
Formatted Alignments
H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1 60
1 60
1 60
1 60
1 60
1 60

AT GGAGAAC A TAG TAC TAC T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC
AT GGAGAAC A TAG TAC TAC T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC
AT GGAGAAC A TAG TAC T T C T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC
AT GGAGAAC A TAG TAC TAC T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC
AT GGAGAAC A TAG TAC TAC T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC
AT GGAGAAC A TAG TAC TAC T T C T T GCA A TAG T TAGC C T T G T TAAAAG T G AT CAG AT T T GC

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

61 120
61 120
61 120
61 120
61 120
61 120

AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGA AT G T T
AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGA AT G T T
AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGAACG T C
AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGA AT G T T
AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGA AT G T T
AT T GG T TAC C AT GCAAACA AT T CGACAGAGCAAG T T GACACG A TA AT GGAAAAGA AT G T T

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

121 180
121 180
121 180
121 180
121 180
121 180

AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA
AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA
AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA
AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA
AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA
AC T G T TACAC AT GC C CAAGAC A TAC T GGAAAAAACACACAACGGGAAGC T C T G T G AT C TA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

181 240
181 240
181 240
181 240
181 240
181 240

A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC
A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC
A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC
A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC
A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC
A AT GGGG T GAAGC C T C T G AT T T TAAAGG AT T G TAG T G TAGC T GG AT GGC T C C T CGGAAAC



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

241 300
241 300
241 300
241 300
241 300
241 300

C CA AT G T GCGACGA AT T C AT CAGAG T GC C T GA AT GG T C A TAC A TAG T GGAGCGGGC TAAC
C CA AT G T GCGACGA AT T C AT CAGAG T GC C T GA AT GG T C A TAC A TAG T GGAGCGGGC TAAC
C CA AT G T GCGACGA AT T C AT CAGAG T GC CGGA AT GG T C C TAC A TAG T GGAGCGGGC TA AT
C CA AT G T GCGACGA AT T C AT CAGAG T GC C T GA AT GG T C A TAC A TAG T GGAGCGGGC TAAC
C CA AT G T GCGACGA AT T C AT CAGAG T GC C T GA AT GG T C A TAC A TAG T GGAGCGGGC TAAC
C CA AT G T GCGACGA AT T C AT CAGAG T GC C T GA AT GG T C A TAC A TAG T GGAGCGGGC TAAC

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

301 360
301 360
301 360
301 360
301 360
301 360

C CAGC TA AT GAC C T C T G T TAC C CAGGGAGC C T CA AT GAC T AT GAAGAAC T GAAACAC AT G
C CAGC TA AT GAC C T C T G T TAC C CAGGGAGC C T CA AT GAC T AT GAAGAAC T GAAACAC AT G
C CAGC TA AT GAC C T C T G T TAC C CAGGGAG T C T CA AT GAC T AT GAAGAAC T GAAACAC C T G
C CAGC TA AT GAC C T C T G T TAC C CAGGGAGC C T CA AT GAC T AT GAAGAAC T GAAACAC AT G
C CAGC TA AT GAC C T C T G T TAC C CAGGGAGC C T CA AT GAC T AT GAAGAAC T GAAACAC AT G
C CAGC TA AT GAC C T C T G T TAC C CAGGGAGC C T CA AT GAC T AT GAAGAAC T GAAACAC AT G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

361 420
361 420
361 420
361 420
361 420
361 420

T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT
T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT
T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT
T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT
T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT
T T GAGCAGA A TAA AT C AT T T T GAGAAG AT T C T G AT C AT C C C CAAGAG T T C C T GGC CAA AT

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

421 480
421 480
421 480
421 480
421 480
421 480

C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C
C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C
C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C
C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C
C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C
C AT GAAAC AT CAC TAGGGG T GAGCGCAGC T T G T C C A TAC CAGGGAGCGC C C T C C T T T T T C



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

481 540
481 540
481 540
481 540
481 540
481 540

AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC
AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC
AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC
AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC
AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC
AGAA AT G T GG T G T GGC T T AT CAAAAAGAACG AT GC A TAC C CAACA A TAAAG A TAAGC TAC

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

541 600
541 600
541 600
541 600
541 600
541 600

A A TA A TAC CA AT CGGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA
A A TA A TAC CA AT CGGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA
A A TA A TAC CA AT CAGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA
A A TA A TAC CA AT CGGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA
A A TA A TAC CA AT CGGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA
A A TA A TAC CA AT CGGGAAG AT C T C T T G A TAC T G T GGGGG AT T C AT C AT T C CAACA AT GCA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

601 660
601 660
601 660
601 660
601 660
601 660

GAAGAGCAGACAA AT C T C TACAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T
GAAGAGCAGACAA AT C T C TACAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T
GAAGAGCAGACAA AT C T C T A TAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T
GAAGAGCAGACAA AT C T C TACAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T
GAAGAGCAGACAA AT C T C TACAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T
GAAGAGCAGACAA AT C T C TACAAAAAC C CAAC CAC C TAC AT T T CAG T T GGAAC AT CAAC T

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

661 720
661 720
661 720
661 720
661 720
661 720

T TAAAC CAGAGG T T GGCAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA
T TAAAC CAGAGG T T GGCAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA
T TAAAC CAGAGG T T GG TAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA
T TAAAC CAGAGG T T GGCAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA
T TAAAC CAGAGG T T GGCAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA
T TAAAC CAGAGG T T GGCAC CAAAA A TAGC TAC TAG AT C C CAAG TAAACGGGCAACG T GGA



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

721 780
721 780
721 780
721 780
721 780
721 780

AGA AT GGAC T T C T T C T GGACA AT C T TAAAAC CAG AT G AT GCA AT C C AT T T CGAGAG TA AT
AGA AT GGAC T T C T T C T GGACA AT C T TAAAAC CAG AT G AT GCA AT C C AT T T CGAGAG TA AT
AGA AT GGAC T T C T T C T GGACA AT T T TAAAAC CGG AT G AT GCA AT C C AT T T CGAGAG TA AT
AGA AT GGAC T T C T T C T GGACA AT C T TAAAAC CAG AT G AT GCA AT C C AT T T CGAGAG TA AT
AGA AT GGAC T T C T T C T GGACA AT C T TAAAAC CAG AT G AT GCA AT C C AT T T CGAGAG TA AT
AGA AT GGAC T T C T T C T GGACA AT C T TAAAAC CAG AT G AT GCA AT C C AT T T CGAGAG TA AT

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

781 840
781 840
781 840
781 840
781 840
781 840

GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T
GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T
GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T
GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T
GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T
GGAA AT T T C AT T GC T C CAGA A T AT GC A TACAAA AT T G T CAAGAAAGGGGAC T CAACA AT T

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

841 900
841 900
841 900
841 900
841 900
841 900

AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGG T GCG
AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGG T GCG
AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGGAGCG
AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGG T GCG
AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGG T GCG
AT GAAAAG T GGAG T GGA A T AT GGC CAC T GCAACAC CAA AT G T CAAAC C C CAG TAGG T GCG

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

901 960
901 960
901 960
901 960
901 960
901 960

A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA
A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA
A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA
A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA
A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA
A TAA AT T C TAG T AT GC C AT T C CACAAC A TAC AT C C T C T CAC C AT T GGGGA AT GC C C CAAA



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

961 1020
961 1020
961 1020
961 1020
961 1020
961 1020

TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA
TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA
TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA
TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA
TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA
TACG T GAAG T CAAACAAG T T GG T C C T T GCGAC T GGGC T CAGAA A TAG T C C T C TAAGAGAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1021 1080
1021 1080
1021 1080
1021 1080
1021 1080
1021 1080

AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG
AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG
AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG
AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG
AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG
AAGAGAAGAAAAAGAGGC C T G T T T GGGGCG A TAGCAGGG T T T A TAGAGGGAGG AT GGCAG

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1081 1140
1081 1140
1081 1140
1081 1140
1081 1140
1081 1140

GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T
GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T
GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T
GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T
GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T
GGA AT GG T T G AT GG T T GG T AT GGG TAC C AT C A TAGCA AT GAGCAGGGGAG T GGG TACGC T

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1141 1200
1141 1200
1141 1200
1141 1200
1141 1200
1141 1200

GCGGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT T
GCGGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT T
GCAGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT C
GCGGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT T
GCGGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT T
GCGGACAAAGA AT C CAC C CAAAAGGCA A TAG AT GGAG T TAC CA A TAAGG T CAAC T CA AT T



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1201 1260
1201 1260
1201 1260
1201 1260
1201 1260
1201 1260

AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG
AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG
AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG
AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG
AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG
AT T GACAAA AT GAACAC T CA AT T T GAGGCAG T T GGAAGGGAG T T TA A TAAC T TAGAAAGG

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1261 1320
1261 1320
1261 1320
1261 1320
1261 1320
1261 1320

AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT
AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT
AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT
AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT
AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT
AGG A TAGAGA AT T T GAACAAGAAA AT GGAAGACGG AT T C C TAG AT G T C T GGAC C T A TA AT

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1321 1380
1321 1380
1321 1380
1321 1380
1321 1380
1321 1380

GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C
GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C
GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C
GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C
GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C
GC T GAAC T T C TAG T T C T C AT GGAAAACGAGAGGAC T C TAG AT T T C C AT G AT T CAA AT G T C

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1381 1440
1381 1440
1381 1440
1381 1440
1381 1440
1381 1440

AAGAAC C T T TACGACAAAG T CAG AT TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC
AAGAAC C T T TACGACAAAG T CAG AT TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC
AAGAAC C T T TACGACAAAG T CAGAC TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC
AAGAAC C T T TACGACAAAG T CAG AT TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC
AAGAAC C T T TACGACAAAG T CAG AT TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC
AAGAAC C T T TACGACAAAG T CAG AT TACAGC T TAGGG A TA AT GCAAAGGAGC T GGG TAAC



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1441 1500
1441 1500
1441 1500
1441 1500
1441 1500
1441 1500

GGC T G T T T CGA AT T C T AT CACAA AT G T G A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG
GGC T G T T T CGA AT T C T AT CACAA AT G T G A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG
GGC T G T T T CGA AT T C T AT CACAA AT GCG A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG
GGC T G T T T CGA AT T C T AT CACAA AT G T G A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG
GGC T G T T T CGA AT T C T AT CACAA AT G T G A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG
GGC T G T T T CGA AT T C T AT CACAA AT G T G A TA AT GA AT G T AT GGAAAG T G T GAGAA AT GGG

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1501 1560
1501 1560
1501 1560
1501 1560
1501 1560
1501 1560

AC A T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA
AC A T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA
ACG T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA
AC A T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA
AC A T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA
AC A T AT GAC TAC C C T CAG T AT T CAGAAGAAGCAAG AT TAAAAAGAGAAGAA A TAAGCGGA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1561 1620
1561 1620
1561 1620
1561 1620
1561 1620
1561 1620

G T GAA AT TAGA AT CAG TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCAAG T
G T GAA AT TAGA AT CAG TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCAAG T
G T GAA AT TAGA AT CA A TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCGAG T
G T GAA AT TAGA AT CAG TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCAAG T
G T GAA AT TAGA AT CAG TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCAAG T
G T GAA AT TAGA AT CAG TAGGAAC T TAC CAG A TAC T G T CA AT T T AT T CAACAGCGGCAAG T

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1621 1680
1621 1680
1621 1680
1621 1680
1621 1680
1621 1680

T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG
T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG
T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG
T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG
T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG
T C C C TAGCAC T GGCA AT C AT G AT GGC T GG T C T AT C T T T AT GG AT G T GC T C CA AT GGG T CG



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1681 1704
1681 1704
1681 1704
1681 1704
1681 1704
1681 1704

T TACAG T GCAGA AT T T GC AT T TAG
T TACAG T GCAGA AT T T GC AT T TAG
T TACAG T GCAGA AT T T GC AT T TAA
T TACAG T GCAGA AT T T GC AT T TAG
T TACAG T GCAGA AT T T GC AT T TAG
T TACAG T GCAGA AT T T GC AT T TAG


