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Formatted Alignments

ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC
ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC
ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC
ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC
ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC
ATGGATGTCAATCCGACTTTACTCTTCTTGAAAGTTCCAGCGCAAAATGCCATAAGCACC

IACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG
ACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG
ACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG
IACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG
IACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG
IACATTCCCGTATACTGGAGATCCTCCATACAGCCATGGAACAGGAACAGGATATACCATG

GACACAGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA
GACACAGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA
GACACEGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA
GACACAGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA
GACACAGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA
GACACAGTTAACAGAACACATCAATATTCAGAAAAAGGGAAATGGACAACAAACTCAGAA

ACTGGAGCACCTCAACTCAATCCAATTGATGGACCTTTGCCTGAGGACAATGAGCCAAGT
ACTGGAGCACCTCAACTCAATCCAATTGATGGACCTTTGCCTGAGGACAATGAGCCAAGT
ACTGGAGCACCTCAACTCAATCCAATTGATGGACC@TTGCCTGAGGACAATGAGCCAAGT
ACTGGAGCACCTCAACTCAATCCAATTGATGGACCTTTGCCTGAGGACAATGAGCCAAGT
ACTGGAGCACCTCAACTCAATCCAATTGATGGACCTTTGCCTGAGGACAATGAGCCAAGT

ACTGGAGCACCTCAACTCAATCCAATTGATGGACCTTTGCCTGAGGACAATGAGCCAAGT
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GGATATGCACAAACGGACTGTGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACGGACTGTGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACGGACTGEGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACGGACTGTGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACGGACTGTGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA
GGATATGCACAAACGGACTGTGTCCTTGAAGCAATGGCTTTCCTTGAAGAGTCCCACCCA

GGAATCTTTGAAAACTCGTGTCTTGAAACAATGGAAGTTGTTCAACAAACAAGAGTGGAC
GGAATCTTTGAAAACTCGTGTCTTGAAACAATGGAAGTTGTTCAACAAACAAGAGTGGAC
GGAATCTTTGAAAACTCGTGTCTTGAAACEATGGAAGTTGTTCAACAAACAAGAGTGGAC
GGAATCTTTGAAAACTCGTGTCTTGAAACAATGGAAGTTGTTCAACAAACAAGAGTGGAC
GGAATCTTTGAAAACTCGTGTCTTGAAACAATGGAAGTTGTTCAACAAACAAGAGTGGAC
GGAATCTTTGAAAACTCGTGTCTTGAAACAATGGAAGTTGTTCAACAAACAAGAGTGGAC

IAAGTTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA
IAAGTTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA
AA@TTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA
IAAGTTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA
IAAGTTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA
IAAGTTGACCCAAGGCCGTCAGACTTATGATTGGACATTAAACAGAAATCAGCCGGCTGCA

IACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA
IACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA
ACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA
IACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA
IACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA
IACTGCATTAGCTAATACTATAGAGGTCTTCAGATCGAACGGTCTTACAGCTAATGAATCA

GGAAGGCTAATTGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
GGAAGGCTAATTGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
GGAAGGCTAATEGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
GGAAGGCTAATTGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
GGAAGGCTAATTGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
GGAAGGCTAATTGATTTTCTCAAGGATGTGATGGAATCAATGGATAAAGAGGAAATAGAA
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ATAACAACACATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC
ATAACAACECATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC
ATAACAACACATTTCCAAAGGAAAAGAAGAGTGAGAGACAACATGACCAAGAAAATGGTC

ACACAAAGGACAATAGGAAAGAAGAAACAAAGATTAAACAAAAGGAGCTATCTGATAAGA
ACACAAAGGACAATAGGAAAGAAGAAACAAAGATTAAACAAAAGGAGCTATCTGATAAGA
ACACAAAGGACAATAGGAAAGAAGAAACAAAGETTAAACAAAAGGAGCTATCTGATAAGA
ACACAAAGGACAATAGGAAAGAAGAAACAAAGATTAAACAAAAGGAGCTATCTGATAAGA
ACACAAAGGACAATAGGAAAGAAGAAACAAAGATTAAACAAAAGGAGCTATCTGATAAGA
ACACAAAGGACAATAGGAAAGAAGAAACAAAGATTAAACAAAAGGAGCTATCTGATAAGA

GCATTGACATTGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA
GCATTGACATTGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA
GCATTGACAETGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA
GCATTGACATTGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA
GCATTGACATTGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA
GCATTGACATTGAACACAATGACAAAAGACGCCGAAAGAGGCAAATTAAAGAGAAGGGCA

ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG
ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG
ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG
ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG
ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG

ATTGCAACACCCGGGATGCAAATCAGAGGGTTTGTGTACTTTGTTGAAACATTAGCAAGG

GCATTTGTGAGAAACTCGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAAAAGGCT
GCATTTGTGAGAAACTCGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAAAAGGCT
AGCATTTGTGAGAAACTnGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAHAAGGCT
GCATTTGTGAGAAACTCGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAAAAGGCT
GCATTTGTGAGAAACTCGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAAAAGGCT
GCATTTGTGAGAAACTCGAACAATCTGGACTCCCAGTTGGAGGCAATGAAAAAAAGGCT
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AAACTAGCAAATGTCGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC
AAACTAGCAAATGTCGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC
AAACTAGCAAATGTEGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC
AAACTAGCAAATGTCGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC
AAACTAGCAAATGTCGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC
AAACTAGCAAATGTCGTGAGAAAGATGATGACTAATTCGCAAGACACAGAGCTCTCTTTC

ACAATCACGGGAGACAACACCAAATGGAATGAGAACCAGAATCCTAGGATGTTTCTGGCA
ACAATCACGGGAGACAACACCAAATGGAATGAGAACCAGAATCCTAGGATGTTTCTGGCA
ACAATCACGGGAGACAACACCAAATGGAATGAEA&ICAGAATCCTAGGATGTTTCTGGCA
ACAATCACGGGAGACAACACCAAATGGAATGAGAACCAGAATCCTAGGATGTTTCTGGCA
ACAATCACGGGAGACAACACCAAATGGAATGAGAACCAGAATCCTAGGATGTTTCTGGCA
IACAATCACGGGAGACAACACCAAATGGAATGAGAACCAGAATCCTAGGATGTTTCTGGCA]

ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]
ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]
ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]
ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]
ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]
ATGATAACATATATAACAAGGAACCAACCTGAATGGTTCAGGAATGTCTTGAGCATTGCA]

CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG
CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG
CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG
CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG
CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG
CCTATAATGTTCTCAAATAAAATGGCAAGACTAGGGAAAGGATACATGTTCGAAAGTAAG

AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATCGATCTGAAGTAC
AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATCGATCTGAAGTAC
AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATEGATCTGAAGT4E
AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATCGATCTGAAGTAC
AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATCGATCTGAAGTAC
AGCATGAAGCTTCGAACACAAATACCGGCAGAAATGCTAGCAAGCATCGATCTGAAGTAC
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TTCAATGAGTCAACAAAAAAGAAAATAGAGAAGACAAGACCTCTTCTAATAGATGGCACG
TTCAATGAGTCAACAAAAAAGAAAATAGAGAAGACAAGACCTCTTCTAATAGATGGCACG
TTCAATGAGTCAACAAAAGAAAATAGAGAAGAAGACCTCTTC TAATAGATGGACG
TTCAATGAGTCAACAAAAAAGAAAATAGAGAAGACAAGACCTCTTCTAATAGATGGCACG
TTCAATGAGTCAACAAAAAAGAAAATAGAGAAGACAAGACCTCTTCTAATAGATGGCACG
TTCAATGAGTCAACAAAAAAGAAAATAGAGAAGACAAGACCTCTTCTAATAGATGGCACG

GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTTTTGGGA
GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTTTTGGGA
GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTT!TGGGA
GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTTTTGGGA
GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTTTTGGGA
GCCTCATTAAGCCCTGGAATGATGATGGGCATGTTCAACATGCTGAGTACAGTTTTGGGA

GTTTCGATTTTGAATCTAGGGCAAAAGAGGCACACCAAAACAACATACTGGTGGGATGGA
GTTTCGATTTTGAATCTAGGGCAAAAGAGGCACACCAAAACAACATACTGGTGGGATGGA
GTTTCGATTETEMATCTAGGGCAAAAGAGGEACACCAAAACAACATACTGGTGGGATGGA
GTTTCGATTTTGAATCTAGGGCAAAAGAGGCACACCAAAACAACATACTGGTGGGATGGA
GTTTCGATTTTGAATCTAGGGCAAAAGAGGCACACCAAAACAACATACTGGTGGGATGGA
GTTTCGATTTTGAATCTAGGGCAAAAGAGGCACACCAAAACAACATACTGGTGGGATGGA

CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA
CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA
CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA]
CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA
CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA
CTACAATCCTCTGATGACTTTGCTCTCATAGTGAATGCTCCGAATCATGAGGGAATACAA]

GCAGGGGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAG
GCAGGGGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAQG
GCAGGEGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAG
GCAGGGGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAG
GCAGGGGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAG

GCAGGGGTAGACAGATTCTATAGAACCTGCAAGCTGGTCGGAATCAACATGAGCAAAAAG
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AAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA
AAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA
AAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA
AAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA
AAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA
IAAGTCCTACATAAACAGGACAGGAACATTTGAATTCACAAGTTTTTTCTACCGCTATGGA

TTTGTAGCCAACTTCAGCATGGAATTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT
TTTGTAGCCAACTTCAGCATGGAATTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT
TTTGTAGCCAACTTCAGCATGGAETTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT
TTTGTAGCCAACTTCAGCATGGAATTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT
TTTGTAGCCAACTTCAGCATGGAATTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT
TTTGTAGCCAACTTCAGCATGGAATTGCCCAGCTTTGGAGTGTCTGGGATCAATGAATCT

GCGGACATGAGTATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA
GCGGACATGAGTATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA
GCEGACATGAGEATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA
GCGGACATGAGTATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA
GCGGACATGAGTATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA
GCGGACATGAGTATTGGAGTAACAGTGATAAAGAACAACATGATCAACAATGATCTTGGA

CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]
CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]
CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]
CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]
CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]
CCAGCAACAGCCCAAATGGCTCTACAGCTATTCATCAAGGATTACAGATACACATATCGA]

TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTTGAGCTGAAGAAGTTATGG
TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTTGAGCTGAAGAAGTTATGG
TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTEGAGCTGAAGAAGTTATGG
TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTTGAGCTGAAGAAGTTATGG
TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTTGAGCTGAAGAAGTTATGG

TGTCACAGAGGAGACACACAAATTCAAACAAGGAGGTCATTTGAGCTGAAGAAGTTATGG
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GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT
GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT
GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT
GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT
GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT
GAACAAACCCGCTCAAAAGCAGGACTGCTGGTCTCAGATGGAGGACCAAATCTATACAAT

ATCCGGAATCTCCACATTCCGGAAGTCTGTTTAAAATGGGAACTAATGGATGAAGACTAT
ATCCGGAATCTCCACATTCCGGAAGTCTGTTTAAAATGGGAACTAATGGATGAAGACTAT
ATCCGGAATCTCCACATTCCGGAAGTCTGETTAAAATGGGAECTAATGGAEGAAGACTAT
ATCCGGAATCTCCACATTCCGGAAGTCTGTTTAAAATGGGAACTAATGGATGAAGACTAT
ATCCGGAATCTCCACATTCCGGAAGTCTGTTTAAAATGGGAACTAATGGATGAAGACTAT
ATCCGGAATCTCCACATTCCGGAAGTCTGTTTAAAATGGGAACTAATGGATGAAGACTAT

CAGGGAAGGCTTTGTAATCCTCTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG
CAGGGAAGGCTTTGTAATCCTCTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG
CAGGGAAGGCTTTGTAATCCECTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG
CAGGGAAGGCTTTGTAATCCTCTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG
CAGGGAAGGCTTTGTAATCCTCTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG
CAGGGAAGGCTTTGTAATCCTCTGAATCCGTTTGTCAGCCACAAAGAAATAGAGTCTGTG

AACAATGCTGTGGTGATGCCAGCGCATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT
AACAATGCTGTGGTGATGCCAGCGCATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT
AACAATGCTGTGGTGATGCCAGCECATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT
AACAATGCTGTGGTGATGCCAGCGCATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT
AACAATGCTGTGGTGATGCCAGCGCATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT
AACAATGCTGTGGTGATGCCAGCGCATGGCCCAGCCAAGAGTATGGAATATGATGCTGTT

GCCACCACTCATTCCTGGATTCCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG
GCCACCACTCATTCCTGGATTCCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG
GCCACCACTCAETCCTGGATECCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG
GCCACCACTCATTCCTGGATTCCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG
GCCACCACTCATTCCTGGATTCCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG

GCCACCACTCATTCCTGGATTCCTAAGAGGAACCGCTCCATTCTCAATACAAGCCAAAGG

1800
1800
1800
1800
1800
1800

1860
1860
1860
1860
1860
1860

1920
1920
1920
1920
1920
1920

1980
1980
1980
1980
1980
1980

2040
2040
2040
2040
2040
2040



PB1 245467 MiSeq

PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

PB1 245467 MiSeq

PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

PB1 245467 MiSeq

PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

PB1 245467 MiSeq

PB1 245467 Method A
PB1 245467 Method S
PB1 245467 Method E
PB1 245467 Method K
PB1 245467 Method N

2041
2041
2041
2041
2041
2041

2101
2101
2101
2101
2101
2101

2161
2161
2161
2161
2161
2161

2221
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GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCTGTTTGAAAAATTCTTC
GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCTGTTTGAAAAATTCTTC
GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCT@TTTGAAAAATTCTTC
GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCTGTTTGAAAAATTCTTC
GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCTGTTTGAAAAATTCTTC
GGAATCCTTGAAGACGAACAGATGTATCAAAAGTGCTGCAATCTGTTTGAAAAATTCTTC

CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT
CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT
CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT
CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT
CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT
CCTAGCAGTTCATACAGGAGGCCGGTTGGAATTTCCAGCATGGTGGAGGCCATGGTTTCT

IAGGGCCCGAATTGATGCGCGAATTGACTTCGAGTCTGGACGGATTAAGAAGGAGGAGTTT
AGGGCCCGAATTGATGCGCGAATTGACTTCGAGTCTGGACGGATTAAGAAGGAGGAGTTT
AGGGCCCGAATTGATGCGCGAATTGACTTCGA@TCTGGACGGATTAAGAAGGAGGAGTTT
IAGGGCCCGAATTGATGCGCGAATTGACTTCGAGTCTGGACGGATTAAGAAGGAGGAGTTT
IAGGGCCCGAATTGATGCGCGAATTGACTTCGAGTCTGGACGGATTAAGAAGGAGGAGTTT
IAGGGCCCGAATTGATGCGCGAATTGACTTCGAGTCTGGACGGATTAAGAAGGAGGAGTTT
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GCTGAGATCATGAAGACCTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG
GCTGAGATCATGAAGACCTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG
GCTGAGATCATGAAGAECTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG
GCTGAGATCATGAAGACCTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG
GCTGAGATCATGAAGACCTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG

GCTGAGATCATGAAGACCTGTTCCACCATTGAAGAGCTCAGACGGCAGAAATAG| 2274
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