
Formatted Alignments
PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1 60
1 60
1 60
1 60
1 60

AT GGAGAGA A TAAAAGAAC TAAGAG AT C TA AT G T CACAG T C T CGCAC T CGCGAG A TAC T G
AT GGAGAGA A TAAAAGAA A TAAGAG AT C TA AT G T CACAG T C T CGCAC T CGCGAG A TAC T G
AT GGAGAGA A TAAAAGAA A TAAGAG AT C TA AT G T CACAG T C T CGCAC T CGCGAG A TAC T G
AT GGAGAGA A TAAAAGAA A TAAGAG AT C TA AT G T CACAG T C T CGCAC T CGCGAG A TAC T G
AT GGAGAGA A TAAAAGAA A TAAGAG AT C TA AT G T CACAG T C T CGCAC T CGCGAG A TAC T G

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

61 120
61 120
61 120
61 120
61 120

AC CAAAAC CAC T G T T GAC CAC AT GGC C A TA AT CAAAAAG TACAC AT CGGGAAGGCAAGAG
AC CAAAAC CAC T G T T GAC CAC AT GGC C A TA AT CAAAAAG TACAC AT CGGGAAGGCAAGAG
AC CAAAAC CAC T G T T GAC CAC AT GGC C A TA AT CAAAAAG TACAC AT CGGGAAGGCAAGAG
AC CAAAAC CAC T G T T GAC CAC AT GGC C A TA AT CAAAAAG TACAC AT CGGGAAGGCAAGAG
AC CAAAAC CAC T G T T GAC CAC AT GGC C A TA AT CAAAAAG TACAC AT CGGGAAGGCAAGAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

121 180
121 180
121 180
121 180
121 180

AAGAAC C C CGCAC T CAGA AT GAA AT GG AT G AT GGCA AT GAA A T AT C CA AT TACAGCAG AT
AAGAAC C C CGCAC T CAGA AT GAA AT GG AT G AT GGCA AT GAA A T AT C CA AT TACAGCAG AT
AAGAAC C C CGCAC T CAGA AT GAA AT GG AT G AT GGCA AT GAA A T AT C CA AT TACAGCAG AT
AAGAAC C C CGCAC T CAGA AT GAA AT GG AT G AT GGCA AT GAA A T AT C CA AT TACAGCAG AT
AAGAAC C C CGCAC T CAGA AT GAA AT GG AT G AT GGCA AT GAA A T AT C CA AT TACAGCAG AT

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

181 240
181 240
181 240
181 240
181 240

AAGCGA A TA AT GGAA AT G AT C C C T GAGAGGA AT GAACAAGGGCAAAC T C T C T GGAGCAAA
AAGCGA A TA AT GGAA AT G AT C C C T GAGAGGA AT GAACAAGGGCAAAC T C T C T GGAGCAAA
AAGCGA A TA AT GGAA AT G AT C C C T GAGAGGA AT GAACAAGGGCAAAC T C T C T GGAGCAAA
AAGCGA A TA AT GGAA AT G AT C C C T GAGAGGA AT GAACAAGGGCAAAC T C T C T GGAGCAAA
AAGCGA A TA AT GGAA AT G AT C C C T GAGAGGA AT GAACAAGGGCAAAC T C T C T GGAGCAAA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

241 300
241 300
241 300
241 300
241 300

ACAAACG AT GC CGG AT CAGAC CGAG T G AT GG T AT CAC C C C T GGC T G T GAC AT GG T GGAAC
ACAAACG AT GC CGG AT CAGAC CGAG T G AT GG T AT CAC C C C T GGC T G T GAC AT GG T GGAAC
ACAAACG AT GC CGG AT CAGAC CGAG T G AT GG T AT CAC C C C T GGC T G T GAC AT GG T GGAAC
ACAAACG AT GC CGG AT CAGAC CGAG T G AT GG T AT CAC C C C T GGC T G T GAC AT GG T GGAAC
ACAAACG AT GC CGG AT CAGAC CGAG T G AT GG T AT CAC C C C T GGC T G T GAC AT GG T GGAAC



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

301 360
301 360
301 360
301 360
301 360

AGGAACGGAC CAACAACAAG TACAG T T CAC TAC C CAAAGG T A T A TAAAAC T T AT T T CGAA
AGGAACGGAC CAACAACAAG TACAG T T CAC TAC C CAAAGG T A T A TAAAAC T T AT T T CGAA
AGGAACGGAC CAACAACAAG TACAG T T CAC TAC C CAAAGG T A T A TAAAAC T T AT T T CGAA
AGGAACGGAC CAACAACAAG TACAG T T CAC TAC C CAAAGG T A T A TAAAAC T T AT T T CGAA
AGGAACGGAC CAACAACAAG TACAG T T CAC TAC C CAAAGG T A T A TAAAAC T T AT T T CGAA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

361 420
361 420
361 420
361 420
361 420

AAAG T T GAAAGG T T GAAACACGGGAC C T T T GGC C C T G T GCAC T T CAGAAAC CAAG T TAAG
AAAG T T GAAAGG T T GAAACACGGGAC C T T T GGC C C T G T GCAC T T CAGAAAC CAAG T TAAG
AAAG T T GAAAGG T T GAAACACGGGAC C T T T GGC C C T G T GCAC T T CAGAAAC CAAG T TAAG
AAAG T T GAAAGG T T GAAACACGGGAC C T T T GGC C C T G T GCAC T T CAGAAAC CAAG T TAAG
AAAG T T GAAAGG T T GAAACACGGGAC C T T T GGC C C T G T GCAC T T CAGAAAC CAAG T TAAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

421 480
421 480
421 480
421 480
421 480

A TAAGACGGAGGG T CG A T A TAAAC C CGGGC C AT GC T GAC C T CAG T GC CAGAGAGGCGCAG
A TAAGACGGAGGG T CG A T A TAAAC C CGGGC C AT GC T GAC C T CAG T GC CAGAGAGGCGCAG
A TAAGACGGAGGG T CG A T A TAAAC C CGGGC C AT GC T GAC C T CAG T GC CAGAGAGGCGCAG
A TAAGACGGAGGG T CG A T A TAAAC C CGGGC C AT GC T GAC C T CAG T GC CAGAGAGGCGCAG
A TAAGACGGAGGG T CG A T A TAAAC C CGGGC C AT GC T GAC C T CAG T GC CAGAGAGGCGCAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

481 540
481 540
481 540
481 540
481 540

G AT G TA AT C AT GGAAG T CG T C T T C C CAA AT GAAG T GGGAGCAAGG A T AT T GACG T CGGAG
G AT G TA AT C AT GGAAG T CG T C T T C C CAA AT GAAG T GGGAGCAAGG A T AT T GACG T CGGAG
G AT G TA AT C AT GGAAG T CG T C T T C C CAA AT GAAG T GGGAGCAAGG A T AT T GACG T CGGAG
G AT G TA AT C AT GGAAG T CG T C T T C C CAA AT GAAG T GGGAGCAAGG A T AT T GACG T CGGAG
G AT G TA AT C AT GGAAG T CG T C T T C C CAA AT GAAG T GGGAGCAAGG A T AT T GACG T CGGAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

541 600
541 600
541 600
541 600
541 600

T CACAAC T GACG A TAACAAAGGAGAAAAGGGAAGAAC T C CAGGAC T GCAAA AT CGC T C C T
T CACAAC T GACG A TAACAAAGGAGAAAAGGGAAGAAC T C CAGGAC T GCAAA AT CGC T C C T
T CACAAC T GACG A TAACAAAGGAGAAAAGGGAAGAAC T C CAGGAC T GCAAA AT CGC T C C T
T CACAAC T GACG A TAACAAAGGAGAAAAGGGAAGAAC T C CAGGAC T GCAAA AT CGC T C C T
T CACAAC T GACG A TAACAAAGGAGAAAAGGGAAGAAC T C CAGGAC T GCAAA AT CGC T C C T



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

601 660
601 660
601 660
601 660
601 660

C T G AT GG T T GC A TAC AT GC TAGAAAGAGAG T T GG T T CGCAAGACGAGG T T T C T C C CAG T T
C T G AT GG T T GC A TAC AT GC TAGAAAGAGAG T T GG T T CGCAAGACGAGG T T T C T C C CAG T T
C T G AT GG T T GC A TAC AT GC TAGAAAGAGAG T T GG T T CGCAAGACGAGG T T T C T C C CAG T T
C T G AT GG T T GC A TAC AT GC TAGAAAGAGAG T T GG T T CGCAAGACGAGG T T T C T C C CAG T T
C T G AT GG T T GC A TAC AT GC TAGAAAGAGAG T T GG T T CGCAAGACGAGG T T T C T C C CAG T T

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

661 720
661 720
661 720
661 720
661 720

GC T GG T GGGACAAGCAG T G T C TAC AT T GAGG T GC T GC AT T T GAC T CAGGGGAC AT GC T GG
GC T GG T GGGACAAGCAG T G T C TAC AT T GAGG T GC T GC AT T T GAC T CAGGGGAC AT GC T GG
GC T GG T GGGACAAGCAG T G T C TAC AT T GAGG T GC T GC AT T T GAC T CAGGGGAC AT GC T GG
GC T GG T GGGACAAGCAG T G T C TAC AT T GAGG T GC T GC AT T T GAC T CAGGGGAC AT GC T GG
GC T GG T GGGACAAGCAG T G T C TAC AT T GAGG T GC T GC AT T T GAC T CAGGGGAC AT GC T GG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

721 780
721 780
721 780
721 780
721 780

GAGCAG AT G TACAC T C CGGGAGGAGAAG T GAGGAACG AT G AT G TAGAC CAAAGC T T G AT C
GAGCAG AT G TACAC T C CGGGAGGAGAAG T GAGGAACG AT G AT G TAGAC CAAAGC T T G AT C
GAGCAG AT G TACAC T C CGGGAGGAGAAG T GAGGAACG AT G AT G TAGAC CAAAGC T T G AT C
GAGCAG AT G TACAC T C CGGGAGGAGAAG T GAGGAACG AT G AT G TAGAC CAAAGC T T G AT C
GAGCAG AT G TACAC T C CGGGAGGAGAAG T GAGGAACG AT G AT G TAGAC CAAAGC T T G AT C

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

781 840
781 840
781 840
781 840
781 840

AT T GC T GC CAGGA A T A TAG TAAGAAGAGCAACGG T AT CAGCAG AT C C AT TAGC AT C T C TA
AT T GC T GC CAGGA A T A TAG TAAGAAGAGCAACGG T AT CAGCAG AT C C AT TAGC AT C T C TA
AT T GC T GC CAGGA A T A TAG TAAGAAGAGCAACGG T AT CAGCAG AT C C AT TAGC AT C T C TA
AT T GC T GC CAGGA A T A TAG TAAGAAGAGCAACGG T AT CAGCAG AT C C AT TAGC AT C T C TA
AT T GC T GC CAGGA A T A TAG TAAGAAGAGCAACGG T AT CAGCAG AT C C AT TAGC AT C T C TA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

841 900
841 900
841 900
841 900
841 900

T T GGAG AT G T G T CACAGCACACAA AT T GGGGGA A TAAGG AT GG TAGAC AT C C T T CGGCAA
T T GGAG AT G T G T CACAGCACACAA AT T GGGGGA A TAAGG AT GG TAGAC AT C C T T CGGCAA
T T GGAG AT G T G T CACAGCACACAA AT T GGGGGA A TAAGG AT GG TAGAC AT C C T T CGGCAA
T T GGAG AT G T G T CACAGCACACAA AT T GGGGGA A TAAGG AT GG TAGAC AT C C T T CGGCAA
T T GGAG AT G T G T CACAGCACACAA AT T GGGGGA A TAAGG AT GG TAGAC AT C C T T CGGCAA



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

901 960
901 960
901 960
901 960
901 960

A AT C CAACAGAGGAACAAGC CG T GG A T A T AT GCAAGGCAGCA AT GGGC T T GAGG AT TAGC
A AT C CAACAGAGGAACAAGC CG T GG A T A T AT GCAAGGCAGCA AT GGGC T T GAGG AT TAGC
A AT C CAACAGAGGAACAAGC CG T GG A T A T AT GCAAGGCAGCA AT GGGC T T GAGG AT TAGC
A AT C CAACAGAGGAACAAGC CG T GG A T A T AT GCAAGGCAGCA AT GGGC T T GAGG AT TAGC
A AT C CAACAGAGGAACAAGC CG T GG A T A T AT GCAAGGCAGCA AT GGGC T T GAGG AT TAGC

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

961 1020
961 1020
961 1020
961 1020
961 1020

T C AT C T T T CAGC T T T GG T GG AT T CAC T T T TAAAAGAACAAG T GG AT CG T CAG T CAAAAAA
T C AT C T T T CAGC T T T GG T GG AT T CAC T T T TAAAAGAACAAG T GG AT CG T CAG T CAAAAAA
T C AT C T T T CAGC T T T GG T GG AT T CAC T T T TAAAAGAACAAG T GG AT CG T CAG T CAAAAAA
T C AT C T T T CAGC T T T GG T GG AT T CAC T T T TAAAAGAACAAG T GG AT CG T CAG T CAAAAAA
T C AT C T T T CAGC T T T GG T GG AT T CAC T T T TAAAAGAACAAG T GG AT CG T CAG T CAAAAAA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1021 1080
1021 1080
1021 1080
1021 1080
1021 1080

GAAGAAGAAG T GC TAACAGGCAAC C T T CAAAC AT T GAAA A TAAGAG TAC AT GAGGGG T AT
GAAGAAGAAG T GC TAACAGGCAAC C T T CAAAC AT T GAAA A TAAGAG TAC AT GAGGGG T AT
GAAGAAGAAG T GC TAACAGGCAAC C T T CAAAC AT T GAAA A TAAGAG TAC AT GAGGGG T AT
GAAGAAGAAG T GC TAACAGGCAAC C T T CAAAC AT T GAAA A TAAGAG TAC AT GAGGGG T AT
GAAGAAGAAG T GC TAACAGGCAAC C T T CAAAC AT T GAAA A TAAGAG TAC AT GAGGGG T AT

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1081 1140
1081 1140
1081 1140
1081 1140
1081 1140

GAAGAG T T CACA AT GG T T GGGAGAAGAGCAACGGC C AT T C T CAGGAAAGCAAC CAGAAGG
GAAGAG T T CACA AT GG T T GGGAGAAGAGCAACGGC C AT T C T CAGGAAAGCAAC CAGAAGG
GAAGAG T T CACA AT GG T T GGGAGAAGAGCAACGGC C AT T C T CAGGAAAGCAAC CAGAAGG
GAAGAG T T CACA AT GG T T GGGAGAAGAGCAACGGC C AT T C T CAGGAAAGCAAC CAGAAGG
GAAGAG T T CACA AT GG T T GGGAGAAGAGCAACGGC C AT T C T CAGGAAAGCAAC CAGAAGG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1141 1200
1141 1200
1141 1200
1141 1200
1141 1200

C T G AT C CAGC TA A TAG TAAG T GGGAGAGACGAGCAG T CA AT T GC T GAAGCA A TA AT T G T G
C T G AT C CAGC TA A TAG TAAG T GGGAGAGACGAGCAG T CA AT T GC T GAAGCA A TA AT T G T G
C T G AT C CAGC TA A TAG TAAG T GGGAGAGACGAGCAG T CA AT T GC T GAAGCA A TA AT T G T G
C T G AT C CAGC TA A TAG TAAG T GGGAGAGACGAGCAG T CA AT T GC T GAAGCA A TA AT T G T G
C T G AT C CAGC TA A TAG TAAG T GGGAGAGACGAGCAG T CA AT T GC T GAAGCA A TA AT T G T G



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1201 1260
1201 1260
1201 1260
1201 1260
1201 1260

GCA AT GG T AT T C T CACAAGAGGAC T GC AT G AT TAAAGCAG T TAGAGG T GAC C T GA AT T T T
GCA AT GG T AT T C T CACAAGAGGAC T GC AT G AT TAAAGCAG T TAGAGG T GAC C T GA AT T T T
GCA AT GG T AT T C T CACAAGAGGAC T GC AT G AT TAAAGCAG T TAGAGG T GAC C T GA AT T T T
GCA AT GG T AT T C T CACAAGAGGAC T GC AT G AT TAAAGCAG T TAGAGG T GAC C T GA AT T T T
GCA AT GG T AT T C T CACAAGAGGAC T GC AT G AT TAAAGCAG T TAGAGG T GAC C T GA AT T T T

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1261 1320
1261 1320
1261 1320
1261 1320
1261 1320

G T CA A TAGGGCGAAC CAGCGAC TAAAC C CA AT GC AT CAAC T C T T GAGAC AT T T C CAAAAG
G T CA A TAGGGCGAAC CAGCGAC TAAAC C CA AT GC AT CAAC T C T T GAGAC AT T T C CAAAAG
G T CA A TAGGGCGAAC CAGCGAC TAAAC C CA AT GC AT CAAC T C T T GAGAC AT T T C CAAAAG
G T CA A TAGGGCGAAC CAGCGAC TAAAC C CA AT GC AT CAAC T C T T GAGAC AT T T C CAAAAG
G T CA A TAGGGCGAAC CAGCGAC TAAAC C CA AT GC AT CAAC T C T T GAGAC AT T T C CAAAAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1321 1380
1321 1380
1321 1380
1321 1380
1321 1380

G AT GCAAAGG T GC T T T T C CAAA AT T GGGGA AT T GAAC C C AT T GACA AT G T G AT GGGA AT G
G AT GCAAAGG T GC T T T T C CAAA AT T GGGGA AT T GAAC C C AT T GACA AT G T G AT GGGA AT G
G AT GCAAAGG T GC T T T T C CAAA AT T GGGGA AT T GAAC C C AT T GACA AT G T G AT GGGA AT G
G AT GCAAAGG T GC T T T T C CAAA AT T GGGGA AT T GAAC C C AT T GACA AT G T G AT GGGA AT G
G AT GCAAAGG T GC T T T T C CAAA AT T GGGGA AT T GAAC C C AT T GACA AT G T G AT GGGA AT G

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1381 1440
1381 1440
1381 1440
1381 1440
1381 1440

AT CGGG A TA AT GC C CGAC AT GAC C C CAAG TAC T GAG AT G T CGC T GAGGGGA A TAAGAG T C
AT CGGG A TA AT GC C CGAC AT GAC C C CAAG TAC T GAG AT G T CGC T GAGGGGA A TAAGAG T C
AT CGGG A TA AT GC C CGAC AT GAC C C CAAG TAC T GAG AT G T CGC T GAGGGGA A TAAGAG T C
AT CGGG A TA AT GC C CGAC AT GAC C C CAAG TAC T GAG AT G T CGC T GAGGGGA A TAAGAG T C
AT CGGG A TA AT GC C CGAC AT GAC C C CAAG TAC T GAG AT G T CGC T GAGGGGA A TAAGAG T C

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1441 1500
1441 1500
1441 1500
1441 1500
1441 1500

AG TAAG AT GGGAG TAG AT GA A TAC T CAAG TACAGAGCGAG TAG TAG TAAGC AT CGAC CGG
AG TAAG AT GGGAG TAG AT GA A TAC T CAAG TACAGAGCGAG TAG TAG TAAGC AT CGAC CGG
AG TAAG AT GGGAG TAG AT GA A TAC T CAAG TACAGAGCGAG TAG TAG TAAGC AT CGAC CGG
AG TAAG AT GGGAG TAG AT GA A TAC T CAAG TACAGAGCGAG TAG TAG TAAGC AT CGAC CGG
AG TAAG AT GGGAG TAG AT GA A TAC T CAAG TACAGAGCGAG TAG TAG TAAGC AT CGAC CGG



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1501 1560
1501 1560
1501 1560
1501 1560
1501 1560

T T T T TAAGAG T T CGAGAC CAACGGGGGAACG TAC T AT T AT CAC C CGAAGAGG T CAG T GAG
T T T T TAAGAG T T CGAGAC CAACGGGGGAACG TAC T AT T AT CAC C CGAAGAGG T CAG T GAG
T T T T TAAGAG T T CGAGAC CAACGGGGGAACG TAC T AT T AT CAC C CGAAGAGG T CAG T GAG
T T T T TAAGAG T T CGAGAC CAACGGGGGAACG TAC T AT T AT CAC C CGAAGAGG T CAG T GAG
T T T T TAAGAG T T CGAGAC CAACGGGGGAACG TAC T AT T AT CAC C CGAAGAGG T CAG T GAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1561 1620
1561 1620
1561 1620
1561 1620
1561 1620

ACACAAGGAACGGAGAAAC T GACA AT CAC T T AT T CG T C AT CA AT G AT G T GGGAG A TAA AT
AAACAAGGAACGGAGAAAC T GACA AT CAC T T AT T CG T C AT CA AT G AT G T GGGAG A TAA AT
ACACAAGGAACGGAGAAAC T GACA AT CAC T T AT T CG T C AT CA AT G AT G T GGGAG A TAA AT
ACACAAGGAACGGAGAAAC T GACA AT CAC T T AT T CG T C AT CA AT G AT G T GGGAG A TAA AT
ACACAAGGAACGGAGAAAC T GACA AT CAC T T AT T CG T C AT CA AT G AT G T GGGAG A TAA AT

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1621 1680
1621 1680
1621 1680
1621 1680
1621 1680

GG T C C T GAG T C T G T G T T GG T CA A TAC T T AT CAG T GG A TA AT TAGAAAC T GGGAAAC T G TA
GG T C C T GAG T C T G T G T T GG T CA A TAC T T AT CAG T GG A TA AT TAGAAAC T GGGAAAC T G TA
GG T C C T GAG T C T G T G T T GG T CA A TAC T T AT CAG T GG A TA AT TAGAAAC T GGGAAAC T G TA
GG T C C T GAG T C T G T G T T GG T CA A TAC T T AT CAG T GG A TA AT TAGAAAC T GGGAAAC T G TA
GG T C C T GAG T C T G T G T T GG T CA A TAC T T AT CAG T GG A TA AT TAGAAAC T GGGAAAC T G TA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1681 1740
1681 1740
1681 1740
1681 1740
1681 1740

AAA AT T CA AT GG T CACAGG AT C C CACA AT G T T G T A TA A TAAG AT GGA AT T CGAGC C AT T C
AAA AT T CA AT GG T CACAGG AT C C CACA AT G T T G T A TA A TAAG AT GGA AT T CGAGC C AT T C
AAA AT T CA AT GG T CACAGG AT C C CACA AT G T T G T A TA A TAAG AT GGA AT T CGAGC C AT T C
AAA AT T CA AT GG T CACAGG AT C C CACA AT G T T G T A TA A TAAG AT GGA AT T CGAGC C AT T C
AAA AT T CA AT GG T CACAGG AT C C CACA AT G T T G T A TA A TAAG AT GGA AT T CGAGC C AT T C

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1741 1800
1741 1800
1741 1800
1741 1800
1741 1800

CAG T C T C TAG T C C C TAAGGCAGC CAGAGG T CA A TACAG T GGG T T T G T GAGAACAC T AT T C
CAG T C T C TAG T C C C TAAGGCAGC CAGAGG T CA A TACAG T GGG T T T G T GAGAACAC T AT T C
CAG T C T C TAG T C C C TAAGGCAGC CAGAGG T CA A TACAG T GGG T T T G T GAGAACAC T AT T C
CAG T C T C TAG T C C C TAAGGCAGC CAGAGG T CA A TACAG T GGG T T T G T GAGAACAC T AT T C
CAG T C T C TAG T C C C TAAGGCAGC CAGAGG T CA A TACAG T GGG T T T G T GAGAACAC T AT T C



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1801 1860
1801 1860
1801 1860
1801 1860
1801 1860

CAGCAA AT GCGAG AT G T GC T T GGAAC AT T T GACAC T G T T CAG A TA A TAAAAC T C C T C C C C
CAGCAA AT GCGAG AT G T GC T T GGAAC AT T T GACAC T G T T CAG A TA A TAAAAC T C C T C C C C
CAGCAA AT GCGAG AT G T GC T T GGAAC AT T T GACAC T G T T CAG A TA A TAAAAC T C C T C C C C
CAGCAA AT GCGAG AT G T GC T T GGAAC AT T T GACAC T G T T CAG A TA A TAAAAC T C C T C C C C
CAGCAA AT GCGAG AT G T GC T T GGAAC AT T T GACAC T G T T CAG A TA A TAAAAC T C C T C C C C

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1861 1920
1861 1920
1861 1920
1861 1920
1861 1920

T T T GC TAC CGC C C CAC CGGAACAAAG TAGG AT GCAG T T C T C C T C C C T GAC T G T GA AT G TA
T T T GC TAC CGC C C CAC CGGAACAAAG TAGG AT GCAG T T C T C C T C C C T GAC T G T GA AT G TA
T T T GC TAC CGC C C CAC CGGAACAAAG TAGG AT GCAG T T C T C C T C C C T GAC T G T GA AT G TA
T T T GC TAC CGC C C CAC CGGAACAAAG TAGG AT GCAG T T C T C C T C C C T GAC T G T GA AT G TA
T T T GC TAC CGC C C CAC CGGAACAAAG TAGG AT GCAG T T C T C C T C C C T GAC T G T GA AT G TA

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1921 1980
1921 1980
1921 1980
1921 1980
1921 1980

AGAGG AT CAGGA AT GAGG A TAC T GG TAAGAGGCA AT T CAC CAG T G T T CA AT TACAACAAG
AGAGG AT CAGGA AT GAGG A TAC T GG TAAGAGGCA AT T CAC CAG T G T T CA AT TACAACAAG
AGAGG AT CAGGA AT GAGG A TAC T GG TAAGAGGCA AT T CAC CAG T G T T CA AT TACAACAAG
AGAGG AT CAGGA AT GAGG A TAC T GG TAAGAGGCA AT T CAC CAG T G T T CA AT TACAACAAG
AGAGG AT CAGGA AT GAGG A TAC T GG TAAGAGGCA AT T CAC CAG T G T T CA AT TACAACAAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

1981 2040
1981 2040
1981 2040
1981 2040
1981 2040

GC CAC CAAGAGGC T CACAG T T C T CGGGAAAG AT GCAGG T GC AT T GAC CGAAG AT C CAG AT
GC CAC CAAGAGGC T CACAG T T C T CGGGAAAG AT GCAGG T GC AT T GAC CGAAG AT C CAG AT
GC CAC CAAGAGGC T CACAG T T C T CGGGAAAG AT GCAGG T GC AT T GAC CGAAG AT C CAG AT
GC CAC CAAGAGGC T CACAG T T C T CGGGAAAG AT GCAGG T GC AT T GAC CGAAG AT C CAG AT
GC CAC CAAGAGGC T CACAG T T C T CGGGAAAG AT GCAGG T GC AT T GAC CGAAG AT C CAG AT

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

2041 2100
2041 2100
2041 2100
2041 2100
2041 2100

GAAGGCACAGC T GGAG T GGAG T C T GC T G T T T TAAGAGG AT T C C T C AT T T T GGGCAAAGAA
GAAGGCACAGC T GGAG T GGAG T C T GC T G T T T TAAGAGG AT T C C T C AT T T T GGGCAAAGAA
GAAGGCACAGC T GGAG T GGAG T C T GC T G T T T TAAGAGG AT T C C T C AT T T T GGGCAAAGAA
GAAGGCACAGC T GGAG T GGAG T C T GC T G T T T TAAGAGG AT T C C T C AT T T T GGGCAAAGAA
GAAGGCACAGC T GGAG T GGAG T C T GC T G T T T TAAGAGG AT T C C T C AT T T T GGGCAAAGAA



PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

2101 2160
2101 2160
2101 2160
2101 2160
2101 2160

GACAAGAG A T AT GGC C CAGC AT T GAGC AT CA AT GAGC T GAGCA AT C T T GCAAAGGGAGAG
GACAAGAG A T AT GGC C CAGC AT T GAGC AT CA AT GAGC T GAGCA AT C T T GCAAAGGGAGAG
GACAAGAG A T AT GGC C CAGC AT T GAGC AT CA AT GAGC T GAGCA AT C T T GCAAAGGGAGAG
GACAAGAG A T AT GGC C CAGC AT T GAGC AT CA AT GAGC T GAGCA AT C T T GCAAAGGGAGAG
GACAAGAG A T AT GGC C CAGC AT T GAGC AT CA AT GAGC T GAGCA AT C T T GCAAAGGGAGAG

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

2161 2220
2161 2220
2161 2220
2161 2220
2161 2220

AAGGC TA AT G T GC TA AT T GGGCAAGGAGACG TAG T G T T GG T G AT GAAACGGAAACGGGAC
AAGGC TA AT G T GC TA AT T GGGCAAGGAGACG TAG T G T T GG T G AT GAAACGGAAACGGGAC
AAGGC TA AT G T GC TA AT T GGGCAAGGAGACG TAG T G T T GG T G AT GAAACGGAAACGGGAC
AAGGC TA AT G T GC TA AT T GGGCAAGGAGACG TAG T G T T GG T G AT GAAACGGAAACGGGAC
AAGGC TA AT G T GC TA AT T GGGCAAGGAGACG TAG T G T T GG T G AT GAAACGGAAACGGGAC

PB2 245625 MiSeq
PB2 245626 Method A
PB2 245626 Method E
PB2 245626 Method K
PB2 245626 Method N

2221 2280
2221 2280
2221 2280
2221 2280
2221 2280

T C TAGC A TAC T TAC T GACAGC CAGACAGCGAC CAAAAGA AT T CGG AT GGC C AT CA AT TAG
T C TAGC A TAC T TAC T GACAGC CAGACAGCGAC CAAAAGA AT T CGG AT GGC C AT CA AT TAG
T C TAGC A TAC T TAC T GACAGC CAGACAGCGAC CAAAAGA AT T CGG AT GGC C AT CA AT TAG
T C TAGC A TAC T TAC T GACAGC CAGACAGCGAC CAAAAGA AT T CGG AT GGC C AT CA AT TAG
T C TAGC A TAC T TAC T GACAGC CAGACAGCGAC CAAAAGA AT T CGG AT GGC C AT CA AT TAG


