTC

IAGTAAGATGGGAGTAGATGAATACTCAAGTACAGAGCGAGTAGTAGTAAGCATCGACCGG
IAGTAAGATGGGAGTAGATGAATACTCAAGTACAGAGCGAGTAGTAGTAAGCATCGACCGG
IAGTAAGATGGGAGTAGATGAATACTCAAGTACAGAGCGAGTAGTAGTAAGCATCGACCGG
IAGTAAGATGGGAGTAGATGAATACTCAAGTACAGAGCGAGTAGTAGTAAGCATCGACCGG
IAGTAAGATGGGAGTAGATGAATACTCAAGTACAGAGCGAGTAGTAGTAAGCATCGACCGG|
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1501
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1501
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1561
1561
1561
1561
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1621
1621
1621
1621
1621

1681
1681
1681
1681
1681

1741
1741
1741
1741
1741

TTTTTAAGAGTTCGAGACCAACGGGGGAACGTACTATTATCACCCGAAGAGGTCAGTGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAACGTACTATTATCACCCGAAGAGGTCAGTGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAACGTACTATTATCACCCGAAGAGGTCAGTGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAACGTACTATTATCACCCGAAGAGGTCAGTGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAACGTACTATTATCACCCGAAGAGGTCAGTGAG

ACACAAGGAACGGAGAAACTGACAATCACTTATTCGTCATCAATGATGTGGGAGATAAAT
AEMCAAGGAACGGAGAAACTGACAATCACTTATTCGTCATCAATGATGTGGGAGATAAAT
ACACAAGGAACGGAGAAACTGACAATCACTTATTCGTCATCAATGATGTGGGAGATAAAT
ACACAAGGAACGGAGAAACTGACAATCACTTATTCGTCATCAATGATGTGGGAGATAAAT
ACACAAGGAACGGAGAAACTGACAATCACTTATTCGTCATCAATGATGTGGGAGATAAAT

GGTCCTGAGTCTGTGTTGGTCAATACTTATCAGTGGATAATTAGAAACTGGGAAACTGTA
GGTCCTGAGTCTGTGTTGGTCAATACTTATCAGTGGATAATTAGAAACTGGGAAACTGTA
GGTCCTGAGTCTGTGTTGGTCAATACTTATCAGTGGATAATTAGAAACTGGGAAACTGTA
GGTCCTGAGTCTGTGTTGGTCAATACTTATCAGTGGATAATTAGAAACTGGGAAACTGTA
GGTCCTGAGTCTGTGTTGGTCAATACTTATCAGTGGATAATTAGAAACTGGGAAACTGTA

AAAATTCAATGGTCACAGGATCCCACAATGTTGTATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTGTATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTGTATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTGTATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTGTATAATAAGATGGAATTCGAGCCATTC

CAGTCTCTAGTCCCTAAGGCAGCCAGAGGTCAATACAGTGGGTTTGTGAGAACACTATTC
CAGTCTCTAGTCCCTAAGGCAGCCAGAGGTCAATACAGTGGGTTTGTGAGAACACTATTC
CAGTCTCTAGTCCCTAAGGCAGCCAGAGGTCAATACAGTGGGTTTGTGAGAACACTATTC
CAGTCTCTAGTCCCTAAGGCAGCCAGAGGTCAATACAGTGGGTTTGTGAGAACACTATTC
CAGTCTCTAGTCCCTAAGGCAGCCAGAGGTCAATACAGTGGGTTTGTGAGAACACTATTC
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N
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PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
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PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1801
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1861
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1921
1921
1921
1921
1921

1981
1981
1981
1981
1981

2041
2041
2041
2041
2041

CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTCCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTCCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTCCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTCCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTCCTCCCC

TTTGCTACCGCCCCACCGGAACAAAGTAGGATGCAGTTCTCCTCCCTGACTGTGAATGTA]
TTTGCTACCGCCCCACCGGAACAAAGTAGGATGCAGTTCTCCTCCCTGACTGTGAATGTA]
TTTGCTACCGCCCCACCGGAACAAAGTAGGATGCAGTTCTCCTCCCTGACTGTGAATGTA]
TTTGCTACCGCCCCACCGGAACAAAGTAGGATGCAGTTCTCCTCCCTGACTGTGAATGTA]
TTTGCTACCGCCCCACCGGAACAAAGTAGGATGCAGTTCTCCTCCCTGACTGTGAATGTA]

IAGAGGATCAGGAATGAGGATACTGGTAAGAGGCAATTCACCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGGATACTGGTAAGAGGCAATTCACCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGGATACTGGTAAGAGGCAATTCACCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGGATACTGGTAAGAGGCAATTCACCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGGATACTGGTAAGAGGCAATTCACCAGTGTTCAATTACAACAAG

GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT

GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
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PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

PB2 245625 MiSeq

PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

2101
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2161
2161
2161
2161
2161

2221
2221
2221
2221
2221

GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG

AAGGCTAATGTGCTAATTGGGCAAGGAGACGTAGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTAGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTAGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTAGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTAGTGTTGGTGATGAAACGGAAACGGGAC

TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG

TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG

2160
2160
2160
2160
2160

2220
2220
2220
2220
2220

2280
2280
2280
2280
2280



