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Formatted Alignments

ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]
ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]
ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]
ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]
ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]
ATGGAGAGAATAAAAGAACTGATAGATCTAATGTCACAGTCTCGCACTCGCGAGATACTA]

ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA
ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA
ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA
ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA
ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA
ACCAAAACCACTGTTGACCACATGGCCATAATCAAGAAGTACACATCAGGAAGACAAGAA]

AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC
AAGAACCCTGCACTCAGAATGAAATGGATGATGGCAATGAAATATCCAATCACAGCAGAC

AAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAQG
AAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAQG
AAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAQG
AAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAQG
AAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAQG

IAAGCGAATAATGGAAATGATCCCTGAAAGGAATGAACAAGGACAAACCCTCTGGAGCAAG
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ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT
ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT
ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT
ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT
ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT
ACAAATGATGCCGGATCAGATCGAGTGATGGTATCACCCCTGGCTGTGACATGGTGGAAT

IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA
IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA
IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA
IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA
IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA
IAGGAGTGGACCAACAACAAGTACAGTTCACTATCCAAAGGTATACAAAACTTATTTTGAA]

IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG
IAAAGTTGAAAGGTTGAAACACGGGACCTTTGGCCCTGTACACTTCAGAAACCAAGTTAAG

ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG
ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG
ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG
ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG
ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG
ATAAGACGGAGGGTCGACATAAACCCGGGCCATGCTGACCTCAGCGCCAAAGAGGCGCAG

GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCGGAG
GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCGGAG
GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCEGAG
GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCGGAG
GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCGGAG
GACGTAATCATGGAAGTTGTCTTTCCAAATGAAGTGGGAGCGAGAATACTGACGTCGGAG
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TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT
TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT
TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT
TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT
TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT
TCACAGTTGACAATAACAAAGGAAAAGAAAGAAGAACTCCAGGACTGCAAAATCGCCCCT

CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG
CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG
CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG
CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG
CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG
CTGATGGTTGCATACATGCTAGAAAGAGAGCTGGTCCGCAAGACAAGGTTCCTCCCAGTG

GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG
GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG
GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG
GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG
GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG
GCTGGTGGAACAAGCAGTGTCTACATTGAGGTGCTGCATTTGACCCAGGGAACATGCTGG

GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC
GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC
GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC
GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC
GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC
GAGCAGATGTATACTCCAGGAGGAGAAGTGAGAAACGATGATGTAGACCAGAGCTTAATC

ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
ATTGCTGCCCGGAATATAGTAAGAAGAGCAACAGTGTCAGCAGACCCATTAGCATCTCTA]
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TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]
TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]
TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]
TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]
TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]
TTGGAGATGTGCCACAGCACACAAATTGGAGGAATAAGGATGGTAGACATTCTTCGGCAA]

AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC
AATCCAACGGAGGAACAAGCCGTGGACATATGCAAGGCAGCAATGGGCTTGAGGATTAGC

TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG
TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG
TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG
TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG
TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG
TCATCGTTCAGCTTTGGTGGATTCACTTTTAAAAGAACAAGTGGATCGTCAATCAAAAGG

GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT
GAAGAAGAGGTGCTTACGGGCAACCTTCAAACATTGAAAATAAGAGTACATGAGGGGTAT

GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
GAAGAGTTCACTATGGTTGGAAGAAGAGCAACGGCCATCCTCAGGAAAGCAACCAGAAGG
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CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG
CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG
CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG
CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG
CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG
CTGATCCAGCTAATAGTAAGTGGAAGGGACGAACAGTCAATTGCTGAAGCAATAATCGTG

GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT
GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT
GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT
GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT
GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT
GCCATGGTATTCTCACAAGAGGACTGCATGATAAAGGCAGTTCGAGGTGATCTGAACTTT

GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG
GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG
GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG
GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG
GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG
GTCAATAGAGCGAATCAGCGGCTGAATCCAATGCATCAGCTCTTGAGACACTTCCAAAAG]

GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG
GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG
GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG
GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG
GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG
GATGCAAAAGTGCTTTTCCAAAATTGGGGAATTGAGCCCATTGACAATGTGATGGGAATG

ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC
ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC
ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC
ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC
ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC

ATCGGGATATTGCCTGACATGACTCCAAGTACTGAGATGTCACTGAGGGGAATAAGAGTC
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IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA
IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA
IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA
IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA
IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA
IAGTAAGATGGGAGTAGATGAATACTCCAGTACAGAGCGGGTAGTAGTAAGCATCGATCGA

TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG
TTTTTAAGAGTTCGAGACCAACGGGGGAGCGTACTACTGTCACCCGAAGAAGTCAGCGAG

ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT
ACACAAGGAACAGAGAAATTGACAATCACTTATTCGTCATCAATGATGTGGGAGATCAAT

GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]
GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]
GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]
GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]
GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]
GGTCCTGAGTCGGTGTTGGTCAATACTTATCAGTGGATAATCAGAAACTGGGAAACAGTA]

AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC
AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC
AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC
AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC
AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC

AAAATTCAATGGTCACAAGATCCCACAATGTTGTATAATAAGATGGAGTTCGAGCCATTC
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CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT
CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT
CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT
CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT
CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT
CAGTCTCTGGTCCCTAAGGCAGCCAGGGGTCAATACAGTGGGTTCGTGAGGACACTATTT

CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC
CAGCAAATGCGAGATGTGCTTGGAACATTTGACACTGTTCAGATAATAAAACTTCTCCCC

TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG
TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG
TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG
TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG
TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG
TTTGCTGCTGCCCCACCGGAACAAAGTAGGATGCAATTCTCCTCTCTGACTGTGAATGTG

IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG
IAGAGGATCAGGAATGAGAATACTGGTAAGAGGCAATTCTCCAGTGTTCAATTACAACAAG

GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT
GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT
GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT
GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT
GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT

GCCACCAAGAGGCTCACAATTCTCGGGAAAGATGCAGGTGCATTGACCGAAGACCCAGAT
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GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA
GAAGGCACAGCTGGAGTGGAGTCTGCTGTTTTAAGAGGATTCCTCATTTTGGGCAAAGAA]

GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG
GACAAGAGATATGGCCCAGCACTGAGCATCAATGAGCTGAGCAATTTGGCAAAGGGAGAG

AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC
IAAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC
IAAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC
AAGGCTAATGTGCTAATTGGGCAAGGAGACGTGGTGTTGGTGATGAAACGGAAACGGGAC

TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG

TCTAGCATACTTACTGACAGCCAGACAGCGACCAAAAGAATTCGGATGGCCATCAATTAG
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