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Formatted Alighments

ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTECTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC
ATGGAGAACATAGTACTACTTCTTGCAATAGTTAGCCTTGTTAAAAGTGATCAGATTTGC

ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAATGTT
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAATGTT
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAAEGTE
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAATGTT
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAATGTT
ATTGGTTACCATGCAAACAATTCGACAGAGCAAGTTGACACGATAATGGAAAAGAATGTT

ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA
ACTGTTACACATGCCCAAGACATACTGGAAAAAACACACAACGGGAAGCTCTGTGATCTA

AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC
AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC

AATGGGGTGAAGCCTCTGATTTTAAAGGATTGTAGTGTAGCTGGATGGCTCCTCGGAAAC
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CCAATGTGCGACGAATTCATCAGAGTGCCTGAATGGTCATACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCTGAATGGTCATACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCEGAATGGTC!TACATAGTGGAGCGGGCTAAE
CCAATGTGCGACGAATTCATCAGAGTGCCTGAATGGTCATACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCTGAATGGTCATACATAGTGGAGCGGGCTAAC
CCAATGTGCGACGAATTCATCAGAGTGCCTGAATGGTCATACATAGTGGAGCGGGCTAAC

CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGHCTCAATGACTATGAAGAACTGAAACACETG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG
CCAGCTAATGACCTCTGTTACCCAGGGAGCCTCAATGACTATGAAGAACTGAAACACATG

TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT
TTGAGCAGAATAAATCATTTTGAGAAGATTCTGATCATCCCCAAGAGTTCCTGGCCAAAT

CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC

CATGAAACATCACTAGGGGTGAGCGCAGCTTGTCCATACCAGGGAGCGCCCTCCTTTTTC
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AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC
AGAAATGTGGTGTGGCTTATCAAAAAGAACGATGCATACCCAACAATAAAGATAAGCTAC

AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCHGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA
AATAATACCAATCGGGAAGATCTCTTGATACTGTGGGGGATTCATCATTCCAACAATGCA

GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTAEAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT
GAAGAGCAGACAAATCTCTACAAAAACCCAACCACCTACATTTCAGTTGGAACATCAACT

TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGEACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA

TTAAACCAGAGGTTGGCACCAAAAATAGCTACTAGATCCCAAGTAAACGGGCAACGTGGA
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AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATETTAAAACCEGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT
AGAATGGACTTCTTCTGGACAATCTTAAAACCAGATGATGCAATCCATTTCGAGAGTAAT

GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT
GGAAATTTCATTGCTCCAGAATATGCATACAAAATTGTCAAGAAAGGGGACTCAACAATT

ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGHGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG
ATGAAAAGTGGAGTGGAATATGGCCACTGCAACACCAAATGTCAAACCCCAGTAGGTGCG

ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA

ATAAATTCTAGTATGCCATTCCACAACATACATCCTCTCACCATTGGGGAATGCCCCAAA
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TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA
TACGTGAAGTCAAACAAGTTGGTCCTTGCGACTGGGCTCAGAAATAGTCCTCTAAGAGAA

AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG
AAGAGAAGAAAAAGAGGCCTGTTTGGGGCGATAGCAGGGTTTATAGAGGGAGGATGGCAG

GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT
GGAATGGTTGATGGTTGGTATGGGTACCATCATAGCAATGAGCAGGGGAGTGGGTACGCT

GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATT
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATT
GCEGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATE
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATT
GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATT

GCGGACAAAGAATCCACCCAAAAGGCAATAGATGGAGTTACCAATAAGGTCAACTCAATT
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ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG
ATTGACAAAATGAACACTCAATTTGAGGCAGTTGGAAGGGAGTTTAATAACTTAGAAAGG

AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT
AGGATAGAGAATTTGAACAAGAAAATGGAAGACGGATTCCTAGATGTCTGGACCTATAAT

GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC
GCTGAACTTCTAGTTCTCATGGAAAACGAGAGGACTCTAGATTTCCATGATTCAAATGTC

AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGAETACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC

AAGAACCTTTACGACAAAGTCAGATTACAGCTTAGGGATAATGCAAAGGAGCTGGGTAAC
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GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAGAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAGAAATGGG
GGCTGTTTCGAATTCTATCACAAATGEGATAATGAATGTATGGAAAGTGTGAGAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAGAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAGAAATGGG
GGCTGTTTCGAATTCTATCACAAATGTGATAATGAATGTATGGAAAGTGTGAGAAATGGG

ACATATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACATATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACETATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACATATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACATATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA
ACATATGACTACCCTCAGTATTCAGAAGAAGCAAGATTAAAAAGAGAAGAAATAAGCGGA

GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCABTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCEAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT
GTGAAATTAGAATCAGTAGGAACTTACCAGATACTGTCAATTTATTCAACAGCGGCAAGT

TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG

TCCCTAGCACTGGCAATCATGATGGCTGGTCTATCTTTATGGATGTGCTCCAATGGGTCG
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TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTA]A
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG
TTACAGTGCAGAATTTGCATTTAG]
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