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241
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Formatted Alignments

ATGGATGTCAATCCGACTTTACTTTTCTTAAAAGTGCCAGCGCAAAATGCCATAAGTACC
ATGGATGTCAATCCGACTTTACTTTTCTTAAAAGTGCCAGCGCAAAATGCCATAAGTACC
ATGGATGTCAATCCGACTTTACTTTTCTTAAAAGTGCCAGCGCAAAATGCCATAAGTACC
ATGGATGTCAATCCGACTTTACTTTTCTTAAAAGTGCCAGCGCAAAATGCCATAAGTACC
ATGGATGTCAATCCGACTTTACTTTTCTTAAAAGTGCCAGCGCAAAATGCCATAAGTACC

ACATTCCCTTATACTGGAGATCCTCCATACAGCCATGGAACAGGGACAGGATACACAATG
ACATTCCCTTATACTGGAGATCCTCCATACAGCCATGGAACAGGGACAGGATACACAATG
ACATTCCCTTATACTGGAGATCCTCCATACAGCCATGGAACAGGGACAGGATACACAATG
ACATTCCCTTATACTGGAGATCCTCCATACAGCCATGGAACAGGGACAGGATACACAATG
IACATTCCCTTATACTGGAGATCCTCCATACAGCCATGGAACAGGGACAGGATACACAATG

GACACAGTCAACAGAACACATCAATACTCAGAGAAGGGAAAATGGACAACAAACACAGAA
GACACAGTCAACAGAACACATCAATACTCAGAGAAGGGAAAATGGACAACAAACACAGAA
GACACAGTCAACAGAACACATCAATACTCAGAGAAGGGAAAATGGACAACAAACACAGAA
GACACAGTCAACAGAACACATCAATACTCAGAGAAGGGAAAATGGACAACAAACACAGAA
GACACAGTCAACAGAACACATCAATACTCAGAGAAGGGAAAATGGACAACAAACACAGAA

ACCGGAGCACCTCAACTCAACCCAATTGATGGACCACTACCTGAGGACAACGAACCGAGC
ACCGGAGCACCTCAACTCAACCCAATTGATGGACCACTACCTGAGGACAACGAACCGAGC
ACCGGAGCACCTCAACTCAACCCAATTGATGGACCACTACCTGAGGACAACGAACCGAGC
ACCGGAGCACCTCAACTCAACCCAATTGATGGACCACTACCTGAGGACAACGAACCGAGC
ACCGGAGCACCTCAACTCAACCCAATTGATGGACCACTACCTGAGGACAACGAACCGAGC

GGATATGCACAAACAGATTGCGTGTTGGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACAGATTGCGTGTTGGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACAGATTGCGTGTTGGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACAGATTGCGTGTTGGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA

GGATATGCACAAACAGATTGCGTGTTGGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
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PB1 245626 Method E
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PB1 245626 Method N
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PB1 245626 Method K
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541
541
541
541
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GGGATCTTTGGAAACTCTTGTCTTGAAACGATGGAAGTCGTTCAGCAAACAAGAGTGGAC
GGGATCTTTGGAAACTCTTGTCTTGAAACGATGGAAGTCGTTCAGCAAACAAGAGTGGAC
GGGATCTTTGGAAACTCTTGTCTTGAAACGATGGAAGTCGTTCAGCAAACAAGAGTGGAC
GGGATCTTTGGAAACTCTTGTCTTGAAACGATGGAAGTCGTTCAGCAAACAAGAGTGGAC
GGGATCTTTGGAAACTCTTGTCTTGAAACGATGGAAGTCGTTCAGCAAACAAGAGTGGAC

AAACTAACTCAAGGTCGCCAGACTTATGACTGGACACTGAATAGAAACCAACCAGCTGCA
AAACTAACTCAAGGTCGCCAGACTTATGACTGGACACTGAATAGAAACCAACCAGCTGCA
AAACTAACTCAAGGTCGCCAGACTTATGACTGGACACTGAATAGAAACCAACCAGCTGCA
AAACTAACTCAAGGTCGCCAGACTTATGACTGGACACTGAATAGAAACCAACCAGCTGCA
IAAACTAACTCAAGGTCGCCAGACTTATGACTGGACACTGAATAGAAACCAACCAGCTGCA

IACTGCCCTGGCCAACACTATAGAGGTCTTCAGATCAAACGGTCTAACAGCCAATGAATCG
IACTGCCCTGGCCAACACTATAGAGGTCTTCAGATCAAACGGTCTAACAGCCAATGAATCG
IACTGCCCTGGCCAACACTATAGAGGTCTTCAGATCAAACGGTCTAACAGCCAATGAATCG
IACTGCCCTGGCCAACACTATAGAGGTCTTCAGATCAAACGGTCTAACAGCCAATGAATCG
IACTGCCCTGGCCAACACTATAGAGGTCTTCAGATCAAACGGTCTAACAGCCAATGAATCG|

GGGAGACTAATAGATTTCCTCAAGGACGTGATGGACTCAATGGATACAGAAGAAATGGAA
GGGAGACTAATAGATTTCCTCAAGGACGTGATGGACTCAATGGATACAGAAGAAATGGAA
GGGAGACTAATAGATTTCCTCAAGGACGTGATGGACTCAATGGATACAGAAGAAATGGAA
GGGAGACTAATAGATTTCCTCAAGGACGTGATGGACTCAATGGATACAGAAGAAATGGAA
GGGAGACTAATAGATTTCCTCAAGGACGTGATGGACTCAATGGATACAGAAGAAATGGAA

ATAACAACACATTTCCAGAGAAAGAGAAGAGTAAGGGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAGAGAAAGAGAAGAGTAAGGGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAGAGAAAGAGAAGAGTAAGGGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAGAGAAAGAGAAGAGTAAGGGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAGAGAAAGAGAAGAGTAAGGGACAACATGACCAAGAAAATGGTC
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ACACAAAGAACAATAGGAAAGAAGAAACAAAGGCTAAACAAGAGGAGCTACTTAATAAGA
ACACAAAGAACAATAGGAAAGAAGAAACAAAGGCTAAACAAGAGGAGCTACTTAATAAGA
ACACAAAGAACAATAGGAAAGAAGAAACAAAGGCTAAACAAGAGGAGCTACTTAATAAGA
ACACAAAGAACAATAGGAAAGAAGAAACAAAGGCTAAACAAGAGGAGCTACTTAATAAGA
ACACAAAGAACAATAGGAAAGAAGAAACAAAGGCTAAACAAGAGGAGCTACTTAATAAGA

GCACTGACACTGAATACAATGACAAAAGATGCAGAAAGAGGCAAATTGAAGAGACGGGCG
GCACTGACACTGAATACAATGACAAAAGATGCAGAAAGAGGCAAATTGAAGAGACGGGCG
GCACTGACACTGAATACAATGACAAAAGATGCAGAAAGAGGCAAATTGAAGAGACGGGCG
GCACTGACACTGAATACAATGACAAAAGATGCAGAAAGAGGCAAATTGAAGAGACGGGCG
GCACTGACACTGAATACAATGACAAAAGATGCAGAAAGAGGCAAATTGAAGAGACGGGCG

ATTGCAACACCAGGGATGCAGATTAGAGGATTTGTGTACTTTGTCGAAACACTGGCAAGG
ATTGCAACACCAGGGATGCAGATTAGAGGATTTGTGTACTTTGTCGAAACACTGGCAAGG
ATTGCAACACCAGGGATGCAGATTAGAGGATTTGTGTACTTTGTCGAAACACTGGCAAGG
ATTGCAACACCAGGGATGCAGATTAGAGGATTTGTGTACTTTGTCGAAACACTGGCAAGG
ATTGCAACACCAGGGATGCAGATTAGAGGATTTGTGTACTTTGTCGAAACACTGGCAAGG]

AGCATCTGTGAAAAACTTGAGCAATCTGGACTCCCCGTTGGAGGAAATGAGAAGAAGGCT
AGCATCTGTGAAAAACTTGAGCAATCTGGACTCCCCGTTGGAGGAAATGAGAAGAAGGCT
AGCATCTGTGAAAAACTTGAGCAATCTGGACTCCCCGTTGGAGGAAATGAGAAGAAGGCT
AGCATCTGTGAAAAACTTGAGCAATCTGGACTCCCCGTTGGAGGAAATGAGAAGAAGGCT
AGCATCTGTGAAAAACTTGAGCAATCTGGACTCCCCGTTGGAGGAAATGAGAAGAAGGCT

AAATTGGCAAATGTCGTGAGGAAAATGATGACTAACTCACAAGATACAGAGCTCTCCTTC
AAATTGGCAAATGTCGTGAGGAAAATGATGACTAACTCACAAGATACAGAGCTCTCCTTC
AAATTGGCAAATGTCGTGAGGAAAATGATGACTAACTCACAAGATACAGAGCTCTCCTTC
AAATTGGCAAATGTCGTGAGGAAAATGATGACTAACTCACAAGATACAGAGCTCTCCTTC
AAATTGGCAAATGTCGTGAGGAAAATGATGACTAACTCACAAGATACAGAGCTCTCCTTC

660
660
660
660
660

720
720
720
720
720

780
780
780
780
780

840
840
840
840
840

900
900
900
900
900
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PB1 245626 Method K
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PB1 245626 Method A
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PB1 245626 Method K
PB1 245626 Method N

PB1 245625 MiSeq

PB1 245626 Method A
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PB1 245626 Method N

PB1 245625 MiSeq

PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

PB1 245625 MiSeq

PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

901
901
901
901
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961
961
961
961
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1021
1021
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1021
1021

1081
1081
1081
1081
1081

1141
1141
1141
1141
1141

ACAATTACTGGAGATAACACAAAATGGAATGAGAATCAAAATCCTCGGATGTTTCTGGCA
ACAATTACTGGAGATAACACAAAATGGAATGAGAATCAAAATCCTCGGATGTTTCTGGCA
ACAATTACTGGAGATAACACAAAATGGAATGAGAATCAAAATCCTCGGATGTTTCTGGCA
ACAATTACTGGAGATAACACAAAATGGAATGAGAATCAAAATCCTCGGATGTTTCTGGCA
ACAATTACTGGAGATAACACAAAATGGAATGAGAATCAAAATCCTCGGATGTTTCTGGCA

ATGATAACGTACATTACAAGAAACCAACCTGAATGGTTTAGAAATGTCTTGAGTATTGCC
ATGATAACGTACATTACAAGAAACCAACCTGAATGGTTTAGAAATGTCTTGAGTATTGCC
ATGATAACGTACATTACAAGAAACCAACCTGAATGGTTTAGAAATGTCTTGAGTATTGCC
ATGATAACGTACATTACAAGAAACCAACCTGAATGGTTTAGAAATGTCTTGAGTATTGCC
ATGATAACGTACATTACAAGAAACCAACCTGAATGGTTTAGAAATGTCTTGAGTATTGCC

CCTATAATGTTCTCGAACAAAATGGCGAGATTGGGAAAAGGGTACATGTTTGAAAGTAAG
CCTATAATGTTCTCGAACAAAATGGCGAGATTGGGAAAAGGGTACATGTTTGAAAGTAAG
CCTATAATGTTCTCGAACAAAATGGCGAGATTGGGAAAAGGGTACATGTTTGAAAGTAAG
CCTATAATGTTCTCGAACAAAATGGCGAGATTGGGAAAAGGGTACATGTTTGAAAGTAAG
CCTATAATGTTCTCGAACAAAATGGCGAGATTGGGAAAAGGGTACATGTTTGAAAGTAAG

AGCATGAAGTTACGGACACAAATACCTGCAGAAATACTTGCAAACATTGACTTAAAATAC
AGCATGAAGTTACGGACACAAATACCTGCAGAAATACTTGCAAACATTGACTTAAAATAC
AGCATGAAGTTACGGACACAAATACCTGCAGAAATACTTGCAAACATTGACTTAAAATAC
AGCATGAAGTTACGGACACAAATACCTGCAGAAATACTTGCAAACATTGACTTAAAATAC
AGCATGAAGTTACGGACACAAATACCTGCAGAAATACTTGCAAACATTGACTTAAAATAC

TTCAATGAATCAACAAGAAAGAAAATCGAAAAAATAAGGCCTCTACTAATAGATGGCACT
TTCAATGAATCAACAAGAAAGAAAATCGAAAAAATAAGGCCTCTACTAATAGATGGCACT
TTCAATGAATCAACAAGAAAGAAAATCGAAAAAATAAGGCCTCTACTAATAGATGGCACT
TTCAATGAATCAACAAGAAAGAAAATCGAAAAAATAAGGCCTCTACTAATAGATGGCACT
TTCAATGAATCAACAAGAAAGAAAATCGAAAAAATAAGGCCTCTACTAATAGATGGCACT
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PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1201
1201
1201
1201
1201

1261
1261
1261
1261
1261

1321
1321
1321
1321
1321

1381
1381
1381
1381
1381

1441
1441
1441
1441
1441

GCCTCATTGAGTCCTGGAATGATGATGGGCATGTTCAATATGCTGAGTACAGTATTAGGA
GCCTCATTGAGTCCTGGAATGATGATGGGCATGTTCAATATGCTGAGTACAGTATTAGGA
GCCTCATTGAGTCCTGGAATGATGATGGGCATGTTCAATATGCTGAGTACAGTATTAGGA
GCCTCATTGAGTCCTGGAATGATGATGGGCATGTTCAATATGCTGAGTACAGTATTAGGA
GCCTCATTGAGTCCTGGmATGATGATGGGCATGTTCAATATGCTGAGTACAGTATTAGGA

GTTTCAATCCTAAATCTTGGGCAAAAGAGGTACACCAAAACCACATACTGGTGGGATGGA
GTTTCAATCCTAAATCTTGGGCAAAAGAGGTACACCAAAACCACATACTGGTGGGATGGA
GTTTCAATCCTAAATCTTGGGCAAAAGAGGTACACCAAAACCACATACTGGTGGGATGGA
GTTTCAATCCTAAATCTTGGGCAAAAGAGGTACACCAAAACCACATACTGGTGGGATGGA
GTTTCAATCCTAAATCTTGGGCAAAAGAGGTACACCAAAACCACATACTGGTGGGATGGA

CTCCAATCCTCTGATGATTTCGCCCTCATAGTAAATGCACCTAATCATGAGGGAATACAA
CTCCAATCCTCTGATGATTTCGCCCTCATAGTAAATGCACCTAATCATGAGGGAATACAA]
CTCCAATCCTCTGATGATTTCGCCCTCATAGTAAATGCACCTAATCATGAGGGAATACAA]
CTCCAATCCTCTGATGATTTCGCCCTCATAGTAAATGCACCTAATCATGAGGGAATACAA]
CTCCAATCCTCTGATGATTTCGCCCTCATAGTAAATGCACCTAATCATGAGGGAATACAA]

GCAGGAGTGGATAGGTTCTATAGGACCTGCAAACTGGTCGGGATCAATATGAGCAAAAAG
GCAGGAGTGGATAGGTTCTATAGGACCTGCAAACTGGTCGGGATCAATATGAGCAAAAAG
GCAGGAGTGGATAGGTTCTATAGGACCTGCAAACTGGTCGGGATCAATATGAGCAAAAAG
GCAGGAGTGGATAGGTTCTATAGGACCTGCAAACTGGTCGGGATCAATATGAGCAAAAAG
GCAGGAGTGGATAGGTTCTATAGGACCTGCAAACTGGTCGGGATCAATATGAGCAAAAAG

AAGTCTTACATAAACCGGACTGGAACATTTGAGTTCACAAGCTTTTTCTATCGCTATGGA
AAGTCTTACATAAACCGGACTGGAACATTTGAGTTCACAAGCTTTTTCTATCGCTATGGA
AAGTCTTACATAAACCGGACTGGAACATTTGAGTTCACAAGCTTTTTCTATCGCTATGGA
AAGTCTTACATAAACCGGACTGGAACATTTGAGTTCACAAGCTTTTTCTATCGCTATGGA
IAAGTCTTACATAAACCGGACTGGAACATTTGAGTTCACAAGCTTTTTCTATCGCTATGGA
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PB1 245625 MiSeq
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PB1 245626 Method K
PB1 245626 Method N

PB1 245625 MiSeq

PB1 245626 Method A
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PB1 245626 Method K
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PB1 245625 MiSeq

PB1 245626 Method A
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PB1 245625 MiSeq

PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
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1501
1501
1501
1501
1501

1561
1561
1561
1561
1561

1621
1621
1621
1621
1621

1681
1681
1681
1681
1681

1741
1741
1741
1741
1741

TTTGTGGCTAACTTCAGTATGGAGCTGCCCAGCTTTGGAGTTTCTGGGATCAATGAATCA]
TTTGTGGCTAACTTCAGTATGGAGCTGCCCAGCTTTGGAGTTTCTGGGATCAATGAATCA]
TTTGTGGCTAACTTCAGTATGGAGCTGCCCAGCTTTGGAGTTTCTGGGATCAATGAATCA]
TTTGTGGCTAACTTCAGTATGGAGCTGCCCAGCTTTGGAGTTTCTGGGATCAATGAATCA]
TTTGTGGCTAACTTCAGTATGGAGCTGCCCAGCTTTGGAGTTTCTGGGATCAATGAATCA]

GCTGACATGAGCATTGGCGTCACAGTGATAAAAAACAACATGATAAACAATGACCTTGGT
GCTGACATGAGCATTGGCGTCACAGTGATAAAAAACAACATGATAAACAATGACCTTGGT
GCTGACATGAGCATTGGCGTCACAGTGATAAAAAACAACATGATAAACAATGACCTTGGT
GCTGACATGAGCATTGGCGTCACAGTGATAAAAAACAACATGATAAACAATGACCTTGGT
GCTGACATGAGCATTGGCGTCACAGTGATAAAAAACAACATGATAAACAATGACCTTGGT

CCAGCAACAGCTCAAATGGCCCTTCAACTATTCATCAAAGATTACAGGTACACGTACCGA]
CCAGCAACAGCTCAAATGGCCCTTCAACTATTCATCAAAGATTACAGGTACACGTACCGA]
CCAGCAACAGCTCAAATGGCCCTTCAACTATTCATCAAAGATTACAGGTACACGTACCGA]
CCAGCAACAGCTCAAATGGCCCTTCAACTATTCATCAAAGATTACAGGTACACGTACCGA]
CCAGCAACAGCTCAAATGGCCCTTCAACTATTCATCAAAGATTACAGGTACACGTACCGA]

TGCCACAGAGGTGACACACAAATTCAAACGAGGAGATCATTCGAGCTGAAGAAGCTGTGG
TGCCACAGAGGTGACACACAAATTCAAACGAGGAGATCATTCGAGCTGAAGAAGCTGTGG
TGCCACAGAGGTGACACACAAATTCAAACGAGGAGATCATTCGAGCTGAAGAAGCTGTGG
TGCCACAGAGGTGACACACAAATTCAAACGAGGAGATCATTCGAGCTGAAGAAGCTGTGG
TGCCACAGAGGTGACACACAAATTCAAACGAGGAGATCATTCGAGCTGAAGAAGCTGTGG

GAACAGACCCGTTCAAAGGCAGGACTGTTGGTGTCAGATGGAGGACCAAATCTATACAAC
GAACAGACCCGTTCAAAGGCAGGACTGTTGGTGTCAGATGGAGGACCAAATCTATACAAC
GAACAGACCCGTTCAAAGGCAGGACTGTTGGTGTCAGATGGAGGACCAAATCTATACAAC
GAACAGACCCGTTCAAAGGCAGGACTGTTGGTGTCAGATGGAGGACCAAATCTATACAAC
GAACAGACCCGTTCAAAGGCAGGACTGTTGGTGTCAGATGGAGGACCAAATCTATACAAC
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PB1 245626 Method N
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PB1 245626 Method K
PB1 245626 Method N
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PB1 245625 MiSeq

PB1 245626 Method A
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PB1 245626 Method K
PB1 245626 Method N

1801
1801
1801
1801
1801

1861
1861
1861
1861
1861

1921
1921
1921
1921
1921

1981
1981
1981
1981
1981

2041
2041
2041
2041
2041

ATTCGGAATCTCCATATCCCAGAGGTCTGCCTGAAGTGGGAGCTGATGGACGAAGATTAC
ATTCGGAATCTCCATATCCCAGAGGTCTGCCTGAAGTGGGAGCTGATGGACGAAGATTAC
ATTCGGAATCTCCATATCCCAGAGGTCTGCCTGAAGTGGGAGCTGATGGACGAAGATTAC
ATTCGGAATCTCCATATCCCAGAGGTCTGCCTGAAGTGGGAGCTGATGGACGAAGATTAC
ATTCGGAATCTCCATATCCCAGAGGTCTGCCTGAAGTGGGAGCTGATGGACGAAGATTAC

CAGGGCAGGTTGTGTAATCCTCTGAACCCATTTGTCAGTCATAAAGAAATTGAGTCCGTA]
CAGGGCAGGTTGTGTAATCCTCTGAACCCATTTGTCAGTCATAAAGAAATTGAGTCCGTA]
CAGGGCAGGTTGTGTAATCCTCTGAACCCATTTGTCAGTCATAAAGAAATTGAGTCCGTA]
CAGGGCAGGTTGTGTAATCCTCTGAACCCATTTGTCAGTCATAAAGAAATTGAGTCCGTA]
CAGGGCAGGTTGTGTAATcmTCTGAACCCATTTGTCAGTCATAAAGAAATTGAGTCCGTA

AACAATGCTGTGGTGATGCCAGCACACGGTCCAGCCAAAAGCATGGAATATGATGCCATT
AACAATGCTGTGGTGATGCCAGCACACGGTCCAGCCAAAAGCATGGAATATGATGCCATT
AACAATGCTGTGGTGATGCCAGCACACGGTCCAGCCAAAAGCATGGAATATGATGCCATT
AACAATGCTGTGGTGATGCCAGCACACGGTCCAGCCAAAAGCATGGAATATGATGCCATT
AACAATGCTGTGGTGATGCCAGCACACGGTCCAGCCAAAAGCATGGAATATGATGCCATT

GCGACTACACACTCATGGATTCCTAAAAGGAATCGTTCCATTCTCAATACCAGTCAAAGG
GCGACTACACACTCATGGATTCCTAAAAGGAATCGTTCCATTCTCAATACCAGTCAAAGG
GCGACTACACACTCATGGATTCCTAAAAGGAATCGTTCCATTCTCAATACCAGTCAAAGG
GCGACTACACACTCATGGATTCCTAAAAGGAATCGTTCCATTCTCAATACCAGTCAAAGG
GCGACTACACACTCATGGATTCCTAAAAGGAATCGTTCCATTCTCAATACCAGTCAAAGG

GGAATTCTTGAGGATGAACAGATGTACCAGAAATGCTGCAGTCTATTCGAAAAATTTTTT
GGAATTCTTGAGGATGAACAGATGTACCAGAAATGCTGCAGTCTATTCGAAAAATTTTTT
GGAATTCTTGAGGATGAACAGATGTACCAGAAATGCTGCAGTCTATTCGAAAAATTTTTT
GGAATTCTTGAGGATGAACAGATGTACCAGAAATGCTGCAGTCTATTCGAAAAATTTTTT

GGAATTCTTGAGGATGAACAGATGTACCAGAAATGCTGCAGTCTATTCGAAAAATTTTTT
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PB1 245625 MiSeq

PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N
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2101
2101
2101
2101
2101

2161
2161
2161
2161
2161

2221
2221
2221
2221
2221

CCCAGTAGTTCATACAGGAGACCAGTTGGAATTTCCAGCATGGTGGAGGCCATGGTGTCT
CCCAGTAGTTCATACAGGAGACCAGTTGGAATTTCCAGCATGGTGGAGGCCATGGTGTCT
CCCAGTAGTTCATACAGGAGACCAGTTGGAATTTCCAGCATGGTGGAGGCCATGGTGTCT
CCCAGTAGTTCATACAGGAGACCAGTTGGAATTTCCAGCATGGTGGAGGCCATGGTGTCT
CCCAGTAGTTCATACAGGAGACCAGTTGGAATTTCCAGCATGGTGGAGGCCATGGTGTCT

IAGGGCCCGAATCGATGCACGCATTGATTTCGAATCTGGAAGGATCAAGAAGGGAGAGTTT
IAGGGCCCGAATCGATGCACGCATTGATTTCGAATCTGGAAGGATCAAGAAGGGAGAGTTT
IAGGGCCCGAATCGATGCACGCATTGATTTCGAATCTGGAAGGATCAAGAAGGGAGAGTTT
IAGGGCCCGAATCGATGCACGCATTGATTTCGAATCTGGAAGGATCAAGAAGGGAGAGTTT
IAGGGCCCGAATCGATGCACGCATTGATTTCGAATCTGGAAGGATCAAGAAGGGAGAGTTT

TCTGAGATCATGAAGATCTGTTCCACCATTGAAGAGCTCAGACGGCAAAAATAG| 2274
TCTGAGATCATGAAGATCTGTTCCACCATTGAAGAGCTCAGACGGCAAAAATAG| 2274
TCTGAGATCATGAAGATCTGTTCCACCATTGAAGAGCTCAGACGGCAAAAATAG| 2274
TCTGAGATCATGAAGATCTGTTCCACCATTGAAGAGCTCAGACGGCAAAAATAG| 2274

TCTGAGATCATGAAGATCTGTTCCACCATTGAAGAGCTCAGACGGCAAAAATAG| 2274

2160
2160
2160
2160
2160

2220
2220
2220
2220
2220



