
Formatted Alignments
H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1 60
1 60
1 60
1 60
1 60
1 60

AA AAAAAAA A AAA AAA AAA A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA
AA AAAAAAA A AAA AAA AAA A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA
AA AAAAAAA A AAA AAA A A A A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA
AA AAAAAAA A AAA AAA AAA A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA
AA AAAAAAA A AAA AAA AAA A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA
AA AAAAAAA A AAA AAA AAA A A A A A AAA A AAA A AAAA A A A A A AAAAAA A A AA AAA AA A A AA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

61 120
61 120
61 120
61 120
61 120
61 120

AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAA AA A A A
AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAA AA A A A
AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAAAAA A A
AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAA AA A A A
AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAA AA A A A
AA A AA A AAA A AA AAAAAAA AA A AAAAAAAAAAAA A A AAAAAA A AA AA AAAAAAAA AA A A A

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

121 180
121 180
121 180
121 180
121 180
121 180

AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA
AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA
AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA
AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA
AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA
AA A A A AAAAA AA AA A AAAAAA A AAA A AAAAAAAAAAAAAAAAAAAAAAA A A A A A A AA A AA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

181 240
181 240
181 240
181 240
181 240
181 240

A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA
A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA
A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA
A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA
A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA
A AA AAAA A AAAAA A A A A A AA A A AAAAAA AA A A AAA A A AAAA A AA AA AAA A A A A AAAAAAA



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

241 300
241 300
241 300
241 300
241 300
241 300

C CC CC C C CCCCCCC CC C C CC CCCCC C CC C C CC CC CC C C C CCC C CCC C CCCCCCCCC CCCC
C CC CC C C CCCCCCC CC C C CC CCCCC C CC C C CC CC CC C C C CCC C CCC C CCCCCCCCC CCCC
C CC CC C C CCCCCCC CC C C CC CCCCC C CC CCCC CC CC C C C CCC C CCC C CCCCCCCCC CC CC
C CC CC C C CCCCCCC CC C C CC CCCCC C CC C C CC CC CC C C C CCC C CCC C CCCCCCCCC CCCC
C CC CC C C CCCCCCC CC C C CC CCCCC C CC C C CC CC CC C C C CCC C CCC C CCCCCCCCC CCCC
C CC CC C C CCCCCCC CC C C CC CCCCC C CC C C CC CC CC C C C CCC C CCC C CCCCCCCCC CCCC

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

301 360
301 360
301 360
301 360
301 360
301 360

C CCCC CC CC CCC C C C C C C CCC C CCCCCCCC C C CC CC CCC C CC CCCCCCC C CCCCCCC CC C
C CCCC CC CC CCC C C C C C C CCC C CCCCCCCC C C CC CC CCC C CC CCCCCCC C CCCCCCC CC C
C CCCC CC CC CCC C C C C C C CCC C CCCCCCC C C C CC CC CCC C CC CCCCCCC C CCCCCCC C C C
C CCCC CC CC CCC C C C C C C CCC C CCCCCCCC C C CC CC CCC C CC CCCCCCC C CCCCCCC CC C
C CCCC CC CC CCC C C C C C C CCC C CCCCCCCC C C CC CC CCC C CC CCCCCCC C CCCCCCC CC C
C CCCC CC CC CCC C C C C C C CCC C CCCCCCCC C C CC CC CCC C CC CCCCCCC C CCCCCCC CC C

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

361 420
361 420
361 420
361 420
361 420
361 420

T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT
T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT
T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT
T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT
T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT
T T TTTTTTT T TTT TT T TT T T T TTTTTT TT T T T T TT T TT T T T TTTTTT T T T T T TTT TTT TT

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

421 480
421 480
421 480
421 480
421 480
421 480

C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C
C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C
C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C
C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C
C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C
C CC CCCCC CC CCC CCCCCC C CCCCCCCCC C C C C C C C CCC CCCCCCCCCC C C C C C C C C C C C



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

481 540
481 540
481 540
481 540
481 540
481 540

AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA
AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA
AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA
AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA
AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA
AAAA AA A A AA A A A AAA A A AA AAAAAAAAAAA AA AA A AAA A AAAAA A AAAAA A AAAAA AAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

541 600
541 600
541 600
541 600
541 600
541 600

A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA
A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA
A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA
A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA
A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA
A A AA A AAA AA AA AAAAAAA AA A A A A A A A AAA A A A AAAAA AA A A AA A AA A A AAAAA AA AAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

601 660
601 660
601 660
601 660
601 660
601 660

GGGGGGGGGGGGG GG G G G GGGGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G
GGGGGGGGGGGGG GG G G G GGGGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G
GGGGGGGGGGGGG GG G G G G G GGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G
GGGGGGGGGGGGG GG G G G GGGGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G
GGGGGGGGGGGGG GG G G G GGGGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G
GGGGGGGGGGGGG GG G G G GGGGGGGGG G GGGG GGG G GGG GG G G GGG G G GGGGG GG GGGG G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

661 720
661 720
661 720
661 720
661 720
661 720

T TTTTT TTTTTT T T TTTTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT
T TTTTT TTTTTT T T TTTTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT
T TTTTT TTTTTT T T TT TTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT
T TTTTT TTTTTT T T TTTTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT
T TTTTT TTTTTT T T TTTTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT
T TTTTT TTTTTT T T TTTTT TTTTT T TTTT TTT TTT TT T T TTTT TTTTTTTTTTTTT T TTT



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

721 780
721 780
721 780
721 780
721 780
721 780

AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA
AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA
AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA
AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA
AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA
AAA AA AAAA A A A A A A A AAAAA AA A A AAAAAA AAA AA A AA AAA AA A A AA A A AAAAAA AA AA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

781 840
781 840
781 840
781 840
781 840
781 840

GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G
GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G
GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G
GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G
GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G
GGGG GG G G G GG G GG G G GGGG G G GG GG G GGGGGG GG G G G GGGGGGGGGGGGG G GGGGG GG G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

841 900
841 900
841 900
841 900
841 900
841 900

AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAA A AAA
AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAA A AAA
AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAAAAAA
AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAA A AAA
AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAA A AAA
AA AAAAAA A AAAA A AAA A A AA AAA AAA A AAAAAAA AAA AA A A AAAAA A A AAA AAAA A AAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

901 960
901 960
901 960
901 960
901 960
901 960

A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA
A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA
A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA
A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA
A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA
A AAA AA A A AAA A AA AA A AA A A AAAAAA A AAA AA A A A A A AAA A AA A AAAAA AA AA A A AAAA



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

961 1020
961 1020
961 1020
961 1020
961 1020
961 1020

TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT
TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT
TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT
TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT
TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT
TTTT T TTTT T TTTTTTTT T T TT T T T T T TTTTT T TTTT T TTTTT T TTT T T T T T TTTTTTTT

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1021 1080
1021 1080
1021 1080
1021 1080
1021 1080
1021 1080

AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA
AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA
AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA
AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA
AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA
AAAAAAAAAAAAAAAAAA A A A A A A AAAAAA A AAAAAAAA A A A A AAAAAAAAAA AA AAAAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1081 1140
1081 1140
1081 1140
1081 1140
1081 1140
1081 1140

GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G
GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G
GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G
GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G
GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G
GGG GG GG G G G GG GG G G GG G GG GGG GGG G GG G G GGGGG GG GGGGGGGGGGG G GGG GGGGG G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1141 1200
1141 1200
1141 1200
1141 1200
1141 1200
1141 1200

GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G
GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G
GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G
GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G
GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G
GGGGGGGGGGG GG G GGG G GGGGGGGGG G GGG GG GGGG G GGG GG G GGGGG G GGGG G GG GG G



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1201 1260
1201 1260
1201 1260
1201 1260
1201 1260
1201 1260

AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA
AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA
AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA
AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA
AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA
AA A AAAAAA AA AAAAAA A AA AA A A AAAAAAA A A AAAAAAAAA A A AA A AAAA A AAAAAAAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1261 1320
1261 1320
1261 1320
1261 1320
1261 1320
1261 1320

AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA
AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA
AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA
AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA
AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA
AAA A AAAAAA AA A A AAAAAAAAAA AA AAAAAAAAA AA A A A AAA AA A A A A AAAA A A A AA AA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1321 1380
1321 1380
1321 1380
1321 1380
1321 1380
1321 1380

GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G
GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G
GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G
GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G
GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G
GG G GGGG G G G GGG G G G G G GG GGGGGGGGGGGGGGG G G GGG GG G G G G GG G GG G GGG GG G G G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1381 1440
1381 1440
1381 1440
1381 1440
1381 1440
1381 1440

AAAAAA A A A AAAAAAAAAA A AAA AA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA
AAAAAA A A A AAAAAAAAAA A AAA AA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA
AAAAAA A A A AAAAAAAAAA A AAAAA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA
AAAAAA A A A AAAAAAAAAA A AAA AA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA
AAAAAA A A A AAAAAAAAAA A AAA AA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA
AAAAAA A A A AAAAAAAAAA A AAA AA AAAAAA A AAAAA A AA AA AAAAAAAAAA A AAA AAAA



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1441 1500
1441 1500
1441 1500
1441 1500
1441 1500
1441 1500

GGG G G G G G GGG GG G G G GG GGGGG GG G G G G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG
GGG G G G G G GGG GG G G G GG GGGGG GG G G G G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG
GGG G G G G G GGG GG G G G GG GGGGG GG GGG G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG
GGG G G G G G GGG GG G G G GG GGGGG GG G G G G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG
GGG G G G G G GGG GG G G G GG GGGGG GG G G G G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG
GGG G G G G G GGG GG G G G GG GGGGG GG G G G G GG GG GG GG G G GG GGGGGG G G G GGGGG GG GGG

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1501 1560
1501 1560
1501 1560
1501 1560
1501 1560
1501 1560

AA A A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA
AA A A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA
AAA A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA
AA A A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA
AA A A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA
AA A A AA AAA AAA A A A AAA A AA A AAAAAAAAAAAAA AA AAAAAAAAAAAAAA A AAAAAAAA

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1561 1620
1561 1620
1561 1620
1561 1620
1561 1620
1561 1620

G G GGG GG GGGG GG GGG GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G
G G GGG GG GGGG GG GGG GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G
G G GGG GG GGGG GG GG G GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G
G G GGG GG GGGG GG GGG GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G
G G GGG GG GGGG GG GGG GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G
G G GGG GG GGGG GG GGG GGGGGGG G GGG GGG G GGG G G G GG GG G G GG G GGGGGGGGGGGGG G

H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1621 1680
1621 1680
1621 1680
1621 1680
1621 1680
1621 1680

T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT
T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT
T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT
T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT
T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT
T T T T TTTTTT T TTTT TT T TT T TT TTT T TT T T T TT T T T T TT TT TT T T TT T T TT TT TTT T TT



H5 245467 MiSeq
H5 245467 Method A
H5 245467 Method S
H5 245467 Method E
H5 245467 Method K
H5 245467 Method N

1681 1704
1681 1704
1681 1704
1681 1704
1681 1704
1681 1704

T TTTTT T TTTTT TT T T TT TT T TTT
T TTTTT T TTTTT TT T T TT TT T TTT
T TTTTT T TTTTT TT T T TT TT T TTT
T TTTTT T TTTTT TT T T TT TT T TTT
T TTTTT T TTTTT TT T T TT TT T TTT
T TTTTT T TTTTT TT T T TT TT T TTT


