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Formatted Alignments

ATGGAGAGAATAAGAGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC
ATGGAGAGAATAAGAGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC
ATGGAGAGAATAAEMGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC
ATGGAGAGAATAAGAGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC
ATGGAGAGAATAAGAGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC
ATGGAGAGAATAAGAGAACTAAGAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTC

ACCAAAACTACTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG
ACCAAAACTACTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG
ACCAAAAC!MCTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG
ACCAAAACTACTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG
ACCAAAACTACTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG
IACCAAAACTACTGTGGACCACATGGCCATAATCAAAAAATACACATCGGGAAGGCAAGAG

AAGAACCCCGCGCTCAGGATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCCGCGCTCAGGATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCCGCECTCAGGATGAAATGGATGATGGCAATGAAATAECCAATCACAGCAGAC
AAGAACCCCGCGCTCAGGATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCCGCGCTCAGGATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCCGCGCTCAGGATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC

AAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGACAAACCCTTTGGAGCAAA
AAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGACAAACCCTTTGGAGCAAA
AAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGECAAACCCT!TGGAGCAAA
AAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGACAAACCCTTTGGAGCAAA
AAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGACAAACCCTTTGGAGCAAA

IAAGAGAATAATGGAAATGATTCCTGAAAGAAATGAACAAGGACAAACCCTTTGGAGCAAA]
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ACGAACGATGCCGGGTCTGACCGAGTGATGGTATCACCTCTGGCCGTGACATGGTGGAAT
ACGAACGATGCCGGGTCTGACCGAGTGATGGTATCACCTCTGGCCGTGACATGGTGGAAT
ACGAACGATGCCGGGTCEGACCGAGTGATGGTATCACCTCTGGCEGTGACATGGTGGAAT
ACGAACGATGCCGGGTCTGACCGAGTGATGGTATCACCTCTGGCCGTGACATGGTGGAAT
ACGAACGATGCCGGGTCTGACCGAGTGATGGTATCACCTCTGGCCGTGACATGGTGGAAT
ACGAACGATGCCGGGTCTGACCGAGTGATGGTATCACCTCTGGCCGTGACATGGTGGAAT

IAGGAACGGACCAACAACAAGTACGGTCCACTACCCAAAGGTATACAAAACGTATTTCGAA
IAGGAACGGACCAACAACAAGTACGGTCCACTACCCAAAGGTATACAAAACGTATTTCGAA
AGGAAEGGACCAACAACAAGTACEGTCCACTACCCAAAGGTATACAAAACETATTTCGAA
IAGGAACGGACCAACAACAAGTACGGTCCACTACCCAAAGGTATACAAAACGTATTTCGAA
IAGGAACGGACCAACAACAAGTACGGTCCACTACCCAAAGGTATACAAAACGTATTTCGAA
IAGGAACGGACCAACAACAAGTACGGTCCACTACCCAAAGGTATACAAAACGTATTTCGAA]

AAAGTTGAAAGATTGAAACATGGGACCTTTGGTCCTGTTCACTTCAGAAATCAAGTTAAG
IAAAGTTGAAAGATTGAAACATGGGACCTTTGGTCCTGTTCACTTCAGAAATCAAGTTAAG
AAAGTTGAAAGETTGAAACAEGGGACCTTTGGnCCTGTECACTTCAGAAATCAAGTTAAG
AAAGTTGAAAGATTGAAACATGGGACCTTTGGTCCTGTTCACTTCAGAAATCAAGTTAAG
AAAGTTGAAAGATTGAAACATGGGACCTTTGGTCCTGTTCACTTCAGAAATCAAGTTAAG
IAAAGTTGAAAGATTGAAACATGGGACCTTTGGTCCTGTTCACTTCAGAAATCAAGTTAAG

ATAAGACGGAGAGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG
ATAAGACGGAGAGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG
ATAAGACGGAGEGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG
ATAAGACGGAGAGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG
ATAAGACGGAGAGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG
ATAAGACGGAGAGTCGACATAAACCCAGGCCATGCAGACCTCAGTGCCAAAGAGGCGCAG

GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
GATGTAATCATGGAAGTTGTCTTCCCAAATGAAGTGGGAGCGAGAATACTAACATCGGAG
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TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAAGACTGCAAAATTGCACCT
TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAAGACTGCAAAATTGCACCT
TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAEGACTGCAAAAT!GC!CCT
TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAAGACTGCAAAATTGCACCT
TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAAGACTGCAAAATTGCACCT
TCACAACTGACGATAACAAAGGAGAAGAAGGAAGAACTCCAAGACTGCAAAATTGCACCT

TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG
TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG
TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG
TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG
TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG
TTGATGGTCGCATACATGCTAGAAAGAGAGTTAGTCCGCAAGACGAGGTTCCTCCCAGTG

GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG
GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG
GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG
GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG
GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG
GCTGGTGGAACAAGCAGTGTCTATATTGAGGTGCTGCATTTAACCCAGGGGACATGCTGG

GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT
GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT
GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT
GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT
GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT
GAGCAGATGTACACTCCAGGAGGAGAAGTGAGAAATGATGATGTAGACCAGAGTTTGATT

ATCGCCGCCAGGAACATAGTAAGAAGAGCAACAGTATCAGCAGATCCATTAGCATCTCTA]
ATCGCCGCCAGGAACATAGTAAGAAGAGCAACAGTATCAGCAGATCCATTAGCATCTCTA]
ATCGCEGCCAGEAACATAGTAAGAAGAGCAACAGTATCAGCAGAECCAETAGCATCTCTA
ATCGCCGCCAGGAACATAGTAAGAAGAGCAACAGTATCAGCAGATCCATTAGCATCTCTA]
ATCGCCGCCAGGAACATAGTAAGAAGAGCAACAGTATCAGCAGATCCATTAGCATCTCTA]
ATCGCCGCCAGGAACATAGTAAGAAGAGCAACAGTATCAGCAGATCCATTAGCATCTCTA]
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TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATTCTTCGACAA]
TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATTCTTCGACAA]
TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATECTTCGHCAA
TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATTCTTCGACAA]
TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATTCTTCGACAA]
TTGGAGATGTGCCACAGCACACAGATTGGGGGAATAAGGATGGTCGACATTCTTCGACAA]

AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGAEATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACAGAGGAACAAGCCGTGGATATATGCAAGGCAGCAATGGGCTTGAGGATTAGC

TCATCTTTCAGCTTTGGTGGATTCACTTTCAAAAGAACAAGTGGATCATCAGTCAAAAGA]
TCATCTTTCAGCTTTGGTGGATTCACTTTCAAAAGAACAAGTGGATCATCAGTCAAAAGA]
TCATCTTTCAGCTTTGGTGGATTCACTTTEAAAAGAACAAGTGGATCATCAGTCAAAAGA
TCATCTTTCAGCTTTGGTGGATTCACTTTCAAAAGAACAAGTGGATCATCAGTCAAAAGA]
TCATCTTTCAGCTTTGGTGGATTCACTTTCAAAAGAACAAGTGGATCATCAGTCAAAAGA]
TCATCTTTCAGCTTTGGTGGATTCACTTTCAAAAGAACAAGTGGATCATCAGTCAAAAGA]

GAAGAAGAAGTGCTTACGGGCAACCTTCAAACACTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTTACGGGCAACCTTCAAACACTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTTACGGGCAACCTTCAAAC&iTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTTACGGGCAACCTTCAAACACTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTTACGGGCAACCTTCAAACACTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAAGTGCTTACGGGCAACCTTCAAACACTGAAAATAAGAGTACATGAGGGGTAT

GAAGAGTTCACGATGGTTGGAAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
GAAGAGTTCACGATGGTTGGAAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
GAAGAGTTCACEATGGTTGGEAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
GAAGAGTTCACGATGGTTGGAAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
GAAGAGTTCACGATGGTTGGAAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
GAAGAGTTCACGATGGTTGGAAGAAGAGCAACGGCTATTCTCAGGAAGGCAACCAGAAGG
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TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTA]
TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTA]
TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTE
TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTA]
TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTA]
TTGATCCAGCTAATAGTAAGTGGAAGAGACGAGCAGTCAATTGCTGAAGCAATAATTGTA]

GCCATGGTATTCTCACAGGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT
GCCATGGTATTCTCACAGGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT
GCCATGGTATTCTCECAEGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT
GCCATGGTATTCTCACAGGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT
GCCATGGTATTCTCACAGGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT
GCCATGGTATTCTCACAGGAAGACTGCATGATCAAGGCAGTTCGAGGTGATCTGAATTTT

GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG
GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG
GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG
GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG
GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG
GTCAATAGGGCGAACCAGCGGCTGAATCCAATGCATCAACTCTTGAGACACTTCCAAAAG]

GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAATCCATTGACAACGTGATGGGGATG
GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAATCCATTGACAACGTGATGGGGATG
GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAAECCATTGACA&IGTGATGGGGATG
GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAATCCATTGACAACGTGATGGGGATG
GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAATCCATTGACAACGTGATGGGGATG
GATGCTAAAGTGCTTTTCCAAAACTGGGGAATTGAATCCATTGACAACGTGATGGGGATG

ATTGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGAATAAGAGTC
ATTGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGAATAAGAGTC
ATEGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGEATAAGAGTC
ATTGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGAATAAGAGTC
ATTGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGAATAAGAGTC

ATTGGGATATTGCCCGACATGACCCCAAGCACTGAGATGTCACTGAGGGGAATAAGAGTC
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IAGCAAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTGGTGAGCATCGACCGA
IAGCAAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTGGTGAGCATCGACCGA
AGEMAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTEGTGAGCATCGACCGA
IAGCAAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTGGTGAGCATCGACCGA
IAGCAAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTGGTGAGCATCGACCGA
IAGCAAGATGGGAGTAGATGAATACTCCAGTACAGAGAGGGTGGTGGTGAGCATCGACCGA

TTTTTAAGAGTCCGGGACCAACGAGGGAATGTACTATTGTCACCAGAAGAAGTCAGCGAG
TTTTTAAGAGTCCGGGACCAACGAGGGAATGTACTATTGTCACCAGAAGAAGTCAGCGAG
TTTTTAAGAGTECGGGACCAACGAGGGAAEGTACTATTGTCACCEGAAGAAGTCAGCGAG
TTTTTAAGAGTCCGGGACCAACGAGGGAATGTACTATTGTCACCAGAAGAAGTCAGCGAG
TTTTTAAGAGTCCGGGACCAACGAGGGAATGTACTATTGTCACCAGAAGAAGTCAGCGAG
TTTTTAAGAGTCCGGGACCAACGAGGGAATGTACTATTGTCACCAGAAGAAGTCAGCGAG

ACACAAGGAACAGAGAAATTGACAATCACTTATTCATCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCATCATCAATGATGTGGGAGATCAAT
ACACAAGGEMCAGAGAAATTGACAATCACTTATTCETCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCATCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCATCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCATCATCAATGATGTGGGAGATCAAT

GGACCCGAATCGGTGTTGGTCAACACTTATCAGTGGATCATCAGGAACTGGGAAACTGTG
GGACCCGAATCGGTGTTGGTCAACACTTATCAGTGGATCATCAGGAACTGGGAAACTGTG
GGACCEGAETCGGTGTTGGTCAACACTTATCAGTGGATCATCAGEA&ITGGGAAACTGTG
GGACCCGAATCGGTGTTGGTCAACACTTATCAGTGGATCATCAGGAACTGGGAAACTGTG
GGACCCGAATCGGTGTTGGTCAACACTTATCAGTGGATCATCAGGAACTGGGAAACTGTG
GGACCCGAATCGGTGTTGGTCAACACTTATCAGTGGATCATCAGGAACTGGGAAACTGTG

AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC
AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC

AAAATTCAATGGTCACAGGATCCCACAATGTTATATAATAAGATGGAATTCGAGCCATTC
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CAGTCTCTGATACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC
CAGTCTCTGATACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC
CAGTCTCTGETACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC
CAGTCTCTGATACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC
CAGTCTCTGATACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC
CAGTCTCTGATACCTAAAGCAGCCAGAGGTCAATACAGTGGATTCGTGAGGACACTATTC

CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTCCAAATAATAAAACTCCTCCCC
CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTCCAAATAATAAAACTCCTCCCC
CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTECAAATAATAAAACTCCTCCCC
CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTCCAAATAATAAAACTCCTCCCC
CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTCCAAATAATAAAACTCCTCCCC
CAGCAGATGCGAGATGTGCTCGGAACATTTGACACTGTCCAAATAATAAAACTCCTCCCC

TTTGCTGCTGCCCCACCAGAACAAAGTAGAATGCAATTCTCCTCCCTGACTGTAAATGTG
TTTGCTGCTGCCCCACCAGAACAAAGTAGAATGCAATTCTCCTCCCTGACTGTAAATGTG
TTTGCTGCTGCCCCACCAGAACAAAGTAGEATGCAATTCTCCTCCCTGACTGTAAATGTG
TTTGCTGCTGCCCCACCAGAACAAAGTAGAATGCAATTCTCCTCCCTGACTGTAAATGTG
TTTGCTGCTGCCCCACCAGAACAAAGTAGAATGCAATTCTCCTCCCTGACTGTAAATGTG
TTTGCTGCTGCCCCACCAGAACAAAGTAGAATGCAATTCTCCTCCCTGACTGTAAATGTG

IAGAGGATCAGGAATGAGAATACTGGTTAGAGGCAATTCCCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTTAGAGGCAATTCCCCAGTGTTCAATTACAACAAG
AGAGGATCAGGAATGAGAATACTGGTEAGAGGCAATTCCCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTTAGAGGCAATTCCCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTTAGAGGCAATTCCCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTTAGAGGCAATTCCCCAGTGTTCAATTACAACAAG

GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT

GCCACCAAGAGGCTCACAGTTCTCGGGAAAGATGCAGGTGCATTGACCGAAGATCCAGAT
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1800

1860
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1860
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1860

1920
1920
1920
1920
1920
1920

1980
1980
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1980
1980
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2040
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2040
2040
2040
2040



PB2 245467 MiSeq

PB2 245467 Method A
PB2 245467 Method S
PB2 245467 Method E
PB2 245467 Method K
PB2 245467 Method N

PB2 245467 MiSeq

PB2 245467 Method A
PB2 245467 Method S
PB2 245467 Method E
PB2 245467 Method K
PB2 245467 Method N

PB2 245467 MiSeq

PB2 245467 Method A
PB2 245467 Method S
PB2 245467 Method E
PB2 245467 Method K
PB2 245467 Method N

PB2 245467 MiSeq

PB2 245467 Method A
PB2 245467 Method S
PB2 245467 Method E
PB2 245467 Method K
PB2 245467 Method N

2041
2041
2041
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2041
2041

2101
2101
2101
2101
2101
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2161
2161
2161
2161
2161
2161

2221
2221
2221
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2197

GAAGGCACATCTGGAGTAGAGTCTGCTGTTCTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACATCTGGAGTAGAGTCTGCTGTTCTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAECTGGAGTAGAGTCTGCTGTTCTAEGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACATCTGGAGTAGAGTCTGCTGTTCTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACATCTGGAGTAGAGTCTGCTGTTCTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACATCTGGAGTAGAGTCTGCTGTTCTAAGAGGATTCCTCATTTTGGGCAAAGAA

GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGECCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCATTGAGCATCAATGAGCTGAGCAATCTTGCAAAGGGAGAG

AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAAACGGGAC
IAAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTAATGAAACGGAAACGGGAC

AAGGCTAATGl ——————— hGGGCAAGGAGACGTGGTGTTGGTAA —————————————————

TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGGATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGGATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGGATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGGATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGGATTCGGATGGCCATCAATTAG
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2100
2100
2100
2100

2160
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2160
2160
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2220
2220
2220
2220
2220
2196

2280
2280
2280
2280
2280
2196



