
Formatted Alignments
PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1 60
1 60
1 60
1 60
1 60
1 60

AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C
AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C
AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C
AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C
AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C
AT GG AT G T CA AT C CGAC T T TAC T C T T C T T GAAAG T T C CAGCGCAAA AT GC C A TAAGCAC C

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

61 120
61 120
61 120
61 120
61 120
61 120

AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G
AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G
AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G
AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G
AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G
AC AT T C C CG T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGAACAGG A T A TAC C AT G

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

121 180
121 180
121 180
121 180
121 180
121 180

GACACAG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA
GACACAG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA
GACACGG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA
GACACAG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA
GACACAG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA
GACACAG T TAACAGAACAC AT CA A T AT T CAGAAAAAGGGAA AT GGACAACAAAC T CAGAA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

181 240
181 240
181 240
181 240
181 240
181 240

AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C T T T GC C T GAGGACA AT GAGC CAAG T
AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C T T T GC C T GAGGACA AT GAGC CAAG T
AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C AT T GC C T GAGGACA AT GAGC CAAG T
AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C T T T GC C T GAGGACA AT GAGC CAAG T
AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C T T T GC C T GAGGACA AT GAGC CAAG T
AC T GGAGCAC C T CAAC T CA AT C CA AT T G AT GGAC C T T T GC C T GAGGACA AT GAGC CAAG T



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

241 300
241 300
241 300
241 300
241 300
241 300

GG A T AT GCACAAACGGAC T G T G T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACGGAC T G T G T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACGGAC T GCG T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACGGAC T G T G T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACGGAC T G T G T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACGGAC T G T G T C C T T GAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

301 360
301 360
301 360
301 360
301 360
301 360

GGA AT C T T T GAAAAC T CG T G T C T T GAAACA AT GGAAG T T G T T CAACAAACAAGAG T GGAC
GGA AT C T T T GAAAAC T CG T G T C T T GAAACA AT GGAAG T T G T T CAACAAACAAGAG T GGAC
GGA AT C T T T GAAAAC T CG T G T C T T GAAACG AT GGAAG T T G T T CAACAAACAAGAG T GGAC
GGA AT C T T T GAAAAC T CG T G T C T T GAAACA AT GGAAG T T G T T CAACAAACAAGAG T GGAC
GGA AT C T T T GAAAAC T CG T G T C T T GAAACA AT GGAAG T T G T T CAACAAACAAGAG T GGAC
GGA AT C T T T GAAAAC T CG T G T C T T GAAACA AT GGAAG T T G T T CAACAAACAAGAG T GGAC

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

361 420
361 420
361 420
361 420
361 420
361 420

AAG T T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA
AAG T T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA
AA AT T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA
AAG T T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA
AAG T T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA
AAG T T GAC C CAAGGC CG T CAGAC T T AT G AT T GGAC AT TAAACAGAA AT CAGC CGGC T GCA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

421 480
421 480
421 480
421 480
421 480
421 480

AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA
AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA
AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA
AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA
AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA
AC T GC AT TAGC TA A TAC T A TAGAGG T C T T CAG AT CGAACGG T C T TACAGC TA AT GA AT CA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

481 540
481 540
481 540
481 540
481 540
481 540

GGAAGGC TA AT T G AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA
GGAAGGC TA AT T G AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA
GGAAGGC TA A TAG AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA
GGAAGGC TA AT T G AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA
GGAAGGC TA AT T G AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA
GGAAGGC TA AT T G AT T T T C T CAAGG AT G T G AT GGA AT CA AT GG A TAAAGAGGAA A TAGAA



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

541 600
541 600
541 600
541 600
541 600
541 600

A TAACAACAC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACGC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAAAGGAAAAGAAGAG T GAGAGACAAC AT GAC CAAGAAA AT GG T C

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

601 660
601 660
601 660
601 660
601 660
601 660

ACACAAAGGACA A TAGGAAAGAAGAAACAAAG AT TAAACAAAAGGAGC T AT C T G A TAAGA
ACACAAAGGACA A TAGGAAAGAAGAAACAAAG AT TAAACAAAAGGAGC T AT C T G A TAAGA
ACACAAAGGACA A TAGGAAAGAAGAAACAAAGG T TAAACAAAAGGAGC T AT C T G A TAAGA
ACACAAAGGACA A TAGGAAAGAAGAAACAAAG AT TAAACAAAAGGAGC T AT C T G A TAAGA
ACACAAAGGACA A TAGGAAAGAAGAAACAAAG AT TAAACAAAAGGAGC T AT C T G A TAAGA
ACACAAAGGACA A TAGGAAAGAAGAAACAAAG AT TAAACAAAAGGAGC T AT C T G A TAAGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

661 720
661 720
661 720
661 720
661 720
661 720

GC AT T GAC AT T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA
GC AT T GAC AT T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA
GC AT T GACAC T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA
GC AT T GAC AT T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA
GC AT T GAC AT T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA
GC AT T GAC AT T GAACACA AT GACAAAAGACGC CGAAAGAGGCAA AT TAAAGAGAAGGGCA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

721 780
721 780
721 780
721 780
721 780
721 780

AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG
AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG
AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG
AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG
AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG
AT T GCAACAC C CGGG AT GCAA AT CAGAGGG T T T G T G TAC T T T G T T GAAAC AT TAGCAAGG

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

781 840
781 840
781 840
781 840
781 840
781 840

GGC AT T T G T GAGAAAC T CGAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAAAAGGC T
GGC AT T T G T GAGAAAC T CGAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAAAAGGC T
AGC AT T T G T GAGAAAC T T GAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAGAAGGC T
GGC AT T T G T GAGAAAC T CGAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAAAAGGC T
GGC AT T T G T GAGAAAC T CGAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAAAAGGC T
GGC AT T T G T GAGAAAC T CGAACA AT C T GGAC T C C CAG T T GGAGGCA AT GAAAAAAAGGC T



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

841 900
841 900
841 900
841 900
841 900
841 900

AAAC TAGCAA AT G T CG T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C
AAAC TAGCAA AT G T CG T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C
AAAC TAGCAA AT G T T G T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C
AAAC TAGCAA AT G T CG T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C
AAAC TAGCAA AT G T CG T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C
AAAC TAGCAA AT G T CG T GAGAAAG AT G AT GAC TA AT T CGCAAGACACAGAGC T C T C T T T C

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

901 960
901 960
901 960
901 960
901 960
901 960

ACA AT CACGGGAGACAACAC CAA AT GGA AT GAGAAC CAGA AT C C TAGG AT G T T T C T GGCA
ACA AT CACGGGAGACAACAC CAA AT GGA AT GAGAAC CAGA AT C C TAGG AT G T T T C T GGCA
ACA AT CACGGGAGACAACAC CAA AT GGA AT GAAA AT CAGA AT C C TAGG AT G T T T C T GGCA
ACA AT CACGGGAGACAACAC CAA AT GGA AT GAGAAC CAGA AT C C TAGG AT G T T T C T GGCA
ACA AT CACGGGAGACAACAC CAA AT GGA AT GAGAAC CAGA AT C C TAGG AT G T T T C T GGCA
ACA AT CACGGGAGACAACAC CAA AT GGA AT GAGAAC CAGA AT C C TAGG AT G T T T C T GGCA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

961 1020
961 1020
961 1020
961 1020
961 1020
961 1020

AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA
AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA
AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA
AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA
AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA
AT G A TAAC A T A T A TAACAAGGAAC CAAC C T GA AT GG T T CAGGA AT G T C T T GAGC AT T GCA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1021 1080
1021 1080
1021 1080
1021 1080
1021 1080
1021 1080

C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG
C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG
C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG
C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG
C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG
C C T A TA AT G T T C T CAA A TAAA AT GGCAAGAC TAGGGAAAGG A TAC AT G T T CGAAAG TAAG

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1081 1140
1081 1140
1081 1140
1081 1140
1081 1140
1081 1140

AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT CG AT C T GAAG TAC
AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT CG AT C T GAAG TAC
AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT T G AT C T GAAG T AT
AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT CG AT C T GAAG TAC
AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT CG AT C T GAAG TAC
AGC AT GAAGC T T CGAACACAA A TAC CGGCAGAA AT GC TAGCAAGC AT CG AT C T GAAG TAC



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1141 1200
1141 1200
1141 1200
1141 1200
1141 1200
1141 1200

T T CA AT GAG T CAACAAAAAAGAAA A TAGAGAAGACAAGAC C T C T T C TA A TAG AT GGCACG
T T CA AT GAG T CAACAAAAAAGAAA A TAGAGAAGACAAGAC C T C T T C TA A TAG AT GGCACG
T T CA AT GAG T CAACAAGAAAGAAA A TAGAGAAG A TAAGAC C T C T T C TA A TAG AT GG TACG
T T CA AT GAG T CAACAAAAAAGAAA A TAGAGAAGACAAGAC C T C T T C TA A TAG AT GGCACG
T T CA AT GAG T CAACAAAAAAGAAA A TAGAGAAGACAAGAC C T C T T C TA A TAG AT GGCACG
T T CA AT GAG T CAACAAAAAAGAAA A TAGAGAAGACAAGAC C T C T T C TA A TAG AT GGCACG

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1201 1260
1201 1260
1201 1260
1201 1260
1201 1260
1201 1260

GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T T T GGGA
GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T T T GGGA
GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T C T GGGA
GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T T T GGGA
GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T T T GGGA
GC C T C AT TAAGC C C T GGA AT G AT G AT GGGC AT G T T CAAC AT GC T GAG TACAG T T T T GGGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1261 1320
1261 1320
1261 1320
1261 1320
1261 1320
1261 1320

G T T T CG AT T T T GA AT C TAGGGCAAAAGAGGCACAC CAAAACAAC A TAC T GG T GGG AT GGA
G T T T CG AT T T T GA AT C TAGGGCAAAAGAGGCACAC CAAAACAAC A TAC T GG T GGG AT GGA
G T T T CG AT T C TAA AT C TAGGGCAAAAGAGG TACAC CAAAACAAC A TAC T GG T GGG AT GGA
G T T T CG AT T T T GA AT C TAGGGCAAAAGAGGCACAC CAAAACAAC A TAC T GG T GGG AT GGA
G T T T CG AT T T T GA AT C TAGGGCAAAAGAGGCACAC CAAAACAAC A TAC T GG T GGG AT GGA
G T T T CG AT T T T GA AT C TAGGGCAAAAGAGGCACAC CAAAACAAC A TAC T GG T GGG AT GGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1321 1380
1321 1380
1321 1380
1321 1380
1321 1380
1321 1380

C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA
C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA
C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA
C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA
C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA
C TACA AT C C T C T G AT GAC T T T GC T C T C A TAG T GA AT GC T C CGA AT C AT GAGGGA A TACAA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1381 1440
1381 1440
1381 1440
1381 1440
1381 1440
1381 1440

GCAGGGG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG
GCAGGGG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG
GCAGGAG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG
GCAGGGG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG
GCAGGGG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG
GCAGGGG TAGACAG AT T C T A TAGAAC C T GCAAGC T GG T CGGA AT CAAC AT GAGCAAAAAG



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1441 1500
1441 1500
1441 1500
1441 1500
1441 1500
1441 1500

AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA
AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA
AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA
AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA
AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA
AAG T C C TAC A TAAACAGGACAGGAAC AT T T GA AT T CACAAG T T T T T T C TAC CGC T AT GGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1501 1560
1501 1560
1501 1560
1501 1560
1501 1560
1501 1560

T T T G TAGC CAAC T T CAGC AT GGA AT T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T
T T T G TAGC CAAC T T CAGC AT GGA AT T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T
T T T G TAGC CAAC T T CAGC AT GGAG T T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T
T T T G TAGC CAAC T T CAGC AT GGA AT T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T
T T T G TAGC CAAC T T CAGC AT GGA AT T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T
T T T G TAGC CAAC T T CAGC AT GGA AT T GC C CAGC T T T GGAG T G T C T GGG AT CA AT GA AT C T

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1561 1620
1561 1620
1561 1620
1561 1620
1561 1620
1561 1620

GCGGAC AT GAG T AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA
GCGGAC AT GAG T AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA
GCAGAC AT GAGC AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA
GCGGAC AT GAG T AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA
GCGGAC AT GAG T AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA
GCGGAC AT GAG T AT T GGAG TAACAG T G A TAAAGAACAAC AT G AT CAACA AT G AT C T T GGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1621 1680
1621 1680
1621 1680
1621 1680
1621 1680
1621 1680

C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA
C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA
C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA
C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA
C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA
C CAGCAACAGC C CAA AT GGC T C TACAGC T AT T C AT CAAGG AT TACAG A TACAC A T AT CGA

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1681 1740
1681 1740
1681 1740
1681 1740
1681 1740
1681 1740

T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T T GAGC T GAAGAAG T T AT GG
T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T T GAGC T GAAGAAG T T AT GG
T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T CGAGC T GAAGAAG T T AT GG
T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T T GAGC T GAAGAAG T T AT GG
T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T T GAGC T GAAGAAG T T AT GG
T G T CACAGAGGAGACACACAA AT T CAAACAAGGAGG T C AT T T GAGC T GAAGAAG T T AT GG



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1741 1800
1741 1800
1741 1800
1741 1800
1741 1800
1741 1800

GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT
GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT
GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT
GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT
GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT
GAACAAAC C CGC T CAAAAGCAGGAC T GC T GG T C T CAG AT GGAGGAC CAA AT C T A TACA AT

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1801 1860
1801 1860
1801 1860
1801 1860
1801 1860
1801 1860

AT C CGGA AT C T C CAC AT T C CGGAAG T C T G T T TAAA AT GGGAAC TA AT GG AT GAAGAC T AT
AT C CGGA AT C T C CAC AT T C CGGAAG T C T G T T TAAA AT GGGAAC TA AT GG AT GAAGAC T AT
AT C CGGA AT C T C CAC AT T C CGGAAG T C T GC T TAAA AT GGGAGC TA AT GGACGAAGAC T AT
AT C CGGA AT C T C CAC AT T C CGGAAG T C T G T T TAAA AT GGGAAC TA AT GG AT GAAGAC T AT
AT C CGGA AT C T C CAC AT T C CGGAAG T C T G T T TAAA AT GGGAAC TA AT GG AT GAAGAC T AT
AT C CGGA AT C T C CAC AT T C CGGAAG T C T G T T TAAA AT GGGAAC TA AT GG AT GAAGAC T AT

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1861 1920
1861 1920
1861 1920
1861 1920
1861 1920
1861 1920

CAGGGAAGGC T T T G TA AT C C T C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G
CAGGGAAGGC T T T G TA AT C C T C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G
CAGGGAAGGC T T T G TA AT C C C C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G
CAGGGAAGGC T T T G TA AT C C T C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G
CAGGGAAGGC T T T G TA AT C C T C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G
CAGGGAAGGC T T T G TA AT C C T C T GA AT C CG T T T G T CAGC CACAAAGAA A TAGAG T C T G T G

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1921 1980
1921 1980
1921 1980
1921 1980
1921 1980
1921 1980

AACA AT GC T G T GG T G AT GC CAGCGC AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T
AACA AT GC T G T GG T G AT GC CAGCGC AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T
AACA AT GC T G T GG T G AT GC CAGC T C AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T
AACA AT GC T G T GG T G AT GC CAGCGC AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T
AACA AT GC T G T GG T G AT GC CAGCGC AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T
AACA AT GC T G T GG T G AT GC CAGCGC AT GGC C CAGC CAAGAG T AT GGA A T AT G AT GC T G T T

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

1981 2040
1981 2040
1981 2040
1981 2040
1981 2040
1981 2040

GC CAC CAC T C AT T C C T GG AT T C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG
GC CAC CAC T C AT T C C T GG AT T C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG
GC CAC CAC T CAC T C C T GG AT C C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG
GC CAC CAC T C AT T C C T GG AT T C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG
GC CAC CAC T C AT T C C T GG AT T C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG
GC CAC CAC T C AT T C C T GG AT T C C TAAGAGGAAC CGC T C C AT T C T CA A TACAAGC CAAAGG



PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

2041 2100
2041 2100
2041 2100
2041 2100
2041 2100
2041 2100

GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T G T T T GAAAA AT T C T T C
GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T G T T T GAAAA AT T C T T C
GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T AT T T GAAAA AT T C T T C
GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T G T T T GAAAA AT T C T T C
GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T G T T T GAAAA AT T C T T C
GGA AT C C T T GAAGACGAACAG AT G T AT CAAAAG T GC T GCA AT C T G T T T GAAAA AT T C T T C

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

2101 2160
2101 2160
2101 2160
2101 2160
2101 2160
2101 2160

C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T
C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T
C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T
C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T
C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T
C C TAGCAG T T C A TACAGGAGGC CGG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T T T C T

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

2161 2220
2161 2220
2161 2220
2161 2220
2161 2220
2161 2220

AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGAG T C T GGACGG AT TAAGAAGGAGGAG T T T
AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGAG T C T GGACGG AT TAAGAAGGAGGAG T T T
AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGA AT C T GGACGG AT TAAGAAGGAGGAG T T T
AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGAG T C T GGACGG AT TAAGAAGGAGGAG T T T
AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGAG T C T GGACGG AT TAAGAAGGAGGAG T T T
AGGGC C CGA AT T G AT GCGCGA AT T GAC T T CGAG T C T GGACGG AT TAAGAAGGAGGAG T T T

PB1 245467 MiSeq
PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

2221 2274
2221 2274
2221 2274
2221 2274
2221 2274
2221 2274

GC T GAG AT C AT GAAGAC C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG
GC T GAG AT C AT GAAGAC C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG
GC T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG
GC T GAG AT C AT GAAGAC C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG
GC T GAG AT C AT GAAGAC C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG
GC T GAG AT C AT GAAGAC C T G T T C CAC C AT T GAAGAGC T CAGACGGCAGAA A TAG


