
Formatted Alignments
PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1 60
1 60
1 60
1 60
1 60

AT GG AT G T CA AT C CGAC T T TAC T T T T C T TAAAAG T GC CAGCGCAAA AT GC C A TAAG TAC C
AT GG AT G T CA AT C CGAC T T TAC T T T T C T TAAAAG T GC CAGCGCAAA AT GC C A TAAG TAC C
AT GG AT G T CA AT C CGAC T T TAC T T T T C T TAAAAG T GC CAGCGCAAA AT GC C A TAAG TAC C
AT GG AT G T CA AT C CGAC T T TAC T T T T C T TAAAAG T GC CAGCGCAAA AT GC C A TAAG TAC C
AT GG AT G T CA AT C CGAC T T TAC T T T T C T TAAAAG T GC CAGCGCAAA AT GC C A TAAG TAC C

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

61 120
61 120
61 120
61 120
61 120

AC AT T C C C T T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGGACAGG A TACACA AT G
AC AT T C C C T T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGGACAGG A TACACA AT G
AC AT T C C C T T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGGACAGG A TACACA AT G
AC AT T C C C T T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGGACAGG A TACACA AT G
AC AT T C C C T T A TAC T GGAG AT C C T C C A TACAGC C AT GGAACAGGGACAGG A TACACA AT G

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

121 180
121 180
121 180
121 180
121 180

GACACAG T CAACAGAACAC AT CA A TAC T CAGAGAAGGGAAA AT GGACAACAAACACAGAA
GACACAG T CAACAGAACAC AT CA A TAC T CAGAGAAGGGAAA AT GGACAACAAACACAGAA
GACACAG T CAACAGAACAC AT CA A TAC T CAGAGAAGGGAAA AT GGACAACAAACACAGAA
GACACAG T CAACAGAACAC AT CA A TAC T CAGAGAAGGGAAA AT GGACAACAAACACAGAA
GACACAG T CAACAGAACAC AT CA A TAC T CAGAGAAGGGAAA AT GGACAACAAACACAGAA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

181 240
181 240
181 240
181 240
181 240

AC CGGAGCAC C T CAAC T CAAC C CA AT T G AT GGAC CAC TAC C T GAGGACAACGAAC CGAGC
AC CGGAGCAC C T CAAC T CAAC C CA AT T G AT GGAC CAC TAC C T GAGGACAACGAAC CGAGC
AC CGGAGCAC C T CAAC T CAAC C CA AT T G AT GGAC CAC TAC C T GAGGACAACGAAC CGAGC
AC CGGAGCAC C T CAAC T CAAC C CA AT T G AT GGAC CAC TAC C T GAGGACAACGAAC CGAGC
AC CGGAGCAC C T CAAC T CAAC C CA AT T G AT GGAC CAC TAC C T GAGGACAACGAAC CGAGC

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

241 300
241 300
241 300
241 300
241 300

GG A T AT GCACAAACAG AT T GCG T G T T GGAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACAG AT T GCG T G T T GGAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACAG AT T GCG T G T T GGAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACAG AT T GCG T G T T GGAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA
GG A T AT GCACAAACAG AT T GCG T G T T GGAAGCA AT GGC T T T C C T T GAAGAG T C C CAC C CA



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

301 360
301 360
301 360
301 360
301 360

GGG AT C T T T GGAAAC T C T T G T C T T GAAACG AT GGAAG T CG T T CAGCAAACAAGAG T GGAC
GGG AT C T T T GGAAAC T C T T G T C T T GAAACG AT GGAAG T CG T T CAGCAAACAAGAG T GGAC
GGG AT C T T T GGAAAC T C T T G T C T T GAAACG AT GGAAG T CG T T CAGCAAACAAGAG T GGAC
GGG AT C T T T GGAAAC T C T T G T C T T GAAACG AT GGAAG T CG T T CAGCAAACAAGAG T GGAC
GGG AT C T T T GGAAAC T C T T G T C T T GAAACG AT GGAAG T CG T T CAGCAAACAAGAG T GGAC

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

361 420
361 420
361 420
361 420
361 420

AAAC TAAC T CAAGG T CGC CAGAC T T AT GAC T GGACAC T GA A TAGAAAC CAAC CAGC T GCA
AAAC TAAC T CAAGG T CGC CAGAC T T AT GAC T GGACAC T GA A TAGAAAC CAAC CAGC T GCA
AAAC TAAC T CAAGG T CGC CAGAC T T AT GAC T GGACAC T GA A TAGAAAC CAAC CAGC T GCA
AAAC TAAC T CAAGG T CGC CAGAC T T AT GAC T GGACAC T GA A TAGAAAC CAAC CAGC T GCA
AAAC TAAC T CAAGG T CGC CAGAC T T AT GAC T GGACAC T GA A TAGAAAC CAAC CAGC T GCA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

421 480
421 480
421 480
421 480
421 480

AC T GC C C T GGC CAACAC T A TAGAGG T C T T CAG AT CAAACGG T C TAACAGC CA AT GA AT CG
AC T GC C C T GGC CAACAC T A TAGAGG T C T T CAG AT CAAACGG T C TAACAGC CA AT GA AT CG
AC T GC C C T GGC CAACAC T A TAGAGG T C T T CAG AT CAAACGG T C TAACAGC CA AT GA AT CG
AC T GC C C T GGC CAACAC T A TAGAGG T C T T CAG AT CAAACGG T C TAACAGC CA AT GA AT CG
AC T GC C C T GGC CAACAC T A TAGAGG T C T T CAG AT CAAACGG T C TAACAGC CA AT GA AT CG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

481 540
481 540
481 540
481 540
481 540

GGGAGAC TA A TAG AT T T C C T CAAGGACG T G AT GGAC T CA AT GG A TACAGAAGAA AT GGAA
GGGAGAC TA A TAG AT T T C C T CAAGGACG T G AT GGAC T CA AT GG A TACAGAAGAA AT GGAA
GGGAGAC TA A TAG AT T T C C T CAAGGACG T G AT GGAC T CA AT GG A TACAGAAGAA AT GGAA
GGGAGAC TA A TAG AT T T C C T CAAGGACG T G AT GGAC T CA AT GG A TACAGAAGAA AT GGAA
GGGAGAC TA A TAG AT T T C C T CAAGGACG T G AT GGAC T CA AT GG A TACAGAAGAA AT GGAA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

541 600
541 600
541 600
541 600
541 600

A TAACAACAC AT T T C CAGAGAAAGAGAAGAG TAAGGGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAGAGAAAGAGAAGAG TAAGGGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAGAGAAAGAGAAGAG TAAGGGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAGAGAAAGAGAAGAG TAAGGGACAAC AT GAC CAAGAAA AT GG T C
A TAACAACAC AT T T C CAGAGAAAGAGAAGAG TAAGGGACAAC AT GAC CAAGAAA AT GG T C



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

601 660
601 660
601 660
601 660
601 660

ACACAAAGAACA A TAGGAAAGAAGAAACAAAGGC TAAACAAGAGGAGC TAC T TA A TAAGA
ACACAAAGAACA A TAGGAAAGAAGAAACAAAGGC TAAACAAGAGGAGC TAC T TA A TAAGA
ACACAAAGAACA A TAGGAAAGAAGAAACAAAGGC TAAACAAGAGGAGC TAC T TA A TAAGA
ACACAAAGAACA A TAGGAAAGAAGAAACAAAGGC TAAACAAGAGGAGC TAC T TA A TAAGA
ACACAAAGAACA A TAGGAAAGAAGAAACAAAGGC TAAACAAGAGGAGC TAC T TA A TAAGA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

661 720
661 720
661 720
661 720
661 720

GCAC T GACAC T GA A TACA AT GACAAAAG AT GCAGAAAGAGGCAA AT T GAAGAGACGGGCG
GCAC T GACAC T GA A TACA AT GACAAAAG AT GCAGAAAGAGGCAA AT T GAAGAGACGGGCG
GCAC T GACAC T GA A TACA AT GACAAAAG AT GCAGAAAGAGGCAA AT T GAAGAGACGGGCG
GCAC T GACAC T GA A TACA AT GACAAAAG AT GCAGAAAGAGGCAA AT T GAAGAGACGGGCG
GCAC T GACAC T GA A TACA AT GACAAAAG AT GCAGAAAGAGGCAA AT T GAAGAGACGGGCG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

721 780
721 780
721 780
721 780
721 780

AT T GCAACAC CAGGG AT GCAG AT TAGAGG AT T T G T G TAC T T T G T CGAAACAC T GGCAAGG
AT T GCAACAC CAGGG AT GCAG AT TAGAGG AT T T G T G TAC T T T G T CGAAACAC T GGCAAGG
AT T GCAACAC CAGGG AT GCAG AT TAGAGG AT T T G T G TAC T T T G T CGAAACAC T GGCAAGG
AT T GCAACAC CAGGG AT GCAG AT TAGAGG AT T T G T G TAC T T T G T CGAAACAC T GGCAAGG
AT T GCAACAC CAGGG AT GCAG AT TAGAGG AT T T G T G TAC T T T G T CGAAACAC T GGCAAGG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

781 840
781 840
781 840
781 840
781 840

AGC AT C T G T GAAAAAC T T GAGCA AT C T GGAC T C C C CG T T GGAGGAA AT GAGAAGAAGGC T
AGC AT C T G T GAAAAAC T T GAGCA AT C T GGAC T C C C CG T T GGAGGAA AT GAGAAGAAGGC T
AGC AT C T G T GAAAAAC T T GAGCA AT C T GGAC T C C C CG T T GGAGGAA AT GAGAAGAAGGC T
AGC AT C T G T GAAAAAC T T GAGCA AT C T GGAC T C C C CG T T GGAGGAA AT GAGAAGAAGGC T
AGC AT C T G T GAAAAAC T T GAGCA AT C T GGAC T C C C CG T T GGAGGAA AT GAGAAGAAGGC T

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

841 900
841 900
841 900
841 900
841 900

AA AT T GGCAA AT G T CG T GAGGAAA AT G AT GAC TAAC T CACAAG A TACAGAGC T C T C C T T C
AA AT T GGCAA AT G T CG T GAGGAAA AT G AT GAC TAAC T CACAAG A TACAGAGC T C T C C T T C
AA AT T GGCAA AT G T CG T GAGGAAA AT G AT GAC TAAC T CACAAG A TACAGAGC T C T C C T T C
AA AT T GGCAA AT G T CG T GAGGAAA AT G AT GAC TAAC T CACAAG A TACAGAGC T C T C C T T C
AA AT T GGCAA AT G T CG T GAGGAAA AT G AT GAC TAAC T CACAAG A TACAGAGC T C T C C T T C



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

901 960
901 960
901 960
901 960
901 960

ACA AT TAC T GGAG A TAACACAAA AT GGA AT GAGA AT CAAA AT C C T CGG AT G T T T C T GGCA
ACA AT TAC T GGAG A TAACACAAA AT GGA AT GAGA AT CAAA AT C C T CGG AT G T T T C T GGCA
ACA AT TAC T GGAG A TAACACAAA AT GGA AT GAGA AT CAAA AT C C T CGG AT G T T T C T GGCA
ACA AT TAC T GGAG A TAACACAAA AT GGA AT GAGA AT CAAA AT C C T CGG AT G T T T C T GGCA
ACA AT TAC T GGAG A TAACACAAA AT GGA AT GAGA AT CAAA AT C C T CGG AT G T T T C T GGCA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

961 1020
961 1020
961 1020
961 1020
961 1020

AT G A TAACG TAC AT TACAAGAAAC CAAC C T GA AT GG T T TAGAA AT G T C T T GAG T AT T GC C
AT G A TAACG TAC AT TACAAGAAAC CAAC C T GA AT GG T T TAGAA AT G T C T T GAG T AT T GC C
AT G A TAACG TAC AT TACAAGAAAC CAAC C T GA AT GG T T TAGAA AT G T C T T GAG T AT T GC C
AT G A TAACG TAC AT TACAAGAAAC CAAC C T GA AT GG T T TAGAA AT G T C T T GAG T AT T GC C
AT G A TAACG TAC AT TACAAGAAAC CAAC C T GA AT GG T T TAGAA AT G T C T T GAG T AT T GC C

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1021 1080
1021 1080
1021 1080
1021 1080
1021 1080

C C T A TA AT G T T C T CGAACAAA AT GGCGAG AT T GGGAAAAGGG TAC AT G T T T GAAAG TAAG
C C T A TA AT G T T C T CGAACAAA AT GGCGAG AT T GGGAAAAGGG TAC AT G T T T GAAAG TAAG
C C T A TA AT G T T C T CGAACAAA AT GGCGAG AT T GGGAAAAGGG TAC AT G T T T GAAAG TAAG
C C T A TA AT G T T C T CGAACAAA AT GGCGAG AT T GGGAAAAGGG TAC AT G T T T GAAAG TAAG
C C T A TA AT G T T C T CGAACAAA AT GGCGAG AT T GGGAAAAGGG TAC AT G T T T GAAAG TAAG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1081 1140
1081 1140
1081 1140
1081 1140
1081 1140

AGC AT GAAG T TACGGACACAA A TAC C T GCAGAA A TAC T T GCAAAC AT T GAC T TAAA A TAC
AGC AT GAAG T TACGGACACAA A TAC C T GCAGAA A TAC T T GCAAAC AT T GAC T TAAA A TAC
AGC AT GAAG T TACGGACACAA A TAC C T GCAGAA A TAC T T GCAAAC AT T GAC T TAAA A TAC
AGC AT GAAG T TACGGACACAA A TAC C T GCAGAA A TAC T T GCAAAC AT T GAC T TAAA A TAC
AGC AT GAAG T TACGGACACAA A TAC C T GCAGAA A TAC T T GCAAAC AT T GAC T TAAA A TAC

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1141 1200
1141 1200
1141 1200
1141 1200
1141 1200

T T CA AT GA AT CAACAAGAAAGAAA AT CGAAAAA A TAAGGC C T C TAC TA A TAG AT GGCAC T
T T CA AT GA AT CAACAAGAAAGAAA AT CGAAAAA A TAAGGC C T C TAC TA A TAG AT GGCAC T
T T CA AT GA AT CAACAAGAAAGAAA AT CGAAAAA A TAAGGC C T C TAC TA A TAG AT GGCAC T
T T CA AT GA AT CAACAAGAAAGAAA AT CGAAAAA A TAAGGC C T C TAC TA A TAG AT GGCAC T
T T CA AT GA AT CAACAAGAAAGAAA AT CGAAAAA A TAAGGC C T C TAC TA A TAG AT GGCAC T



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1201 1260
1201 1260
1201 1260
1201 1260
1201 1260

GC C T C AT T GAG T C C T GGA AT G AT G AT GGGC AT G T T CA A T AT GC T GAG TACAG T AT TAGGA
GC C T C AT T GAG T C C T GGA AT G AT G AT GGGC AT G T T CA A T AT GC T GAG TACAG T AT TAGGA
GC C T C AT T GAG T C C T GGA AT G AT G AT GGGC AT G T T CA A T AT GC T GAG TACAG T AT TAGGA
GC C T C AT T GAG T C C T GGA AT G AT G AT GGGC AT G T T CA A T AT GC T GAG TACAG T AT TAGGA
GC C T C AT T GAG T C C T GG T AT G AT G AT GGGC AT G T T CA A T AT GC T GAG TACAG T AT TAGGA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1261 1320
1261 1320
1261 1320
1261 1320
1261 1320

G T T T CA AT C C TAA AT C T T GGGCAAAAGAGG TACAC CAAAAC CAC A TAC T GG T GGG AT GGA
G T T T CA AT C C TAA AT C T T GGGCAAAAGAGG TACAC CAAAAC CAC A TAC T GG T GGG AT GGA
G T T T CA AT C C TAA AT C T T GGGCAAAAGAGG TACAC CAAAAC CAC A TAC T GG T GGG AT GGA
G T T T CA AT C C TAA AT C T T GGGCAAAAGAGG TACAC CAAAAC CAC A TAC T GG T GGG AT GGA
G T T T CA AT C C TAA AT C T T GGGCAAAAGAGG TACAC CAAAAC CAC A TAC T GG T GGG AT GGA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1321 1380
1321 1380
1321 1380
1321 1380
1321 1380

C T C CA AT C C T C T G AT G AT T T CGC C C T C A TAG TAA AT GCAC C TA AT C AT GAGGGA A TACAA
C T C CA AT C C T C T G AT G AT T T CGC C C T C A TAG TAA AT GCAC C TA AT C AT GAGGGA A TACAA
C T C CA AT C C T C T G AT G AT T T CGC C C T C A TAG TAA AT GCAC C TA AT C AT GAGGGA A TACAA
C T C CA AT C C T C T G AT G AT T T CGC C C T C A TAG TAA AT GCAC C TA AT C AT GAGGGA A TACAA
C T C CA AT C C T C T G AT G AT T T CGC C C T C A TAG TAA AT GCAC C TA AT C AT GAGGGA A TACAA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1381 1440
1381 1440
1381 1440
1381 1440
1381 1440

GCAGGAG T GG A TAGG T T C T A TAGGAC C T GCAAAC T GG T CGGG AT CA A T AT GAGCAAAAAG
GCAGGAG T GG A TAGG T T C T A TAGGAC C T GCAAAC T GG T CGGG AT CA A T AT GAGCAAAAAG
GCAGGAG T GG A TAGG T T C T A TAGGAC C T GCAAAC T GG T CGGG AT CA A T AT GAGCAAAAAG
GCAGGAG T GG A TAGG T T C T A TAGGAC C T GCAAAC T GG T CGGG AT CA A T AT GAGCAAAAAG
GCAGGAG T GG A TAGG T T C T A TAGGAC C T GCAAAC T GG T CGGG AT CA A T AT GAGCAAAAAG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1441 1500
1441 1500
1441 1500
1441 1500
1441 1500

AAG T C T TAC A TAAAC CGGAC T GGAAC AT T T GAG T T CACAAGC T T T T T C T AT CGC T AT GGA
AAG T C T TAC A TAAAC CGGAC T GGAAC AT T T GAG T T CACAAGC T T T T T C T AT CGC T AT GGA
AAG T C T TAC A TAAAC CGGAC T GGAAC AT T T GAG T T CACAAGC T T T T T C T AT CGC T AT GGA
AAG T C T TAC A TAAAC CGGAC T GGAAC AT T T GAG T T CACAAGC T T T T T C T AT CGC T AT GGA
AAG T C T TAC A TAAAC CGGAC T GGAAC AT T T GAG T T CACAAGC T T T T T C T AT CGC T AT GGA



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1501 1560
1501 1560
1501 1560
1501 1560
1501 1560

T T T G T GGC TAAC T T CAG T AT GGAGC T GC C CAGC T T T GGAG T T T C T GGG AT CA AT GA AT CA
T T T G T GGC TAAC T T CAG T AT GGAGC T GC C CAGC T T T GGAG T T T C T GGG AT CA AT GA AT CA
T T T G T GGC TAAC T T CAG T AT GGAGC T GC C CAGC T T T GGAG T T T C T GGG AT CA AT GA AT CA
T T T G T GGC TAAC T T CAG T AT GGAGC T GC C CAGC T T T GGAG T T T C T GGG AT CA AT GA AT CA
T T T G T GGC TAAC T T CAG T AT GGAGC T GC C CAGC T T T GGAG T T T C T GGG AT CA AT GA AT CA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1561 1620
1561 1620
1561 1620
1561 1620
1561 1620

GC T GAC AT GAGC AT T GGCG T CACAG T G A TAAAAAACAAC AT G A TAAACA AT GAC C T T GG T
GC T GAC AT GAGC AT T GGCG T CACAG T G A TAAAAAACAAC AT G A TAAACA AT GAC C T T GG T
GC T GAC AT GAGC AT T GGCG T CACAG T G A TAAAAAACAAC AT G A TAAACA AT GAC C T T GG T
GC T GAC AT GAGC AT T GGCG T CACAG T G A TAAAAAACAAC AT G A TAAACA AT GAC C T T GG T
GC T GAC AT GAGC AT T GGCG T CACAG T G A TAAAAAACAAC AT G A TAAACA AT GAC C T T GG T

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1621 1680
1621 1680
1621 1680
1621 1680
1621 1680

C CAGCAACAGC T CAA AT GGC C C T T CAAC T AT T C AT CAAAG AT TACAGG TACACG TAC CGA
C CAGCAACAGC T CAA AT GGC C C T T CAAC T AT T C AT CAAAG AT TACAGG TACACG TAC CGA
C CAGCAACAGC T CAA AT GGC C C T T CAAC T AT T C AT CAAAG AT TACAGG TACACG TAC CGA
C CAGCAACAGC T CAA AT GGC C C T T CAAC T AT T C AT CAAAG AT TACAGG TACACG TAC CGA
C CAGCAACAGC T CAA AT GGC C C T T CAAC T AT T C AT CAAAG AT TACAGG TACACG TAC CGA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1681 1740
1681 1740
1681 1740
1681 1740
1681 1740

T GC CACAGAGG T GACACACAA AT T CAAACGAGGAG AT C AT T CGAGC T GAAGAAGC T G T GG
T GC CACAGAGG T GACACACAA AT T CAAACGAGGAG AT C AT T CGAGC T GAAGAAGC T G T GG
T GC CACAGAGG T GACACACAA AT T CAAACGAGGAG AT C AT T CGAGC T GAAGAAGC T G T GG
T GC CACAGAGG T GACACACAA AT T CAAACGAGGAG AT C AT T CGAGC T GAAGAAGC T G T GG
T GC CACAGAGG T GACACACAA AT T CAAACGAGGAG AT C AT T CGAGC T GAAGAAGC T G T GG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1741 1800
1741 1800
1741 1800
1741 1800
1741 1800

GAACAGAC C CG T T CAAAGGCAGGAC T G T T GG T G T CAG AT GGAGGAC CAA AT C T A TACAAC
GAACAGAC C CG T T CAAAGGCAGGAC T G T T GG T G T CAG AT GGAGGAC CAA AT C T A TACAAC
GAACAGAC C CG T T CAAAGGCAGGAC T G T T GG T G T CAG AT GGAGGAC CAA AT C T A TACAAC
GAACAGAC C CG T T CAAAGGCAGGAC T G T T GG T G T CAG AT GGAGGAC CAA AT C T A TACAAC
GAACAGAC C CG T T CAAAGGCAGGAC T G T T GG T G T CAG AT GGAGGAC CAA AT C T A TACAAC



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1801 1860
1801 1860
1801 1860
1801 1860
1801 1860

AT T CGGA AT C T C C A T AT C C CAGAGG T C T GC C T GAAG T GGGAGC T G AT GGACGAAG AT TAC
AT T CGGA AT C T C C A T AT C C CAGAGG T C T GC C T GAAG T GGGAGC T G AT GGACGAAG AT TAC
AT T CGGA AT C T C C A T AT C C CAGAGG T C T GC C T GAAG T GGGAGC T G AT GGACGAAG AT TAC
AT T CGGA AT C T C C A T AT C C CAGAGG T C T GC C T GAAG T GGGAGC T G AT GGACGAAG AT TAC
AT T CGGA AT C T C C A T AT C C CAGAGG T C T GC C T GAAG T GGGAGC T G AT GGACGAAG AT TAC

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1861 1920
1861 1920
1861 1920
1861 1920
1861 1920

CAGGGCAGG T T G T G TA AT C C T C T GAAC C C AT T T G T CAG T C A TAAAGAA AT T GAG T C CG TA
CAGGGCAGG T T G T G TA AT C C T C T GAAC C C AT T T G T CAG T C A TAAAGAA AT T GAG T C CG TA
CAGGGCAGG T T G T G TA AT C C T C T GAAC C C AT T T G T CAG T C A TAAAGAA AT T GAG T C CG TA
CAGGGCAGG T T G T G TA AT C C T C T GAAC C C AT T T G T CAG T C A TAAAGAA AT T GAG T C CG TA
CAGGGCAGG T T G T G TA AT C T T C T GAAC C C AT T T G T CAG T C A TAAAGAA AT T GAG T C CG TA

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1921 1980
1921 1980
1921 1980
1921 1980
1921 1980

AACA AT GC T G T GG T G AT GC CAGCACACGG T C CAGC CAAAAGC AT GGA A T AT G AT GC C AT T
AACA AT GC T G T GG T G AT GC CAGCACACGG T C CAGC CAAAAGC AT GGA A T AT G AT GC C AT T
AACA AT GC T G T GG T G AT GC CAGCACACGG T C CAGC CAAAAGC AT GGA A T AT G AT GC C AT T
AACA AT GC T G T GG T G AT GC CAGCACACGG T C CAGC CAAAAGC AT GGA A T AT G AT GC C AT T
AACA AT GC T G T GG T G AT GC CAGCACACGG T C CAGC CAAAAGC AT GGA A T AT G AT GC C AT T

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

1981 2040
1981 2040
1981 2040
1981 2040
1981 2040

GCGAC TACACAC T C AT GG AT T C C TAAAAGGA AT CG T T C C AT T C T CA A TAC CAG T CAAAGG
GCGAC TACACAC T C AT GG AT T C C TAAAAGGA AT CG T T C C AT T C T CA A TAC CAG T CAAAGG
GCGAC TACACAC T C AT GG AT T C C TAAAAGGA AT CG T T C C AT T C T CA A TAC CAG T CAAAGG
GCGAC TACACAC T C AT GG AT T C C TAAAAGGA AT CG T T C C AT T C T CA A TAC CAG T CAAAGG
GCGAC TACACAC T C AT GG AT T C C TAAAAGGA AT CG T T C C AT T C T CA A TAC CAG T CAAAGG

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

2041 2100
2041 2100
2041 2100
2041 2100
2041 2100

GGA AT T C T T GAGG AT GAACAG AT G TAC CAGAA AT GC T GCAG T C T AT T CGAAAA AT T T T T T
GGA AT T C T T GAGG AT GAACAG AT G TAC CAGAA AT GC T GCAG T C T AT T CGAAAA AT T T T T T
GGA AT T C T T GAGG AT GAACAG AT G TAC CAGAA AT GC T GCAG T C T AT T CGAAAA AT T T T T T
GGA AT T C T T GAGG AT GAACAG AT G TAC CAGAA AT GC T GCAG T C T AT T CGAAAA AT T T T T T
GGA AT T C T T GAGG AT GAACAG AT G TAC CAGAA AT GC T GCAG T C T AT T CGAAAA AT T T T T T



PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

2101 2160
2101 2160
2101 2160
2101 2160
2101 2160

C C CAG TAG T T C A TACAGGAGAC CAG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T G T C T
C C CAG TAG T T C A TACAGGAGAC CAG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T G T C T
C C CAG TAG T T C A TACAGGAGAC CAG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T G T C T
C C CAG TAG T T C A TACAGGAGAC CAG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T G T C T
C C CAG TAG T T C A TACAGGAGAC CAG T T GGA AT T T C CAGC AT GG T GGAGGC C AT GG T G T C T

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

2161 2220
2161 2220
2161 2220
2161 2220
2161 2220

AGGGC C CGA AT CG AT GCACGC AT T G AT T T CGA AT C T GGAAGG AT CAAGAAGGGAGAG T T T
AGGGC C CGA AT CG AT GCACGC AT T G AT T T CGA AT C T GGAAGG AT CAAGAAGGGAGAG T T T
AGGGC C CGA AT CG AT GCACGC AT T G AT T T CGA AT C T GGAAGG AT CAAGAAGGGAGAG T T T
AGGGC C CGA AT CG AT GCACGC AT T G AT T T CGA AT C T GGAAGG AT CAAGAAGGGAGAG T T T
AGGGC C CGA AT CG AT GCACGC AT T G AT T T CGA AT C T GGAAGG AT CAAGAAGGGAGAG T T T

PB1 245625 MiSeq
PB1 245626 Method A
PB1 245626 Method E
PB1 245626 Method K
PB1 245626 Method N

2221 2274
2221 2274
2221 2274
2221 2274
2221 2274

T C T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAAAA A TAG
T C T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAAAA A TAG
T C T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAAAA A TAG
T C T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAAAA A TAG
T C T GAG AT C AT GAAG AT C T G T T C CAC C AT T GAAGAGC T CAGACGGCAAAA A TAG


