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Figure S1. Amino acid sequences of the Heslington brain proteins analyzed in this study

>sp|P35527|K1CY9 HUMAN Keratin, type I cytoskeletal 9 0OS=Homo
sapiens 0X=9606 GN=KRT9 PE=1 SV=3
MSCRQFSSSYLSRSGGGGGGGLGSGGSIRSSYSRESSSGGGGGGGRESSSSGYGGGSSRV
CGRGGGGSFEFGYSYGGGSGGGEFSASSLGGGFGGGSRGEGGASGGGYSSSGGFGGGEGGGSG
GGFGGGYGSGFGGFGGFGGGAGGGDGGILTANEKSTMOELNSRLASYLDKVQALEEANND
LENKIQDWYDKKGPAATIQKNYSPYYNTIDDLKDQIVDLTVGNNKTLLDIDNTRMTLDDFR
IKFEMEQNLRQGVDADINGLRQVLDNLTMEKSDLEMQYETLOQEELMALKKNHKEEMSQLT
GONSGDVNVEINVAPGKDLTKTLNDMRQEYEQLTIAKNRKDIENQYETQITQIEHEVSSSG
QEVOSSAKEVTQLRHGVQELETELQSQLSKKAALEKSLEDTKNRYCGQLOMIQEQISNLE
AQITDVRQEIECONQEYSLLLSIKMRLEKEIETYHNLLEGGQEDFESSGAGKIGLGGRGG
SGGSYGRGSRGGSGGSYGGGGSGGGYGGGSGSRGGSGGSYGGGSGSGGGSGGGYGGGSGG
GHSGGSGGGHSGGSGGNYGGGSGSGGGESGGGYGGEGESGSRGGSGGSHGGGSGFGGESGGSY
GGGEEASGSGGGYGGGSGKSSHS

>sp|P15924 |DESP _HUMAN Desmoplakin OS=Homo sapiens O0X=9606 GN=DSP
PE=1 SV=3
MSCNGGSHPRINTLGRMIRAESGPDLRYEVTSGGGGTSRMYYSRRGVITDONSDGYCQTG
TMSRHONONTIQELLONCSDCLMRAELIVQPELKYGDGIQLTRSRELDECFAQANDQMET
LDSLIREMROMGQPCDAYQKRLLOLOEQMRATLYKATSVPRVRRASSKGGGGYTCQSGSGW
DEFTKHVTSECLGWMRQQRAEMDMVAWGVDLASVEQHINSHRGIHNSIGDYRWQLDKIKA
DLREKSATIYQLEEEYENLLKASFERMDHLRQLONITQATSREIMWINDCEEEELLYDWSD
KNTNIAQKQEAFSIRMSQLEVKEKELNKLKQESDOQLVLNQHPASDKIEAYMDTLQTQWSW
ILQITKCIDVHLKENAAYFQFFEEAQSTEAYLKGLODSIRKKYPCDKNMPLOQHLLEQIKE
LEKEREKILEYKRQVONLVNKSKKIVQLKPRNPDYRSNKPITILRALCDYKQDQKIVHKGD
ECILKDNNERSKWYVTGPGGVDMLVPSVGLITIPPPNPLAVDLSCKIEQYYEATLALWNQL
YINMKSLVSWHYCMIDIEKIRAMTIAKLKTMRQEDYMKTIADLELHYQEFIRNSQGSEMF
GDDDKRKIQSQFTDAQKHYQTLVIQLPGYPQHQTVTTTEITHHGTCQDVNHNKVIETNRE
NDKQETWMLMELQKIRRQIEHCEGRMTLKNLPLADQGSSHHITVKINELKSVONDSQATA
EVLNQLKDMLANFRGSEKYCYLONEVFGLFQKLENINGVTDGYLNSLCTVRALLQATILQT
EDMLKVYEARLTEEETVCLDLDKVEAYRCGLKKIKNDLNLKKSLLATMKTELQKAQQTHS
OTSQOOYPLYDLDLGKFGEKRKVTQLTDRWORIDKQIDFRLWDLEKQIKQLRNYRDNYQAFCK
WLYDAKRRODSLESMKFGDSNTVMREFLNEQKNLHSETISGKRDKSEEVQKTIAELCANSIKD
YELQLASYTSGLETLLNIPIKRTMIQSPSGVILQEAADVHARYIELLTRSGDYYRFLSEM
LKSLEDLKLKNTKIEVLEEELRLARDANSENCNKNKFLDONLOKYQAECSQFKAKLASLE
ELKROQAELDGKSAKONLDKCYGQIKELNEKITRLTYEIEDEKRRRKSVEDRFDQQKNDYD
QLOKARQCEKENLGWQKLESEKAIKEKEYEIERLRVLLOQEEGTRKREYENELAKVRNHYN
EEMSNLRNKYETEINITKTTIKEISMOKEDDSKNLRNQLDRLSRENRDLKDEIVRLNDST
LOATEQRRRAEENALQOQKACGSEIMOQKKQHLETELKQVMQORSEDNARHKQSLEEAAKTI
QODKNKEIERLKAEFQEEAKRRWEYENELSKVRNNYDEEIISLKNQFETEINITKTTIHQL
TMOQKEEDTSGYRAQIDNLTRENRSLSEEIKRLKNTLTQTTENLRRVEEDIQQQKATGSEV
SQRKQOQLEVELRQVTOMRTEESVRYKQSLDDAAKTIQDKNKETIERLKQLTIDKETNDRKCL
EDENARLORVQYDLOKANSSATETINKLKVQEQELTRLRIDYERVSQERTVKDQDITRFQ
NSLKELQLQKQKVEEELNRLKRTASEDSCKRKKLEEELEGMRRSLKEQATKITNLTQQLE
QASTVKKRSEDDLRQORDVLDGHLREKQRTQEELRRLSSEVEALRROQLLOEQESVKQAHL
RNEHFQKATEDKSRSLNESKIEIERLOQSLTENLTKEHLMLEEELRNLRLEYDDLRRGRSE
ADSDKNATILELRSQLQISNNRTLELQGLINDLQRERENLRQETITEKFQKQALEASNRIQE



SKNQCTQVVQERESLLVKIKVLEQDKARLQRLEDELNRAKSTLEAETRVKQRLECEKQQTI
ONDLNQWKTQYSRKEEAIRKIESEREKSEREKNSLRSEIERLQAEIKRIEERCRRKLEDS
TRETQSQLETERSRYQREIDKLRQRPYGSHRETQTECEWTVDTSKLVEFDGLRKKVTAMQL
YECQLIDKTTLDKLLKGKKSVEEVASEIQPFLRGAGSIAGASASPKEKYSLVEAKRKKLI
SPESTVMLLEAQAATGGIIDPHRNEKLTVDSAIARDLIDEFDDRQQIYAAEKAITGEDDPFE
SGKTVSVSEAIKKNLIDRETGMRLLEAQIASGGVVDPVNSVFLPKDVALARGLIDRDLYR
SLNDPRDSQKNFVDPVTKKKVSYVQLKERCRIEPHTGLLLLSVQKRSMSFQGIRQPVTVT
ELVDSGILRPSTVNELESGQISYDEVGERIKDFLOGSSCIAGIYNETTKOQKLGIYEAMKI
GLVRPGTALELLEAQAATGFIVDPVSNLRLPVEEAYKRGLVGIEFKEKLLSAERAVTGYN
DPETGNIISLFQAMNKELIEKGHGIRLLEAQIATGGIIDPKESHRLPVDIAYKRGYEFNEE
LSEILSDPSDDTKGEFFDPNTEENLTYLOLKERCIKDEETGLCLLPLKEKKKQVQTSQKNT
LRKRRVVIVDPETNKEMSVQEAYKKGLIDYETFKELCEQECEWEEITITGSDGSTRVVLV
DRKTGSQYDIQDAIDKGLVDRKFFDQYRSGSLSLTQFADMISLKNGVGTSSSMGSGVSDD
VFSSSRHESVSKISTISSVRNLTIRSSSEFSDTLEESSPIAAIFDTENLEKISITEGIERG
IVDSITGORLLEAQACTGGITIHPTTGQKLSLODAVSQGVIDODMATRLKPAQKAFIGFEG
VKGKKKMSAAEAVKEKWLPYEAGORFLEFQYLTGGLVDPEVHGRISTEEAIRKGEFIDGRA
AQRLODTSSYAKILTCPKTKLKISYKDAINRSMVEDITGLRLLEAASVSSKGLPSPYNMS
SAPGSRSGSRSGSRSGSRSGSRSGSRRGSFDATGNSSYSYSYSFSSSSIGH
>sp|Q9UPN3 |[MACF1 HUMAN Microtubule-actin cross-linking factor 1,
isoforms 1/2/3/4/5 0OS=Homo sapiens 0X=9606 GN=MACF1l PE=1 SV=4
MSSSDEETLSERSCRSERSCRSERSYRSERSGSLSPCPPGDTLPWNLPLHEQKKRKSQDS
VLDPAERAVVRVADERDRVQKKTFTKWVNKHLMKVRKHINDLYEDLRDGHNLISLLEVLS
GIKLPREKGRMRFHRLONVQIALDFLKQRQVKLVNIRNDDITDGNPKLTLGLIWTIILHF
QISDIYISGESGDMSAKEKLLLWTQKVTAGYTGIKCTNFSSCWSDGKMFNALIHRYRPDL
VDMERVQIQSNRENLEQAFEVAERLGVTRLLDAEDVDVPSPDEKSVITYVSSIYDAFPKV
PEGGEGISATEVDSRWQEYQSRVDSLIPWIKQHTILMSDKTFPONPVELKALYNQYIHFK
ETEILAKEREKGRIEELYKLLEVWIEFGRIKLPQGYHPNDVEEEWGKLI IEMLEREKSLR
PAVERLELLLQIANKIQONGALNCEEKLTLAKNTLOADAAHLESGQPVQCESDVIMYIQEC
EGLIRQLQVDLQILRDENYYQLEELAFRVMRLODELVTLRLECTNLYRKGHFTSLELVPP
STLTTTHLKAEPLTKATHSSSTSWFRKPMTRAELVAISSSEDEGNLRFVYELLSWVEEMQ
MKLERAEWGNDLPSVELQLETQQHIHTSVEELGSSVKEARLYEGKMSONFHTSYAETLGK
LETQYCKLKETSSFRMRHLOSLHKEVSRATAELIWLNEKEEEELAYDWSDNNSNISAKRN
YESELTMELEEKQDVFRSLODTAELLSLENHPAKQTVEAYSAAVQSQLOWMKQLCLCVEQ
HVKENTAYFQFFSDARELESFLRNLODSIKRKYSCDHNTSLSRLEDLLODSMDEKEQLIQ
SKSSVASLVGRSKTIVQLKPRSPDHVLKNTISVKAVCDYRQIEITICKNDECVLEDNSQR
TKWKVISPTGNEAMVPSVCFLIPPPNKDAIEMASRVEQSYQKVMALWHQLHVNTKSLISW
NYLRKDLDLVQTWNLEKLRSSAPGECHQIMKNLQAHYEDFLODSRDSVLESVADRLRLEE
EVEACKARFQHLMKSMENEDKEETVAKMY ISELKNIRLRLEEYEQRVVKRIQSLASSRTD
RDAWQODNALRIAEQEHTQEDLOQLRSDLDAVSMKCDSFLHQSPSSSSVPTLRSELNLLVE
KMDHVYGLSTVYLNKLKTVDVIVRSIQDAELLVKGYEIKLSQEEVVLADLSALEAHWSTL
RHWLSDVKDKNSVFESVLDEEIAKAKVVAEQMSRLTPERNLDLERYQEKGSQLQERWHRV I
AQLETRQSELESTIQEVLGDYRACHGTLIKWIEETTAQQEMMKPGQAEDSRVLSEQLSQQT
ALFAETERNQTKLDQCQKFSQQYSTIVKDYELQLMTYKAFVESQQOKSPGKRRRMLSSSDA
ITOQEFMDLRTRYTALVTLTTQHVKYISDALRRLEEEEKVVEEEKQEHVEKVKELLGWVST
LARNTQGKATSSETKESTDIEKAILEQOQVLSEELTTKKEQVSEAIKTSQIFLAKHGHKLS
EKEKKQISEQLNALNKAYHDLCDGSANQLOQLOSQLAHQTEQKECRAVAGVIDLGTVEIF
PIFKAMQOKGLLDQDTGLVLLESQVIMSGLIAPETGENLSLEEGIARNLINPOMYQQLREL



QODALALISRLTESRGPLSVVEAIEKRIISETVGLKILEAHLATGGEFSLSPSENCINLEEA
FHOGLISAWLHSVLESYLRTSKNLIDPNTAEKIGLLDLMQRCIVHQESGFKLLPVKQLAG
GMVSLKSGRKVSIFRAVQEGLIDROQVTVRLLEAQLFAGGIVDPRTGHRLTVEEAVRHENLT
DODMACAILIRQLOTGGIIDTVTGORLTIDEAVSNDLVAAKIALVILESLWSFMGLLWPE
SGEILPITDALEQGIVSTELAHKILSNROQHIKALFLPATTEILSWKKAIESGILDRDLAN
NLKSICIPDVMPHMOLADSAEQNINPGAAVLPCSKSHPKATASQSENLLFQLMTHSYINV
ONGORLLLLDKELMETLTSRDEYQTSPPKVVEIGHQROKTPEGLOQESANVKISGTESSGW
TVRLPEFQFSSONKEYPDREDCTTEKGKKTTVETEDSSVENPEQDLFVEQKERNPNIDAL
KVINKVKLEVOROQLIGTQREDQTAVSVRENASRGHLLTIPPAEAEGVPLVVDKDVFESVET
PKKEHQPLRNTSFTCONEQAHTLETEYTIHDETGGSHIKPQSKKLOVOVKKTLGIKLELKS
ETDGNVHPLDKKEMLKKTFLAKDDHKESQEAQNIAGGSMMMSEKTDEEDSGREIFLSCSH
PLELLEEATLNVLSAQLLDGGIFHEQTGOKLLLNEAISRGIVPSHTAVKLMEKLNMEFQGF
FDSQTCESLTTEEVINEGLMDEKLLHNVLMADKAISGVLDPRTQTLCSVKDAVTVGLLDK
ETATRILERQVVTGGIIDLKRGKKVSVTLASTLGLVDVADQPELINLEKASKGRDAEKTV
RERLISLOMETTGLIDPDSKAPLTVVQSIDRGLLEREEAVRLLTKQVVDGGIIHHISGMR
LSVDNAFRHGLIGEDLAEKLKRVENLNTHQIFNPETKENISLPKATIKLDLITSDLKRETIQ
EVOAFTGNEFVDLISGQRLTLAEAKKEGLLTNEAVLSPGMMHGIVDPENCRIVPYSELVKK
CKIDIESGQRYLEVIPFSDIKDGVSDKVLTLSQAIQLGKVDFASTLKVLEAQANTGGIID
TATGKRLTLASALEEKLVDENMVRI IASHQVLNGGIVDIFSDORVTLVEATEKRLISPEL
ANMIQIDSSEFSDHRAQIEKQEGIEVCALONEFLGKDMLIACNQTAEMSCNKVEESERLF
QVENQSAQEKVKVRVSDGEQAKKSREISLKEFGCKDOQRKPRMSSDAKEFISIINPHNLKG
KSLGQVSLTHPYSECDFKLKEVARNNMGNDTNEEQEKAVTKIEIISHMKQSTSCLDSEET
RENQGEVILEVQETYCETSGKLPSEQVLOQPMNARVKSKREKREVIVEESIRTCKPAFLS
EEKLYQETAIRDEHDSHIKSQPREMTSSEKGKEADTEMGESITFKIEESSSQVVPQGISV
KHLDALTLFSSKQANEGKVNNLSLCLTLKPEENLSRETACGAQSEPFPCMTPRPEGLHYQ
ESDGKAQVTGPSQISKTDKSFQGTTRQETNYQODSWVTSKTKETKHQISSSNECKEKSYQE
VSEFDPARGLKLEEITVSRPDSKEVRYLEFSDRKDLHHQGSKSDDKLCGTLKSEIATQELT
GEKFLEMANPNVAGLEAGSIEDIVTQRGSRVLGSFLPEKLFKGVSQKENTGQONAITISPT
VLETSEEKTVSLTVCSAVKTEKTPOQEKLRESPGSEQTPFMTAPEGKGNGGVNPEPFRATQ
NVEFTRQLCLEHDEKLVSYLSLLRNIEMRTKQIQPLELNLAELQDLLCQAKVLERELKDLT
TLVSQELECVNQITISQPOQEVPAQLLKALEKDAKNLOKSLSSVSDTWNSRLLHFONAVET
EKTKVLNQHTQLEGRLODLRAWVGNKNLILNSKGSNSEIDVDSLNLCLOQQYEDLKQPMAE
RKAQLDALAFDIQFFISEHAQDLSPOQONROMLRLLNELQRSFODILEQTAAQVDALQGHL
QOMEQEALVKTLOKQONTCHQQLEDLCSWVGQAERALAGHQGRTTQODLSALOKNQSDLK
DLODDIONRATSFATVVKDIEGEFMEENQTKLSPRELTALREKLHOAKEQYEALQEETRVA
QKELEEAVTSALQQETEKSKAAKELAENKKKIDALLDWVTSVGSSGGQLLTNLPGMEQLS
GASLEKGALDTTDGYMGVNQAPEKLDKQCEMMKARHOELLSQOONFILATQOSAQAFLDOH
GHNLTPEEQOMLOQOKLGELKEQYSTSLAQSEAELKQVQTLODELOQKFLODHKEFESWLER
SEKELENMHKGGSSPETLPSLLKROGSEFSEDVISHKGDLREVTISGOKVLDMENSEFKEGK
EPSEIGNLVKDKLKDATERYTALHSKCTRLGSHLNMLLGQYHQFONSADSLOAWMQACEA
NVEKLLSDTVASDPGVLQEQLATTKOLOEELAEHQVPVEKLOKVARDIME IEGEPAPDHR
HVOETTDSILSHFQSLSYSLAERSSLLOKATAQSQSVQESLESLLOSIGEVEQNLEGKQV
SSLSSGVIQEALATNMKLKODIARQKSSLEATREMVTREFMETADSTTAAVLQGKLAEVSQ
RFEQLCLOOQEKESSLKKLLPQAEMFEHLSGKLQOFMENKSRMLASGNQPDODITHEFFEFQQ
IQELNLEMEDQOQENLDTLEHLVTELSSCGFALDLCQHODRVONLRKDFTELOKTVKEREK
DASSCQEQLDEFRKLVRTFQKWLKETEGSIPPTETSMSAKELEKQIEHLKSLLDDWASKG
TLVEEINCKGTSLENLIMEITAPDSQGKTGSILPSVGSSVGSVNGYHTCKDLTEIQCDMS



DVNLKYEKLGGVLHERQESLOATLNRMEEVHKEANSVLOWLESKEEVLKSMDAMSSPTKT
ETVKAQAESNKAFLAELEQNSPKIQKVKEALAGLLVTYPNSQEAENWKKIQEELNSRWER
ATEVTVARQROQLEESASHLACFQAAESQLRPWLMEKELMMGVLGPLSIDPNMLNAQKQQV
QFMLKEFEARROQQHEQLNEAAQGILTGPGDVSLSTSQVOKELQSINQKWVELTDKLNSRS
SQIDQATVKSTQYQELLODLSEKVRAVGORLSVQSAISTQPEAVKQQLEETSETIRSDLEQ
LDHEVKEAQTLCDELSVLIGEQYLKDELKKRLETVALPLOGLEDLAADRINRLOAALAST
QOFOOMFDELRTWLDDKOSQQAKNCPISAKLERLOSQLOENEEFQKSLNQHSGSYEVIVA
EGESLLLSVPPGEEKRTLONQLVELKNHWEELSKKTADRQSRLKDCMOKAQKYQWHVEDL
VPWIEDCKAKMSELRVTLDPVQLESSLLRSKAMLNEVEKRRSLLEILNSAADILINSSEA
DEDGIRDEKAGINQNMDAVTEELQAKTGSLEEMTQRLREFQESFKNIEKKVEGAKHQLET
FDALGSQACSNKNLEKLRAQQEVLOALEPQVDYLRNFTQGLVEDAPDGSDASQLLHQAEV
AQOEFLEVKORVNSGCVMMENKLEGIGOFHCRVREMEFSQLADLDDELDGMGAIGRDTDSL
QOSQIEDVRLEFLNKIHVLKLDIEASEAECRHMLEEEGTLDLLGLKRELEALNKQCGKLTER
GKARQEQLELTLGRVEDFYRKLKGLNDATTAAEEAEALQWVVGTEVETI INQOLADFKMEQ
KEQVDPLOMKLOQVNGLGQGLIQSAGKDCDVOQGLEHDMEE INARWNTLNKKVAQRIAQLQ
EALLHCGKFQDALEPLLSWLADTEELIANQKPPSAEYKVVKAQIQEQKLLORLLDDRKAT
VDMLQAEGGRIAQSAELADREKITGQLESLESRWTELLSKAAARQKQLEDILVLAKQFHE
TAEPISDFLSVTEKKLANSEPVGTQTAKIQQOQITRHKALNEE IVNRKKNVDOQATKNGQAL
LKQTTGEEVLLIQEKLDGIKTRYADITVTSSKALRTLEQARQLATKFOSTYEELTGWLRE
VEEELATSGGQSPTGEQIPOQFOOROKELKKEVMEHRLVLDTVNEVSRALLELVPWRAREG
LDKLVSDANEQYKLVSDTIGQORVDEIDAAIQRSQOYEQAADAELAWVAETKRKLMALGPI
RLEQDOTTAQLOVQKAFSIDITRHKDSMDELEFSHRSEIFGTCGEEQKTVLQEKTESLTIQQ
YEAISLLNSERYARLERAQVLVNQFWETYEELSPWIEETRALTAQLPSPAIDHEQLRQOQOQ
EEMRQLRESIAEHKPHIDKLLKIGPOQLKELNPEEGEMVEEKYQKAENMYAQIKEEVRQORA
LALDEAVSQSTQITEFHDKIEPMLETLENLSSRLRMPPLIPAEVDKIRECISDNKSATVE
LEKLOPSFEALKRRGEELTIGRSQGADKDLAAKETIQDKLDOMVEFFWEDIKARAEERETIKFEL
DVLELAEKFWYDMAALLTTIKDTQDIVHDLESPGIDPSIIKQOVEAAETIKEETDGLHEE
LEFIRILGADLIFACGETEKPEVRKSIDEMNNAWENLNKTWKERLEKLEDAMQAAVQYQD
TLOAMFDWLDNTVIKLCTMPPVGTDLNTVKDQLNEMKEFKVEVYQOQTIEMEKLNHQGELM
LKKATDETDRDITREPLTELKHLWENLGEKIAHRQHKLEGALLALGQFQHALEELMSWLT
HTEELLDAQRPISGDPKVIEVELAKHHVLKNDVLAHQATVETVNKAGNELLESSAGDDAS
SLRSRLEAMNQCWESVLOKTEEREQQLOSTLOOAQGFHSEIEDFLLELTRMESQLSASKP
TGGLPETAREQLDTHMELYSQLKAKEETYNQLLDKGRLMLLSRDDSGSGSKTEQSVALLE
QKWHVVSSKMEERKSKLEEALNLATEFONSLOEFINWLTLAEQSLNIASPPSLILNTVLS
QIEEHKVEFANEVNAHRDOQITELDQTGNQLKEFLSQKODVVLIKNLLVSVQSRWEKVVQRST
ERGRSLDDARKRAKQFHEAWKKLIDWLEDAESHLDSELETSNDPDKIKLOQLSKHKEFQKT
LGGKOPVYDTTIRTGRALKEKTLLPEDSQKLDNFLGEVRDKWDTVCGKSVERQHKLEEAL
LFSGOFMDALQALVDWLYKVEPQLAEDQPVHGDLDLVMNLMDAHKVEFQKELGKRTGTVQV
LKRSGRELIENSRDDTTWVKGQLOQELSTRWDTVCKLSVSKQSRLEQALKQAEVFRDTVHM
LLEWLSEAEQTLRFRGALPDDTEALQSLIDTHKEFMKKVEEKRVDVNSAVAMGEVILAVC
HPDCITTIKHWITITRARFEEVLTWAKQHQORLETALSELVANAELLEELLAWIQWAETT
LIQRDQEPIPONIDRVKALIAEHQTFMEEMTRKOPDVDRVTKTYKRKNIEPTHAPFTIEKS
RSGGRKSLSQPTPPPMPILSQSEAKNPRINQLSARWOOVWLLALERQRKLNDALDRLEEL
KEFANFDEFDVWRKKYMRWMNHKKSRVMDEFFRRIDKDOQDGKITROQEFIDGILASKEPTTKL
EMTAVADIFDRDGDGYIDYYEFVAALHPNKDAYRPTTDADKIEDEVTROQVAQCKCAKREQ
VEQIGENKYRFGDSQQLRLVRILRSTVMVRVGGGWMALDEFLVKNDPCRARGRTNIELRE
KFILPEGASQGMTPFRSRGRRSKPSSRAASPTRSSSSASQSNHSCTSMPSSPATPASGTK



VIPSSGSKLKRPTPTFHSSRTSLAGDTSNSSSPASTGAKTNRADPKKSASRPGSRAGSRA
GSRASSRRGSDASDFDLLETQSACSDTSESSAAGGQGNSRRGLNKPSKIPTMSKKTTTAS
PRTPGPKR

>sp|Q8TDY2 |RBCC1 HUMAN RBl-inducible coiled-coil protein 1 OS=Homo
sapiens 0X=9606 GN=RB1CC1l PE=1 SV=3
MKLYVFLVNTGTTLTFDTELTVQTVADLKHATIQSKYKIATQHQVLVVNGGECMAADRRVC
TYSAGTDTNPIFLENKEMILCDRPPAIPKTTFSTENDME IKVEESTMMPAVEFHTVASRTQ
LALEMYEVAKKLCSFCEGLVHDEHLQHQGWAATIMANLEDCSNSYQKLLFKFESIYSNYLQ
SIEDIKLKLTHLGTAVSVMAKIPLLECLTRHSYRECLGRLDSLPEHEDSEKAEMKRSTEL
VLSPDMPRTTNESLLTSFPKSVEHVSPDTADAESGKETIRESCQSTVHQQODETTIDTKDGD
LPFFNVSLLDWINVQDRPNDVESLVRKCFDSMSRLDPRIIRPFIAECRQTIAKLDNQNMK
ATKGLEDRLYALDOMIASCGRLVNEQKELAQGFLANQKRAENLKDASVLPDLCLSHANQL
MIMLONHRKLLDIKQKCTTAKQELANNLHVRLKWCCEFVMLEHADQDGEKLQALLRLVIELL
ERVKIVEALSTVPOMYCLAVVEVVRRKMFIKHYREWAGALVKDGKRLYEAEKSKRESFGK
LFRKSFLRNRLFRGLDSWPPSFCTQKPRKEDCELPDISLKDLQFLOSFCPSEVQPFLRVP
LLCDFEPLHOQHVLALHNLVKAAQSLDEMSQTITDLLSEQKASVSQTSPQSASSPRMESTA
GITTTTSPRTPPPLTVQDPLCPAVCPLEELSPDSIDAHTFDFETIPHPNIEQTTIHQVSLD
LDSLAESPESDFMSAVNEFVIEENLSSPNPISDPQSPEMMVESLYSSVINAIDSRRMQODT
NVCGKEDFGDHTSLNVQLERCRVVAQDSHEFSIQTIKEDLCHFRTEFVQKEQCDEFSNSLKCT
AVEIRNITIEKVKCSLEITLKEKHOQKELLSLKNEYEGKLDGLIKETEENENKIKKLKGELV
CLEEVLONKDNEFALVKHEKEAVICLONEKDQKLLEMENIMHSONCETIKELKQSREIVLE
DLKKLHVENDEKLQLLRAELQSLEQSHLKELEDTLQVRHIQEFEKVMTDHRVSLEELKKE
NOQITNQIQESHAETITQEKEKQLOELKLKVSDLSDTRCKLEVELALKEAETDEIKILLEE
SRAQOQKETLKSLLEQETENLRTEI SKLNQKIQDNNENYQVGLAELRTLMTIEKDQCISEL
ISRHEEESNILKAELNKVTSLHNQAFEIEKNLKEQIIELQSKLDSELSALERQKDEKITQ
QEEKYEATTONLEKDROQKLVSSQEQDREQLIQKLNCEKDEATIQTALKEFKLEREVVEKEL
LEKVKHLENQTIAKSPAIDSTRGDSSSLVAELQEKLQEEKAKFLEQLEEQEKRKNEEMQONV
RTSLIAEQOTNFNTVLTREKMRKENI INDLSDKLKSTMQOQQOQOERDKDLIESLSEDRARLLE
EKKKLEEEVSKLRSSSEFVPSPYVATAPELYGACAPELPGESDRSAVETADEGRVDSAMET
SMMSVQENIHMLSEEKQRIMLLERTLQLKEEENKRLNQRLMSQSMSSVSSRHSEKIATIRD
FOQVGDLVLIILDERHDNYVLFTVSPTLYFLHSESLPALDLKPGEGASGASRRPWVLGKVM
EKEYCQAKKAQNREFKVPLGTKEFYRVKAVSWNKKV

>sp|P04264 |K2C1 HUMAN Keratin, type II cytoskeletal 1 OS=Homo
sapiens 0X=9606 GN=KRT1l PE=1 SV=6
MSRQFSSRSGYRSGGGEFSSGSAGIINYQRRTTSSSTRRSGGGGGRESSCGGGGGSEFGAGG
GFGSRSLVNLGGSKSISISVARGGGRGSGFGGGYGGGGFGGGGFGGGGEFGGGGIGGGGEG
GFGSGGGGEFGGGGEFGGGGYGGGYGPVCPPGGIQEVTINQSLLOPLNVEIDPETQKVKSRE
REQIKSLNNQFASFIDKVRFLEQONQVLOTKWELLQQVDTSTRTHNLEPYFESFINNLRR
RVDOLKSDQOSRLDSELKNMODMVEDYRNKYEDEINKRTNAENEFVTIKKDVDGAYMTKVD
LOAKLDNLQOEIDFLTALYQAELSQMOTQISETNVILSMDNNRSLDLDSTITAEVKAQYED
TAQKSKAEAESLYQSKYEELQITAGRHGDSVRNSKIEISELNRVIQRLRSETIDNVKKQIS
NLQQOSISDAEQRGENALKDAKNKLNDLEDALQQAKEDLARLLRDYQELMNTKLALDLETA
TYRTLLEGEESRMSGECAPNVSVSVSTSHTTISGGGSRGGGGGGYGSGGSSYGSGGGSYG
SGGGGGGGRGSYGSGGSSYGSGGGSYGSGGGGGGHGSYGSGSSSGGYRGGSGGGGGGSSG
GRGSGGGSSGGSIGGRGSSSGGVKSSGGSSSVKEVSTTYSGVTR
>sp|P08779|K1Cl6 HUMAN Keratin, type I cytoskeletal 16 OS=Homo
sapiens 0X=9606 GN=KRT1l6 PE=1 SV=4



MTTCSRQFTSSSSMKGSCGIGGGIGGGSSRISSVLAGGSCRAPSTYGGGLSVSSRESSGG
ACGLGGGYGGGEFSSSSSEFGSGEFGGGYGGGLGAGEFGGGLGAGEFGGGFAGGDGLLVGSEKVT
MONLNDRLASYLDKVRALEEANADLEVKIRDWYQRORPSETKDYSPYFKTIEDLRNKITA
ATIENAQPILOIDNARLAADDFRTKYEHELALRQTVEADVNGLRRVLDELTLARTDLEMQ
IEGLKEELAYLRKNHEEEMLALRGQTGGDVNVEMDAAPGVDLSRILNEMRDQYEQMAEKN
RRDAETWELSKTEELNKEVASNSELVQSSRSEVTELRRVLOGLEIELOSQLSMKASLENS
LEETKGRYCMQLSQIQGLIGSVEEQLAQLRCEMEQOSQEYQILLDVKTRLEQETIATYRRL
LEGEDAHLSSQQASGQSYSSREVFTSSSSSSSROQTRPILKEQSSSSESQGQOSS

>sp|Q86YZ3|HORN HUMAN Hornerin OS=Homo sapiens O0X=9606 GN=HRNR

PE=1 SV=2

MPKLLOGVITVIDVFYQYATQHGEYDTLNKAELKELLENEFHQILKNPNDPDTVDITILQS
LDRDHNKKVDFTEYLLMIFKLVQARNKIIGKDYCQVSGSKLRDDTHQHQEEQEETEKEEN
KROESSEFSHSSWSAGENDSYSRNVRGSLKPGTESISRRLSFQRDEFSGQHNSYSGQOSSSYG
EONSDSHQOSSGRGOCGSGSGQSPNYGQHGSGSGOSSSNDTHGSGSGQSSGESQHKSSSGO
SSGYSQHGSGSGHSSGYGQHGSRSGOSSRGERHRSSSGSSSSYGOQHGSGSRQSLGHGROG
SGSROSPSHVRHGSGSGHSSSHGQHGSGSSYSYSRGHYESGSGQTSGFGQHESGSGOSSG
YSKHGSGSGHSSSQGOHGSTSGQASSSGQHGSSSROSSSYGOHESASRHSSGRGQHSSGS
GOSPGHGQRGSGSGQSPSSGQHGTGFGRSSSSGPYVSGSGYSSGEFGHHESSSEHSSGYTQ
HGSGSGHSSGHGOHGSRSGQSSRGERQOGSSAGSSSSYGOHGSGSROSLGHSRHEGSGSGQS
PSPSRGRHESGSRQSSSYGPHGYGSGRSSSRGPYESGSGHSSGLGHQESRSGOSSGYGQOH
GSSSGHSSTHGQHGSTSGQSSSCGQHGATSGOSSSHGQHGSGSSQSSRYGQQGSGSGQSP
SRGRHGSDFGHSSSYGOHGSGSGWSSSNGPHGSVSGOSSGEFGHKSGSGOSSGYSQHGSGS
SHSSGYRKHGSRSGOSSRSEQHGSSSGLSSSYGQHGSGSHOSSGHGROGSGSGHSPSRVR
HGSSSGHSSSHGQHGSGTSCSSSCGHYESGSGQASGFGQHESGSGQGYSQHGSASGHESS
OGRHGSTSGOSSSSGOHDSSSGOSSSYGOQHESASHHASGRGRHGSGSGQSPGHGQRGSGS
GOSPSYGRHGSGSGRSSSSGRHGSGSGOSSGFGHKSSSGOSSGYTQHGSGSGHSSSYEQH
GSRSGQOSSRSEQHGSSSGSSSSYGQHGSGSROSLGHGOHGSGSGQSPSPSRGRHGSGSGQ
SSSYGPYRSGSGWSSSRGPYESGSGHSSGLGHRESRSGOSSGYGOHGSSSGHSSTHGQHG
STSGOSSSCGOHGASSGQSSSHGQHGSGSSQOSSGYGROGSGSGOSPGHGOQRGSGSROSPS
YGRHGSGSGRSSSSGOHGSGLGESSGFGHHESSSGOSSSYSQHGSGSGHSSGYGQHGSRS
GOSSRGERHGSSSGSSSHYGOHGSGSROSSGHGROGSGSGHSPSRGRHGSGLGHSSSHGQ
HGSGSGRSSSRGPYESRSGHSSVEGQHESGSGHSSAYSQHGSGSGHECSQGQHGSTSGQS
STEDQOEGSSTGQSSSYGHRGSGSSOSSGYGRHGAGSGQSPSRGRHGSGSGHSSSYGQOHGS
GSGWSSSSGRHGSGSGOSSGFGHHESSSWQSSGCTQHGSGSGHSSSYEQHGSRSGQSSRG
ERHGSSSGSSSSYGQHGSGSRQSLGHGQHGSGSGOSPSPSRGRHGSGSGQSSSYSPYGSG
SGWSSSRGPYESGSSHSSGLGHRESRSGOSSGYGOHGSSSGHSSTHGQHGSTSGOSSSCG
QHGASSGOSSSHGOHGSGSSQSSGYGROGSGSGOSPGHGORGSGSROQSPSYGRHGSGSGR
SSSSGOQHGSGLGESSGFGHHESSSGQSSSYSQHGSGSGHSSGYGQHGSRSGQSSRGERHG
SSSRSSSRYGOHGSGSROSSGHGROGSGSGOSPSRGRHAGSGLGHSSSHGQHGSGSGRSSS
RGPYESRSGHSSVEGQHESGSGHSSAYSQHGSGSGHECSQGQHGSTSGOSSTEDQEGSST
GOSSSHGQHGSGSSQOSSSYGOQGSGSGOSPSRGRHAGSGSGHSSSYGOHGSGSGWSSSSGR
HGSGSGOSSGFGHHESSSWQSSGYTQHGSGSGHSSSYEQHGSRSGOQSSRGEQHGSSSGSS
SSYGOHGSGSROSLGHGQHGSGSGOSPSPSRGRHGSGSGQSSSYGPYGSGSGWSSSRGPY
ESGSGHSSGLGHRESRSGQSSGYGQHGSSSGHSSTHGOHGSASGQSSSCGQHGASSGOSS
SHGQHGSGSSQOSSGYGROGSGSGOSPGHGORGSGSROSPSYGRHGSGSGRSSSSGQHGPG
LGESSGFGHHESSSGQSSSYSQHGSGSGHSSGYGQHGSRSGQSSRGERHGSSSGSSSRYG
QHGSGSRQSSGHGROGSGSGHSPSRGRHGSGSGHSSSHGOQHGSGSGRSSSRGPYESRSGH



SSVFGQHESGSGHSSAYSQHGSGSGHFCSQGQHGSTSGQSSTEFDQEGSSTGQSSSHGQHG
SGSSQSSSYGOOGSGSGQSPSRGRHGSGSGHSSSYGQHGSGSGWSSSSGRHGSGSGQSSG
FGHHESSSWOSSGYTQHGSGSGHSSSYEQHGSRSGOSSRGERHGSSSGSSSSYGQHGSGS
RQOSLGHGQHGSGSGQSPSPSRGRHGSGSGQSSSYSPYGSGSGWSSSRGPYESGSGHSSGL
GHRESRSGQSSGYGQHGSSSGHSSTHGQHGSTSGQSSSCGQHGASSGQSSSHGQHGSGSS
QSSGYGROGSGSGOSPGHGORGSGSROSPSYGRHGSGSGRSSSSGOHGSGLGESSGFGHHE
ESSSGOSSSYSQHGSGSGHSSGYGQHGSRSGOSSRGERHGSSSGSSSHYGQHGSGSRQSS
GHGRQGSGSGQSPSRGRHGSGLGHSSSHGQHGSGSGRSSSRGPYESRLGHSSVEGQHESG
SGHSSAYSQHGSGSGHFCSQGQHGSTSGQSSTEFDQEGSSTGOSSSYGHRGSGSSQSSGYG
RHGAGSGQSLSHGRHGSGSGQSSSYGQHGSGSGQSSGYSQHGSGSGODGYSYCKGGSNHD
GGSSGSYFLSFPSSTSPYEYVQEQRCYFYQ

>sp|P02538 | K2C6A HUMAN Keratin, type II cytoskeletal 6A OS=Homo
sapiens 0X=9606 GN=KRT6A PE=1 SV=3
MASTSTTIRSHSSSRRGEFSANSARLPGVSRSGEFSSVSVSRSRGSGGLGGACGGAGEFGSRS
LYGLGGSKRISIGGGSCATISGGYGSRAGGSYGFGGAGSGEFGEFGGGAGIGEFGLGGGAGLAG
GFGGPGFPVCPPGGIQEVTVNQSLLTPLNLQIDPTIQRVRAEEREQIKTLNNKFASFIDK
VRFLEQONKVLETKWTLLOQEQGTKTVRONLEPLFEQY INNLRRQLDSIVGERGRLDSELR
GMODLVEDFKNKYEDEINKRTAAENEFVTLKKDVDAAYMNKVELQAKADTLTDEINFLRA
LYDAELSQMQTHISDTSVVLSMDNNRNLDLDSITAEVKAQYEETIAQRSRAEAESWYQTKY
EELOQVTAGRHGDDLRNTKQETAEINRMIQRLRSEIDHVKKQCANLQAATADAEQRGEMAL
KDAKNKLEGLEDALQKAKQDLARLLKEYQELMNVKLALDVEIATYRKLLEGEECRLNGEG
VGOQVNISVVQSTVSSGYGGASGVGSGLGLGGGSSYSYGSGLGVGGGESSSSGRAIGGGLS
SVGGGSSTIKYTTTSSSSRKSYKH

>sp|P04259|K2C6B HUMAN Keratin, type II cytoskeletal 6B OS=Homo
sapiens 0X=9606 GN=KRT6B PE=1 SV=5
MASTSTTIRSHSSSRRGEFSANSARLPGVSRSGEFSSISVSRSRGSGGLGGACGGAGEGSRS
LYGLGGSKRISIGGGSCAISGGYGSRAGGSYGFGGAGSGFGFGGGAGIGFGLGGGAGLAG
GFGGPGFPVCPPGGIQEVTVNQSLLTPLNLQIDPATIQRVRAEEREQIKTLNNKFASFIDK
VRFLEQONKVLDTKWTLLOQEQGTKTVRONLEPLFEQY INNLRRQLDNIVGERGRLDSELR
NMODLVEDLKNKYEDEINKRTAAENEFVTLKKDVDAAYMNKVELQAKADTLTDEINEFLRA
LYDAELSQMQTHISDTSVVLSMDNNRNLDLDSITAEVKAQYEETAQRSRAEAESWYQTKY
EELQITAGRHGDDLRNTKQEIAEINRMIQRLRSEIDHVKKQCANLQAATADAEQRGEMAL
KDAKNKLEGLEDALQKAKQDLARLLKEYQELMNVKLALDVEIATYRKLLEGEECRLNGEG
VGQVNISVVQSTVSSGYGGASGVGSGLGLGGGSSYSYGSGLGVGGGESSSSGRATGGGLS
SVGGGSSTIKYTTTSSSSRKSYKH

>sp|P48668 |K2C6C HUMAN Keratin, type II cytoskeletal 6C OS=Homo
sapiens 0X=9606 GN=KRT6C PE=1 SV=3
MASTSTTIRSHSSSRRGEFSANSARLPGVSRSGFSSISVSRSRGSGGLGGACGGAGEGSRS
LYGLGGSKRISIGGGSCATISGGYGSRAGGSYGFGGAGSGFGFGGGAGIGFGLGGGAGLAG
GFGGPGFPVCPPGGIQEVTVNQSLLTPLNLOIDPATQRVRAEEREQIKTLNNKFASFIDK
VREFLEQONKVLDTKWTLLOEQGTKTVRONLEPLFEQYINNLRRQLDSIVGERGRLDSELR
NMODLVEDLKNKYEDEINKRTAAENEFVTLKKDVDAAYMNKVELQAKADTLTDEINFEFLRA
LYDAELSQMOQTHISDTSVVLSMDNNRNLDLDSITAEVKAQYEETAQRSRAEAESWYQTKY
EELOQVTAGRHGDDLRNTKQEIAEINRMIQRLRSEIDHVKKQCASLQAAIADAEQRGEMAL
KDAKNKLEGLEDALQKAKQDLARLLKEYQELMNVKLALDVEIATYRKLLEGEECRLNGEG
VGQVNVSVVQSTISSGYGGASGVGSGLGLGGGSSYSYGSGLGIGGGEFSSSSGRAIGGGLS
SVGGGSSTIKYTTTSSSSRKSYKH



>sp|P13645|K1C10 HUMAN Keratin, type I cytoskeletal 10 OS=Homo
sapiens 0X=9606 GN=KRT1l0 PE=1 SV=6
MSVRYSSSKHYSSSRSGGGGGGGGCGGGGGVSSLRISSSKGSLGGGESSGGESGGSESRG
SSGGGCFGGSSGGYGGLGGFGGGSFRGSYGSSSFGGSYGGIFGGGSFGGGSFGGGSEGGG
GFGGGGFGGGFGGGFGGDGGLLSGNEKVTMONLNDRLASYLDKVRALEESNYELEGKIKE
WYEKHGNSHQGEPRDYSKYYKTIDDLKNQILNLTTDNANTILLOQIDNARLAADDFRLKYEN
EVALRQSVEADINGLRRVLDELTLTKADLEMQIESLTEELAYLKKNHEEEMKDLRNVSTG
DVNVEMNAAPGVDLTQLLNNMRSQYEQLAEQNRKDAEAWENEKSKELTTEIDNNIEQISS
YKSEITELRRNVQALETIELQSQLALKQSLEASLAETEGRYCVQLSQIQAQISALEEQLQQ
IRAETECONTEYQQLLDIKIRLENEIQTYRSLLEGEGSSGGGGRGGGSEFGGGYGGGSSGG
GSSGGGHGGGHGGSSGGGYGGGSSGGGSSGGGYGGGSSSGGHGGSSSGGYGGGSSGGGGG
GYGGGSSGGGSSSGGGYGGGSSSGGHKSSSSGSVGESSSKGPRY
>sp|P35908 |K22E HUMAN Keratin, type II cytoskeletal 2 epidermal
OS=Homo sapiens 0X=9606 GN=KRT2 PE=1 SV=2
MSCQISCKSRGRGGGGGGFRGESSGSAVVSGGSRRSTSSESCLSRHGGGGGGEFGGGGEGS
RSLVGLGGTKSISISVAGGGGGFGAAGGEFGGRGGGFGGGSSFGGGSGEFSGGGEFGGGGEGG
GRFGGFGGPGGVGGLGGPGGFGPGGYPGGIHEVSVNQSLLOPLNVKVDPEIQNVKAQERE
QIKTLNNKFASFIDKVRFLEQONQVLOTKWELLOOMNVGTRPINLEPIFQGYIDSLKRYL
DGLTAERTSQONSELNNMODLVEDYKKKYEDEINKRTAAENDEFVTLKKDVDNAYMIKVELQ
SKVDLLNQETIEFLKVLYDAEISQITHQOQSVTDTNVILSMDNSRNLDLDSTITAEVKAQYEETA
QRSKEEAEALYHSKYEELQVTVGRHGDSLKEIKIEISELNRVIQRLOGETAHVKKQCKNV
ODATIADAEQRGEHALKDARNKLNDLEEALQQAKEDLARLLRDYQELMNVKLALDVEIATY
RKLLEGEECRMSGDLSSNVTVSVTSSTISSNVASKAAFGGSGGRGSSSGGGYSSGSSSYG
SGGROSGSRGGSGGGGSISGGGYGSGGGSGGRYGSGGGSKGGSISGGGYGSGGGKHESSGG
GSRGGSSSGGGYGSGGGGSSSVKGSSGEAFGSSVTESER
>sp|P02533|K1C14 HUMAN Keratin, type I cytoskeletal 14 OS=Homo
sapiens 0X=9606 GN=KRT14 PE=1 SV=4
MTTCSRQFTSSSSMKGSCGIGGGIGGGSSRISSVLAGGSCRAPSTYGGGLSVSSSRESSG
GACGLGGGYGGGEFSSSSSSEGSGFGGGYGGGLGAGLGGGEFGGGFAGGDGLLVGSERKVTMQ
NLNDRLASYLDKVRALEEANADLEVKIRDWYQRQRPAEIKDYSPYFKTIEDLRNKILTAT
VDNANVLLQIDNARLAADDFRTKYETELNLRMSVEADINGLRRVLDELTLARADLEMQTE
SLKEELAYLKKNHEEEMNALRGQVGGDVNVEMDAAPGVDLSRILNEMRDQYEKMAEKNRK
DAEEWFFTKTEELNREVATNSELVQSGKSEISELRRTMONLEIELQSQLSMKASLENSLE
ETKGRYCMQLAQIQEMIGSVEEQLAQLRCEMEQONQEYKILLDVKTRLEQETATYRRLLE
GEDAHLSSSQFSSGSQSSRDVTSSSRQIRTKVMDVHDGKVVSTHEQVLRTKN
>sp|P58107 |EPIPL HUMAN Epiplakin OS=Homo sapiens 0X=9606 GN=EPPKI1
PE=1 SV=3
MSGHTLPPLPVPGTNSTEQASVPRAMAATLGAGTPPRPOARSTIAGVYVEASGQAQSVYAA
MEQGLLPAGLGQALLEAQAATGGLVDLARGQLLPVSKALQQGLVGLELKEKLLAAERATT
GYPDPYGGEKLALFQAIGKEVVDRALGQSWLEVQLATGGLVDPAQGVLVAPEPACHQGLL
DRETWHKLSELEPGTGDLRFLDPNTLERLTYHQLLERCVRAPGSGLALLPLKITFRSMGG
AVSAAELLEVGILDEQAVQGLREGRLAAVDVSARAEVRRYLEGTGSVAGVVLLPEGHKKS
FFOAATEHLLPMGTALPLLEAQAATHTLVDPITGOQRLWVDEAVRAGLVSPELHEQLLVAE
QOAVTGHHDPFSGSQIPLFOQAMKKGLVDRPLALRLLDAQLATGGLVCPARRLRLPLEAALR
CGCLDEDTQRQLSQAGSFSDGTHGGLRYEQLLALCVTDPETGLAFLPLSGGPRGGEPQGP
PFIKYSTRQALSTATATVSVGKFRGRPVSLWELLFSEATISSEQRAMLAQQYQEGTLSVEK
LAAKLSATLEQAAATARVTFSGLRDTVTPGELLKAETIDODLYERLEHGQATAKDVGSLA



SVORYLOGTGCIAGLLLPGSQERLSIYEARCKGLLRPGTALILLEAQAATGFIIDPKANK
GHSVEEALRAAVIGPDVFAKLLSAERAVTGYTDPYTGQQISLEFQAMOKGLIVREHGIRLL
EAQIATGGVIDPVHSHRVPVDVAYRRGYFDOMLNLILLDPSDDTKGFFDPNTHENLTYLQ
LLERCVRDPETGLYLLPLSSTQSPLVDSATQQAFONLLLSVKYGRFOQGORVSAWELINSE
YFSEGRRROLLRRYROQREVTLGOQVAKLLEAETQROADIMLPALRSRVTVHQLLEAGIIDQ
QLLDOVLAGTISPEALLLMDGVRRYLCGLGAVGGVRLLPSGOQRLSLYQAMROKLLGPRVA
LALLEAQAATGTIMDPHSPESLSVDEAVRRGVVGPELYGRLKRAEGAIAGFRDPEFSGKQV
SVFQAMKKGLIPWEQAARLLEAQVATGGIIDPTSHHHLPMPVAIQRGYVDQEMETALSSS
SETFPTPDGOGRTSYAQLLEECPRDETSGLHLLPLPESAPALPTEEQVQORSLOAVPGAKD
GTSLWDLLSSCHFTEEQRRGLLEDVQEGRTTVPQLLASVQRWVQETKLLAQARVMVPGPR
GEVPAVWLLDAGIITQETLEALAQGTQSPAQVAEQPAVKACLWGTGCVAGVLLQPSGAKA
SIAQAVRDGLLPTGLGQRLLEAQVASGFLVDPLNNQRLSVEDAVKVGLVGRELSEQLGOA
ERAAAGYPDPYSRASLSLWQAMEKGLVPONEGLPLLOVQLATGGVVDPVHGVHLPQAAAC
RLGLLDTQTSQVLTAVDKDNKFEFFDPSARDOQVTYOQQLRERCVCDSETGLLLLPLPSDTVL
EVDDHTAVALRAMKVPVSTGRFKGCSVSLWDLLLSEYVGADKRRELVALCRSGRAAALRQ
VVSAVTTLVEAAERQPLOATFRGLRKQVSARDLFRAQLTISRKTLDELSQGTTTVKEVAEM
DSVKRSLEGGNFIAGVLIQGTQERMSTPEALRRHILRPGTALVLLEAQAATGFIIDPVEN
RKLTVEEAFKAGMEFGKETYVKLLSAERAVTGYTDPYTGQQOISLEFQAMOKDLIVREHGIRL
LEAQIATGGIIDPVHSHRVPVDVAYRCGYFDEEMNRILADPSDDTKGFFDPNTHENLTYL
QLLERCVEDPETGLYLLQITKKGENYVYINEATRHVLOSRTAKMRVGRFADQVVSFWDLL
SSPYFTEDRKRELIQEYGAQSGGLEKLLEIITTTIEETETONQGIKVAAIRGEVTAADLF
NSRVIDOQKTLHTLRVGRTGGQALSTLECVKPYLEGSGCIAGVTVPSTREVMSLHEASRKE
LIPAAFATWLLEAQAATGFLLDPCTROQKLSVDEAVDVGLVNEELRERLLKAERAATGYRD
PATGDTIPLFOAMOKQLIEKAEALRLLEVQVATGGVIDPOHHHRLPLETAYRRGCLHKDI
YALISDQKHMRKREVDPNTQEKVSYRELOQERCRPOEDTGWLLEFPVNKAARDSEHIDDETR
RALEAEQVEITVGRFRGOKPTLWALLNSEYVTEEKKLOLVRMYRTHTRRALQTVAQLILE
LIEKQETSNKHLWFQGIRRQITASELLSSATIITEEMLODLETGRSTTQELMEDDRVKRYL
EGTSCIAGVLVPAKDQPGRQEKMSTYQAMWKGVLRPGTALVLLEAQAATGEFVIDPVRNLR
LSVEEAVAAGVVGGEIQEKLLSAERAVTGYTDPYTGOQISLFQAMOKDLIVREHGIRLLE
AQIATGGVIDPVHSHRVPVDVAYRRGYFDEEMNRVLADPSDDTKGFEFDPNTHENLTYVQL
LRRCVPDPDTGLYMLQLAGRGSAVHQLSEELRCALRDARVTPGSGALQGQSVSVWELLEY
REVSEDRRODLLSRYRAGTLTVEELGATLTSLLAQAQAQARAEAEAGSPRPDPREALRAA
TMEVKVGRLRGRAVPVWDVLASGYVSRAAREELLAEFGSGTLDLPALTRRLTATIEEAEE
APGARPQLODAWRGPREPGPAGRGDGDSGRSQREGOQGEGETQEAAAAAAAAAARRQEQTL
RDATMEVQORGQFQGRPVSVWDVLESSYLSEARRDELLAQHAAGALGLPDLVAVLTRVIEE
TEERLSKVSFRGLRRQVSASELHTSGILGPETLRDLAQGTKTLQEVTEMDSVKRYLEGTS
CIAGVLVPAKDQPGRQEKMSIYQAMWKGVLRPGTALVLLEAQAATGEVIDPVRNLRLSVE
EAVAAGVVGGEIQEKLLSAERAVTGYTDPYTGQQOISLEFQAMOKDLIVREHGIRLLEAQIA
TGGVIDPVHSHRVPVDVAYQRGYFDEEMNRVLADPSDDTKGFEFDPNTHENLTYVQLLRRC
VPDPDTGLYMLQLAGRGSAVHQLSEELRCALRDARVTPGSGALQGQSVSVWELLEYREVS
EDRRODLLSRYRAGTLTVEELGATLTSLLAQAQAQARAEAEAGSPRPDPREALRAATMEV
KVGRLRGRAVPVWDVLASGYVSRAAREELLAEFGSGTLDLPALTRRLTAITEEAEEAPGA
RPOLODAWRGPREPGPAGRGDGDSGRSQREGOGEGETQEAAAAARRQEQTLRDATMEVQR
GOFQGRPVSVWDVLEFSSYLSEARRDELLAQHAAGALGLPDLVAVLTRVIEETEERLSKVS
FRGLRCOQVSASELHTSGILGPETLRDLAQGTKTLOEVTEMDSVKRYLEGTSCIAGVLVPA
KDQPGRQEKMSIYQAMWKGVLRPGTALVLLEAQAATGEVIDPVRNLRLSVEEAVAAGVVG
GEIQEKLLSAERAVTGYTDPYTGQQOISLEFQAMOKDLIVREHGIRLLEAQIATGGVIDPVH
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SHRVPVDVAYRRGYFDEEMNRVLADPSDDTKGFFDPNTHENLTYVQLLRRCVPDPDTGLY
MLQLAGRGSAVHQLSEELRCALRDARVTPGSGALQGQSVSVWELLEFYREVSEDRRQDLLS
RYRAGTLTVEELGATLTSLLAQAQAQARAEAEAGSPRPDPREALRAATMEVKVGRLRGRA
VPVWDVLASGYVSRAAREELLAEFGSGTLDLPALTRRLTATIIEEAEEAPGARPQLQDAWR
GPREPGPAGRGDGDSGRSQREGQGEGETQEAAAATAAARRQEQTLRDATMEVQRGQFQGR
PVSVWDVLESSYLSEARRDELLAQHAAGALGLPDLVAVLTRVIEETEERLSKVSEFRGLRR
QVSASELHTSGILGPETLRDLAQGTKTLQEVTEMDSVKRYLEGTSCIAGVLVPAKDQPGR
QEKMSIYQAMWKGVLRPGTALVLLEAQAATGFVIDPVRNLRLSVEEAVAAGVVGGEIQEK
LLSAERAVTGYTDPYTGQQISLFQAMQKDLIVREHGIRLLEAQIATGGVIDPVHSHRVPV
DVAYRRGYFDEEMNRVLADPSDDTKGFFDPNTHENLTYVQLLRRCVPDPDTGLYMLQLAG
RGSAVHQLSEELRCALRDARVTPGSGALQGQOSVSVWELLFYREVSEDRRQDLLSRYRAGT
LTVEELGATLTSLLAQAQAQARAEAEAGSPRPDPREALRAATMEVKVGRLRGRAVPVWDV
LASGYVSRAAREELLAEFGSGTLDLPALTRRLTAITEEAEEAPGARPQLODAWRGPREPG
PAGRGDGDSGRSQREGQGEGETQEAAAATAAARRQEQTLRDATMEVQRGQFQGRPVSVWD
VLFSSYLSEARRDELLAQHAAGALGLPDLVAVLTRVIEETEERLSKVSFRGLRRQVSASE
LHTSGILGPETLRDLAQGTKTLQEVTEMDSVKRYLEGTSCIAGVLVPAKDQPGHQEKMSI
YOAMWKGVLRPGTALVLLEAQAATGFVIDPVRNLRLSVEEAVAAGVVGGEIQEKLLSAER
AVTGYTDPYTGQQISLFQAMQKDLIVREHGIRLLEAQTIATGGVIDPVHSHRVPVDVAYRR
GYFDEEMNRVLAHPSDDTKGFFDPNTHENLTYVQLLRRCVPDPDTGLYMLQLAGRGSAVH
QLSEELRCALRDARVMPGSGALQGOSVSVWELLFYREVSEDRROQDLLSRYRAGTLTVEEL
GATLTSLLAQAQAQARAEAEAEAGSPRPDPREALRAATMEVKVGRLRGRAVPVWDVLASG
YVSGAAREELLAEFGSGTLDLPALTRRLTAIIEEAEEAPGARPOLODAWRGPREPGPAGR
GDGDSGRSQREGQGEGETQEAAAAARRQEQTLRDATMEVQRGQFQGRPVSVWDVLEFSSYL
SEAHRDELLAQHAAGALGLPDLVAVLTRVIEETEERLSKVSFRGLRROQVSASELHTSGIL
GPETLRDLAQGTKTLQEVTEMDSVKRYLEGTSCIAGVLVPAKDQPGRQEKMSIYQAMWKG
VLRPGTALVLLEAQAATGEFVIDPVRNLRLSVEEAVAAGVVGGEIQEKLLSAERAVTGYTD
PYTGQQISLFQAMOKDLIVREHGIRLLEAQIATGGVIDPVHSHRVPVDVAYRRGYFDEEM
NRVLADPSDDTKGFFDPNTHENLTYLQLLOQRATLDPETGLLEFLSLSLQ

>sp |Q5D862 | FILAZ HUMAN Filaggrin-2 OS=Homo sapiens O0X=9606 GN=FLG2
PE=1 SV=1
MTDLLRSVVTVIDVEFYKYTKQODGECGTLSKGELKELLEKELHPVLKNPDDPDTVDVIMHM
LDRDHDRRLDFTEFLLMIFKLTMACNKVLSKEYCKASGSKKHRRGHRHQEEESETEEDEE
DTPGHKSGYRHSSWSEGEEHGYSSGHSRGTVKCRHGSNSRRLGRQGNLSSSGNQEGSQKR
YHRSSCGHSWSGGKDRHGSSSVELRERINKSHISPSRESGEEYESGSGSNSWERKGHGGL
SCGLETSGHESNSTQSRIREQKLGSSCSGSGDSGRRSHACGYSNSSGCGRPQNASSSCQS
HREFGGQGNQFSYIQSGCQSGIKGGQGHGCVSGGQPSGCGQPESNPCSQSYSQRGYGAREN
GOPONCGGOWRTGSSQSSCCGQYGSGGSQSCSNGQHEYGSCGRESNSSSSNEFSKCDQYG
SGSSQSTSFEQHGTGLSQSSGFEQHVCGSGQTCGQHESTSSQSLGYDQHGSSSGKTSGEG
QHGSGSGQSSGFGQCGSGSGOSSGFGQHGSVSGQOSSGFGQHGSVSGQSSGEFGQHESRSRQ
SSYGQHGSGSSQSSGYGQYGSRETSGFGQHGLGSGOSTGFGQYGSGSGOSSGEFGQHGSGS
GQSSGFGQHESRSGQSSYGQHSSGSSQSSGYGQHGSROTSGFGQHGSGSSQSTGEFGQYGS
GSGOSSGFGQHVSGSGQSSGFGQHESRSGHSSYGQHGEFGSSQSSGYGQHGSSSGQTSGEG
QHELSSGQSSSFGQHGSGSGOSSGFGOHGSGSGOSSGEFGQHESRSGQSSYGQHSSGSSQS
SGYGQHGSRQTSGFGQHGSGSSQSTGFGQYGSGSGQSAGFGQHGSGSGOSSGFGQHESRS
HOSSYGOHGSGSSQSSGYGQHGSSSGOTSGFGQHRSSSGQYSGFGQHGSGSGQSSGFGQH
GTGSGQYSGFGQHESRSHQOSSYGQHGSGSSQSSGYGQHGSSSGQTFGFGQHRSGSGQSSG
FGQHGSGSGQSSGFGQHESGSGKSSGFGQHESRSSQSNYGQHGSGSSQSSGYGQHGSSSG
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QTTGFGQHRSSSGQYSGFGQHGSGSDQSSGFGQHGTGSGQSSGFGQYESRSRQSSYGQHG
SGSSQSSGYGQHGSNSGQTSGFGQHRPGSGQSSGFGQYGSGSGQSSGFGQHGSGTGKSSG
FAQHEYRSGQSSYGQHGTGSSQSSGCGQHESGSGPTTSFGQHVSGSDNFSSSGQHISDSG
QSTGFGQYGSGSGOSTGLGOGESQQVESGSTVHGRQETTHGQTINTTRHSQSGQGQSTQT
GSRVTRRRRSSQSENSDSEVHSKVSHRHSEHIHTQAGSHYPKSGSTVRRRQGTTHGQRGD
TTRHGHSGHGQSTQTGSRTSGRQRESHSDATDSEVHSGVSHRPHSQEQTHSQAGSQHGES
ESTVHERHETTYGQTGEATGHGHSGHGQSTQRGSRTTGRRGSGHSESSDSEVHSGGSHRP
QSQEQTHGQAGSQHGESGSTVHGRHGTTHGQTGDTTRHAHYHHGKSTQRGSSTTGRRGSG
HSESSDSEVHSGGSHTHSGHTHGQSGSQHGESESTITHDRHRITHGQTGDTTRHSYSGHEQ
TTQTGSRTTGRQRTSHSESTDSEVHSGGSHRPHSREHTYGQAGSQHEEPEFTVHERHGTT
HGQIGDTTGHSHSGHGQSTQRGSRTTGRQRSSHSESSDSEVHSGVSHTHTGHTHGQAGSQ
HGOSESIVPERHGTTHGQTGDTTRHAHYHHGLTTQTGSRTTGRRGSGHSEYSDSEGYSGV
SHTHSGHTHGQARSQHGESESIVHERHGTIHGQTGDTTRHAHSGHGQSTQTGSRTTGRRS
SGHSEYSDSEGHSGFSQRPHSRGHTHGQAGSQHGESESIVDERHGTTHGQTGDTSGHSQS
GHGQOSTQSGSSTTGRRRSGHSESSDSEVHSGGSHTHSGHTHSQARSQHGESESTVHKRHQ
TTHGQTGDTTEHGHPSHGQTIQTGSRTTGRRGSGHSEYSDSEGPSGVSHTHSGHTHGQAG
SHYPESGSSVHERHGTTHGQTADTTRHGHSGHGQSTQRGSRTTGRRASGHSEYSDSEGHS
GVSHTHSGHAHGQAGSQHGESGSSVHERHGTTHGQTGDTTRHAHSGHGQSTQRGSRTAGR
RGSGHSESSDSEVHSGVSHTHSGHTYGQARSQHGESGSATHGRQGTIHGQTGDTTRHGQS
GHGOSTQTGSRTTGRQRSSHSESSDSEVHSEASPTHSGHTHSQAGSRHGQOSGSSGHGRQG
TTHGQTGDTTRHAHYGYGQSTQRGSRTTGRRGSGHSESSDSEVHSWGSHTHSGHIQGQAG
SQORQPGSTVHGRLETTHGQTGDTTRHGHSGYGQSTQTGSRSSRASHFQSHSSERQRHGS
SQVWKHGSYGPAEYDYGHTGYGPSGGSRKSISNSHLSWSTDSTANKQLSRH
>sp|Q04695|K1C17 HUMAN Keratin, type I cytoskeletal 17 OS=Homo
sapiens 0X=9606 GN=KRT17 PE=1 SV=2
MTTSTIRQFTSSSSIKGSSGLGGGSSRTSCRLSGGLGAGSCRLGSAGGLGSTLGGSSYSSC
YSFGSGGGYGSSFGGVDGLLAGGEKATMONLNDRLASYLDKVRALEEANTELEVKIRDWY
OROAPGPARDYSQYYRTIEELONKILTATVDNANILLOIDNARLAADDFRTKFETEQALR
LSVEADINGLRRVLDELTLARADLEMQIENLKEELAYLKKNHEEEMNALRGQVGGEINVE
MDAAPGVDLSRILNEMRDQYEKMAEKNRKDAEDWEESKTEELNREVATNSELVQSGKSET
SELRRTMQALETELQSQLSMKASLEGNLAETENRYCVQLSQIQGLIGSVEEQLAQLRCEM
EQONQEYKILLDVKTRLEQETATYRRLLEGEDAHLTQYKKEPVTTRQVRTIVEEVQDGKV
ISSREQVHQTTR

>sp|P13647|K2C5 HUMAN Keratin, type II cytoskeletal 5 OS=Homo
sapiens 0X=9606 GN=KRT5 PE=1 SV=3
MSRQSSVSFRSGGSRSESTASAITPSVSRTSFTSVSRSGGGGGGGEFGRVSLAGACGVGGY
GSRSLYNLGGSKRISISTSGGSFRNRFGAGAGGGYGEFGGGAGSGFGFGGGAGGGEFGLGGG
AGFGGGFGGPGFPVCPPGGIQEVTVNQSLLTPLNLOQIDPSIQRVRTEEREQIKTLNNKFEFA
SEFIDKVREFLEQONKVLDTKWTLLOQEQGTKTVRONLEPLFEQYINNLRRQLDSTIVGERGRL
DSELRNMODLVEDEFKNKYEDEINKRTTAENEFVMLKKDVDAAYMNKVELEAKVDALMDE T
NFMKMEFFDAELSQMQTHVSDTSVVLSMDNNRNLDLDST ITAEVKAQYEETANRSRTEAESW
YOTKYEELQOTAGRHGDDLRNTKHEISEMNRMIQRLRAEIDNVKKQCANLONATADAEQR
GELALKDARNKLAELEEALQKAKQDMARLLREYQELMNTKLALDVETIATYRKLLEGEECR
LSGEGVGPVNISVVTSSVSSGYGSGSGYGGGLGGGLGGGLGGGLAGGSSGSYYSSSSGGV
GLGGGLSVGGSGFSASSGRGLGVGEFGSGGGSSSSVKEVSTTSSSRKSFEFKS
>sp|Q02413|DSG1 _HUMAN Desmoglein-1 OS=Homo sapiens 0X=9606 GN=DSG1
PE=1 SV=2
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MDWSFFRVVAMLFIFLVVVEVNSEFRIQVRDYNTKNGT IKWHSTRROQKREWIKFAAACRE
GEDNSKRNPTAKTHSDCAANQQVTYRISGVGIDQPPYGIFVINQKTGEINITSIVDREVT
PFFITYCRALNSMGOQDLERPLELRVRVLDINDNPPVFSMATFAGQTIEENSNANTLVMILN
ATDADEPNNLNSKIAFKITRQEPSDSPMFIINRNTGEIRTMNNFLDREQYGQYALAVRGS
DRDGGADGMSAECECNIKILDVNDNIPYMEQSSYTIEIQENTLNSNLLEIRVIDLDEEES
ANWMAVIFFISGNEGNWFEIEMNERTNVGILKVVKPLDYEAMQOSLOLSIGVRNKAEFHHS
IMSQYKLKASAISVTVLNVIEGPVFRPGSKTYVVTGNMGSNDKVGDEVATDLDTGRPSTT
VRYVMGNNPADLLAVDSRTGKLTLKNKVTKEQYNMLGGKYQGTILSIDDNLQRTCTGTIN
INIQSFGNDDRTNTEPNTKITTNTGRQESTSSTNYDTSTTSTDSSQVYSSEPGNGAKDLL
SDNVHFGPAGIGLLIMGFLVLGLVPFLMICCDCGGAPRSAAGFEPVPECSDGATHSWAVE
GPQPEPRDITTVIPQIPPDNANIIECIDNSGVYTNEYGGREMODLGGGERMTGFELTEGV
KTSGMPEICQEYSGTLRRNSMRECREGGLNMNEMESYFCOQKAYAYADEDEGRPSNDCLLT
YDIEGVGSPAGSVGCCSFIGEDLDDSFLDTLGPKFKKLADISLGKESYPDLDPSWPPQST
EPVCLPQETEPVVSGHPPISPHFGTTTVISESTYPSGPGVLHPKPILDPLGYGNVTVTES
YTTSDTLKPSVHVHDNRPASNVVVTERVVGPISGADLHGMLEMPDLRDGSNVIVTERVIA
PSSSLPTSLTIHHPRESSNVVVTERVIQPTSGMIGSLSMHPELANAHNVIVTERVVSGAG
VTIGISGTTGISGGIGSSGLVGTSMGAGSGALSGAGISGGGIGLSSLGGTASTIGHMRSSSD
HHFNQTIGSASPSTARSRITKYSTVQYSK

>sp|P14923 | PLAK HUMAN Junction plakoglobin OS=Homo sapiens 0X=9606
GN=JUP PE=1 SV=3
MEVMNLMEQPIKVTEWQQTYTYDSGIHSGANTCVPSVSSKGIMEEDEACGRQYTLKKTTT
YTQGVPPSQGDLEYQMSTTARAKRVREAMCPGVSGEDSSLLLATQVEGQATNLQRLAEPS
QLLKSAIVHLINYQDDAELATRALPELTKLLNDEDPVVVTKAAMIVNQLSKKEASRRALM
GSPQLVAAVVRTMONTSDLDTARCTTSILHNLSHHREGLLATFKSGGIPALVRMLSSPVE
SVLEYAITTLHNLLLYQEGAKMAVRLADGLQKMVPLLNKNNPKFLAITTDCLQLLAYGNQ
ESKLITILANGGPQALVQIMRNYSYEKLLWTTSRVLKVLSVCPSNKPAIVEAGGMQALGKH
LTSNSPRLVONCLWTLRNLSDVATKQEGLESVLKILVNQLSVDDVNVLTCATGTLSNLTC
NNSKNKTLVTONSGVEALTHATILRAGDKDDITEPAVCALRHLTSRHPEAEMAQNSVRLNY
GIPAIVKLLNQPNOQWPLVKATIGLTIRNLALCPANHAPLQEAAVIPRLVQLLVKAHQDAQR
HVAAGTQQPYTDGVRMEEIVEGCTGALHILARDPMNRMEIFRLNTIPLFVQLLYSSVENI
ORVAAGVLCELAQDKEAADAIDAEGASAPLMELLHSRNEGTATYAAAVLFRISEDKNPDY
RKRVSVELTNSLFKHDPAAWEAAQSMIPINEPYGDDMDATYRPMYSSDVPLDPLEMHMDM
DGDYPIDTYSDGLRPPYPTADHMLA

>sp | Q6UWP8 | SBSN HUMAN Suprabasin OS=Homo sapiens 0OX=9606 GN=SBSN
PE=1 SV=2
MHLARLVGSCSLLLLLGALSGWAASDDPIEKVIEGINRGLSNAEREVGKALDGINSGITH
AGREVEKRKVEFNGLSNMGSHTGKELDKGVQGLNHGMDKVAHE INHGIGQAGKEAEKLGHGVN
NAAGQVGKEADKLIHHGVHHGANQAGSEAGKFGQGVDNAAGQAGNEAGRFGQGVHHAAGQ
AGNEAGRFGQGVHHAAGQAGNEAGRFGQGAHHGLSEGWKETEKFGQGTIHHAAGQVGKEAE
KFGOGAHHAAGQAGNEAGRFGOGVHHGLSEGWKETEKFGOQGVHHTAGQVGKEAEKFGQGA
HHAAGQAGNEAGRFGQGAHHAAGQAGNEAGRFGQGVHHGLSEGWKETEKFGQGVHHAASQ
FGKETEKLGHGVHHGVNEAWKEAEKFGQGVHHAASQVGKEEDRVVQGLHHGVSQAGREAG
QFGHDIHHTAGQAGKEGDIAVHGVQPGVHEAGKEAGQFGOGVHHTLEQAGKEADKAVQGE
HTGVHQAGKEAEKLGQGVNHAADQAGKEVEKLGQGAHHAAGQAGKELONAHNGVNQASKE
ANQLLNGNHQSGSSSHQGGATTTPLASGASVNTPFINLPALWRSVANIMP
>sp|043790|KRT86 HUMAN Keratin, type II cuticular Hb6 OS=Homo
sapiens 0X=9606 GN=KRT86 PE=1 SV=1
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MTCGSYCGGRAFSCISACGPRPGRCCITAAPYRGISCYRGLTGGFGSHSVCGGFRAGSCG
RSFGYRSGGVCGPSPPCITTVSVNESLLTPLNLEIDPNAQCVKQEEKEQIKSLNSRFAAF
IDKVRFLEQONKLLETKLOQFYONRECCOSNLEPLFEGYIETLRREAECVEADSGRLASEL
NHVQEVLEGYKKKYEEEVSLRATAENEFVALKKDVDCAYLRKSDLEANVEALIQETIDFLR
RLYEEEIRVLQOSHISDTSVVVKLDNSRDLNMDCITIAETKAQYDDIVTRSRAEAESWYRSK
CEEMKATVIRHGETLRRTKEE INELNRMIQRLTAEVENAKCONSKLEAAVAQSEQQOGEAA
LSDARCKLAELEGALQKAKQODMACLIREYQEVMNSKLGLDIETATYRRLLEGEEQRLCEG
VGSVNVCVSSSRGGVVCGDLCASTTAPVVSTRVSSVPSNSNVVVGTTNACAPSARVGVCG
GSCKRC

>sp|P78386|KRT85 HUMAN Keratin, type II cuticular Hb5 OS=Homo
sapiens 0X=9606 GN=KRT85 PE=1 SV=1
MSCRSYRISSGCGVTRNEFSSCSAVAPKTGNRCCISAAPYRGVSCYRGLTGFGSRSLCNLG
SCGPRIAVGGFRAGSCGRSFGYRSGGVCGPSPPCITTVSVNESLLTPLNLEIDPNAQCVK
QEEKEQIKSLNSRFAAFIDKVRFLEQONKLLETKWQEFYQONQRCCESNLEPLFSGYIETLR
REAECVEADSGRLASELNHVQEVLEGYKKKYEEEVALRATAENEFVVLKKDVDCAYLRKS
DLEANVEALVEESSFLRRLYEEETIRVLQAHISDTSVIVKMDNSRDLNMDCITAETIKAQYD
DVASRSRAEAESWYRSKCEEMKATVIRHGETLRRTKEEINELNRMIQRLTAETENAKCQR
AKLEAAVAEAEQQOGEAALSDARCKLAELEGALQKAKQDMACLLKEYQEVMNSKLGLDIET
ATYRRLLEGEEHRLCEGVGSVNVCVSSSRGGVSCGGLSYSTTPGRQITSGPSAIGGSITV
VAPDSCAPCQPRSSSFSCGSSRSVRFA

>sp|Ql4533|KRT81 HUMAN Keratin, type II cuticular Hbl OS=Homo
sapiens 0X=9606 GN=KRT81 PE=1 SV=3
MTCGSGFGGRAFSCISACGPRPGRCCITAAPYRGISCYRGLTGGFGSHSVCGGFRAGSCG
RSFGYRSGGVCGPSPPCITTVSVNESLLTPLNLEIDPNAQCVKQEEKEQIKSLNSRFAAF
IDKVRFLEQONKLLETKLOQFYONRECCOSNLEPLFEGYIETLRREAECVEADSGRLASEL
NHVQEVLEGYKKKYEEEVSLRATAENEFVALKKDVDCAYLRKSDLEANVEALIQETDFLR
RLYEEEILILQSHISDTSVVVKLDNSRDLNMDCITAETIKAQYDDIVTRSRAEAESWYRSK
CEEMKATVIRHGETLRRTKEE INELNRMIQRLTAEVENAKCONSKLEAAVAQSEQQGEAA
LSDARCKLAELEGALQKAKQDMACLIREYQEVMNSKLGLDIETATYRRLLEGEEQRLCEG
IGAVNVCVSSSRGGVVCGDLCVSGSRPVTGSVCSAPCNGNVAVSTGLCAPCGQLNTTCGG
GSCGVGSCGISSLGVGSCGSSCRKC

>sp|QINSB2 |[KRT84 HUMAN Keratin, type II cuticular Hb4 OS=Homo
sapiens 0X=9606 GN=KRT84 PE=2 SV=2
MSCRSYRVSSGHRVGNFEFSSCSAMTPONLNRFRANSVSCWSGPGFRGLGSFGSRSVITEGS
YSPRIAAVGSRPIHCGVRFGAGCGMGFGDGRGVGLGPRADSCVGLGFGAGSGIGYGFGGP
GFGYRVGGVGVPAAPSITAVTVNKSLLTPLNLEIDPNAQRVKKDEKEQIKTLNNKFASFTI
DKVRFLEQONKLLETKWSFLQEQKCIRSNLEPLFESYITNLRRQLEVLVSDQARLQAERN
HLODVLEGFKKKYEEEVVCRANAENEFVALKKDVDAAFMNKSDLEANVDTLTQEIDEFLKT
LYMEETIQLLOSHISETSVIVKMDNSRDLNLDGIIAEVKAQYEEVARRSRADAEAWYQTKY
EEMOVTAGQHCDNLRNIRNEINELTRLIQRLKAETEHAKAQRAKLEAAVAEAEQQGEATL
SDAKCKLADLECALQQAKQODMARQLCEYQELMNAKLGLDIETATYRRLLEGEESRLCEGV
GPVNISVSSSRGGLVCGPEPLVAGSTLSRGGVTFSGSSSVCATSGVLASCGPSLGGARVA
PATGDLLSTGTRSGSMLISEACVPSVPCPLPTQGGESSCSGGRSSSVREFVSTTTSCRTKY
>sp|Q1l4525|KT33B HUMAN Keratin, type I cuticular Ha3-II OS=Homo
sapiens 0X=9606 GN=KRT33B PE=1 SV=3
MPYNFCLPSLSCRTSCSSRPCVPPSCHGYTLPGACNIPANVSNCNWEFCEGSFNGSEKETM
QFLNDRLASYLEKVRQLERDNAELENLTRERSQQOEPLLCPSYQSYFKTIEELQQKILCS
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KSENARLVVQIDNAKLAADDFRTKYQTEQSLRQLVESDINSLRRILDELTLCRSDLEAQM
ESLKEELLSLKONHEQEVNTLRCQLGDRLNVEVDAAPAVDLNQVLNETRNQYEALVETNR
REVEQWFATQTEELNKQVVSSSEQLOSYQAETTELRRTVNALEIELOQAQHNLRYSLENTL
TESEARYSSQLSQVOSLITNVESQLAEIRSDLERONQEYQVLLDVRARLECEINTYRSLL
ESEDCKLPSNPCATTNACEKPIGSCVTNPCGPRSRCGPCNTEGY

>sp|Q15323|K1IH1 HUMAN Keratin, type I cuticular Hal OS=Homo

sapiens 0X=9606 GN=KRT31 PE=1 SV=3
MPYNFCLPSLSCRTSCSSRPCVPPSCHSCTLPGACNIPANVSNCNWFCEGSENGSEKETM
QFLNDRLASYLEKVRQLERDNAELENLIRERSQOQEPLLCPSYQSYFKTIEELQQKILCT
KSENARLVVQIDNAKLAADDFRTKYQTELSLRQLVESDINGLRRILDELTLCKSDLEAQV
ESLKEELLCLKSNHEQEVNTLRCQLGDRLNVEVDAAPTVDLNRVLNETRSQYEALVETNR
REVEQWFTTQTEELNKQVVSSSEQLOSYQAETTELRRTVNALETELQAQHNLRDSLENTL
TESEARYSSQLSQVQSLITNVESQLAETIRSDLERONQEYQVLLDVRARLECEINTYRSLL
ESEDCNLPSNPCATTNACSKPIGPCLSNPCTSCVPPAPCTPCAPRPRCGPCNSFEVR

>sp|P78385|KRT83 HUMAN Keratin, type II cuticular Hb3 OS=Homo

sapiens 0X=9606 GN=KRT83 PE=1 SV=2
MTCGEFNSIGCGFRPGNEFSCVSACGPRPSRCCITAAPYRGISCYRGLTGGFGSHSVCGGEFR
AGSCGRSFGYRSGGVCGPSPPCITTVSVNESLLTPLNLEIDPNAQCVKQEEKEQIKSLNS
RFAAFIDKVRFLEQONKLLETKLQFYQONRECCOQSNLEPLFAGYIETLRREAECVEADSGR
LASELNHVQEVLEGYKKKYEEEVALRATAENEFVALKKDVDCAYLRKSDLEANVEALTQE
IDFLRRLYEEEIRTILQSHISDTSVVVKLDNSRDLNMDCIVAETKAQYDDIATRSRAEAES
WYRSKCEEMKATVIRHGETLRRTKEEINELNRMIQRLTAEVENAKCONSKLEAAVAQSEQ
QGEAALSDARCKLAELEGALQKAKQDMACLIREYQEVMNSKLGLDIETATYRRLLEGEEQ
RLCEGVEAVNVCVSSSRGGVVCGDLCVSGSRPVTGSVCSAPCNGNLVVSTGLCKPCGQLN
TTCGGGSCGQGRH

>sp | P29508 | SPB3 HUMAN Serpin B3 OS=Homo sapiens 0X=9606

GN=SERPINB3 PE=1 SV=2
MNSLSEANTKFMFDLFQOFRKSKENNIFYSPISITSALGMVLLGAKDNTAQQIKKVLHED
QVTENTTGKAATYHVDRSGNVHHQFOKLLTEFNKSTDAYELKIANKLFGEKTYLFLOEYL
DATKKEFYQTSVESVDFANAPEESRKKINSWVESQTNEKIKNLIPEGNIGSNTTLVLVNAT
YFKGOWEKKENKEDTKEEKEFWPNKNTYKSIQMMROYTSFHEFASTLEDVQAKVLEIPYKGKD
LSMIVLLPNEIDGLOKLEEKLTAEKLMEWTSLONMRETRVDLEHLPRFKVEESYDLKDTLR
TMGMVDIFNGDADLSGMTGSRGLVLSGVLHKAFVEVTEEGAEAAAATAVVGEGSSPTSTN
EEFHCNHPFLFFIRONKTNSILEYGRFSSP

>sp|076011|KRT34 HUMAN Keratin, type I cuticular Ha4 OS=Homo

sapiens 0X=9606 GN=KRT34 PE=1 SV=2
MLYAKPPPTINGIKGLORKERLKPAHTHLOQLTCEFSITCSSTMSYSCCLPSLGCRTSCSS
RPCVPPSCHGYTLPGACNIPANVSNCNWFCEGSEFNGSEKETMQFLNDRLASYLEKVRQLE
RDNAELEKLIQERSQQOQOEPLLCPSYQSYFKTIEELQQKILCAKAENARLVVNIDNAKLAS
DDFRSKYQTEQSLRLLVESDINSIRRILDELTLCKSDLESQVESLREELICLKKNHEEEV
NTLRSQLGDRLNVEVDTAPTVDLNQVLNETRSQYEALVEINRREVEQWFATQTEELNKQV
VSSSEQLOSCQAETIIELRRTVNALETELQAQHNLRDSLENTLTESEAHYSSQLSQVQSTLT
TNVESQLAETIRCDLERONQEYQVLLDVRARLECEINTYRSLLESEDCKLPCNPCATTNAS
GNSCGPCGTSQKGCCN

>sp Q08554 |DSC1 HUMAN Desmocollin-1 OS=Homo sapiens 0X=9606

GN=DSC1 PE=1 SV=2
MALASAAPGSIFCKQLLEFSLLVLTLLCDACQKVYLRVPSHLOAETLVGKVNLEECLKSAS
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LIRSSDPAFRILEDGSIYTTHDLILSSERKSFSIFLSDGQRREQQEIKVVLSARENKSPK
KRHTKDTALKRSKRRWAPIPASLMENSLGPFPQHVQQIQSDAAQNYTIFYSISGPGVDKE
PENLFYTEKDTGDIFCTRSIDREKYEQFATLYGYATTADGYAPEYPLPLITKIEDDNDNAP
YFEHRVTIFTVPENCRSGTSVGKVTATDLDEPDTLHTRLKYKILQQIPDHPKHFSIHPDT
GVITTTTPFLDREKCDTYQLIMEVRDMGGQPFGLFNTGTITISLEDENDNPPSFTETSYV
TEVEENRIDVEILRMKVODODLPNTPHSKAVYKILQOGNENGNEFIISTDPNTNEGVLCVVK
PLNYEVNRQVILQVGVINEAQFSKAASSQTPTMCTTTVTVKIIDSDEGPECHPPVKVIQS
ODGFPAGQELLGYKALDPEISSGEGLRYQKLGDEDNWFEINQHTGDLRTLKVLDRESKEV
KNNQYNISVVAVDAVGRSCTGTLVVHLDDYNDHAPQIDKEVTICONNEDFAVLKPVDPDG
PENGPPFQFFLDNSASKNWNIEEKDGKTAILRQRONLDYNYYSVPIQIKDRHGLVATHML
TVRVCDCSTPSECRMKDKSTRDVRPNVILGRWAILAMVLGSVLLLCILFTCFCVTAKRTV
KKCFPEDIAQONLIVSNTEGPGEEVTEANIRLPMOTSNICDTSMSVGTVGGQGIKTQQOSE
EMVKGGYTLDSNKGGGHQTLESVKGVGQGDTGRYAYTDWQSFTQPRLGEKVYLCGQDEEH
KHCEDYVCSYNYEGKGSLAGSVGCCSDROQEEEGLEFLDHLEPKFRTLAKTCIKK
>sp|P07476|INVO_HUMAN Involucrin OS=Homo sapiens O0X=9606 GN=IVL
PE=1 SV=2
MSQOHTLPVTLSPALSQELLKTVPPPVNTHQEQMKQPTPLPPPCQKVPVELPVEVPSKQE
EKHMTAVKGLPEQECEQQOKEPQEQELOQOQQHWEQHEEYQKAENPEQQLKQEKTQRDQQLN
KOLEEEKKLLDOQOLDQELVKRDEQLGMKKEQLLELPEQQEGHLKHLEQQEGQLKHPEQQE
GOLELPEQQEGQLELPEQQEGQLELPEQQEGOLELPEQQEGQLELPEQOEGQLELPQQQE
GQLELSEQQEGQLELSEQQEGQLKHLEHQEGQLEVPEEQMGQLKYLEQQEGQLKHLDQQE
KOPELPEQOMGQOLKHLEQQEGOPKHLEQQOEGOQLEQLEEQEGOLKHLEQQEGQLEHLEHQE
GOLGLPEQOVLOLKQLEKQOGOPKHLEEEEGQLKHLVQOEGQLKHLVQQEGQLEQQERQV
EHLEQOVGQLKHLEEQEGQLKHLEQQQGOLEVPEQQVGQPKNLEQEEKQLELPEQQEGQV
KHLEKQEAQLELPEQQOVGQPKHLEQQEKHLEHPEQQODGQLKHLEQQEGQLKDLEQQKGQL
EQPVFAPAPGOQVODIQPALPTKGEVLLPVEHQQOKQEVOWPPKHK

>sp|P36952 | SPB5 HUMAN Serpin B5 OS=Homo sapiens 0X=9606
GN=SERPINBS PE=1 SV=2
MDALQLANSAFAVDLFKQLCEKEPLGNVLEFSPICLSTSLSLAQVGAKGDTANE IGQVLHF
ENVKDVPFGFQTVTSDVNKLSSFYSLKLIKRLYVDKSLNLSTEFISSTKRPYAKELETVD
FKDKLEETKGQINNSIKDLTDGHFENILADNSVNDQTKILVVNAAYFVGKWMKKEFSESET
KECPFRVNKTDTKPVOMMNMEATFCMGNIDSINCKITELPFONKHLSMEFILLPKDVEDES
TGLEKIEKQLNSESLSQWTNPSTMANAKVKLSIPKFKVEKMIDPKACLENLGLKHIFSED
TSDFSGMSETKGVALSNVIHKVCLEITEDGGDSIEVPGARILOQHKDELNADHPFIYITIRH
NKTRNITIFEFGKECSP

>sp|P06733 | ENOA HUMAN Alpha-enolase OS=Homo sapiens 0X=9606
GN=ENO1l PE=1 SV=2
MSTILKIHARETIFDSRGNPTVEVDLFTSKGLFRAAVPSGASTGIYEALELRDNDKTRYMGK
GVSKAVEHINKTIAPALVSKKLNVTEQEKIDKLMIEMDGTENKSKFGANATILGVSLAVCK
AGAVEKGVPLYRHIADLAGNSEVILPVPAFNVINGGSHAGNKLAMQEFMILPVGAANFRE
AMRIGAEVYHNLKNVIKEKYGKDATNVGDEGGFAPNILENKEGLELLKTATIGKAGYTDKV
VIGMDVAASEFFRSGKYDLDFKSPDDPSRYISPDQLADLYKSFIKDYPVVSIEDPEFDQDD
WGAWQKFTASAGIQVVGDDLTVTNPKRIAKAVNEKSCNCLLLKVNQIGSVTESLQACKLA
OANGWGVMVSHRSGETEDTFIADLVVGLCTGQIKTGAPCRSERLAKYNQLLRIEEELGSK
AKFAGRNFRNPLAK

>sp |P13929|ENOB_HUMAN Beta-enolase OS=Homo sapiens 0X=9606 GN=ENO3
PE=1 SV=5

16



MAMOQKIFAREILDSRGNPTVEVDLHTAKGRFRAAVPSGASTGIYEALELRDGDKGRYLGK
GVLKAVENINNTLGPALLQKKLSVVDQEKVDKFMIELDGTENKSKEFGANATILGVSLAVCK
AGAAEKGVPLYRHIADLAGNPDLILPVPAFNVINGGSHAGNKLAMQEFMILPVGASSFEFKE
AMRIGAEVYHHLKGVIKAKYGKDATNVGDEGGFAPNILENNEALELLKTATIQAAGYPDKV
VIGMDVAASEFYRNGKYDLDFKSPDDPARHITGEKLGELYKSFIKNYPVVSIEDPEDQDD
WATWTSFLSGVNIQIVGDDLTVTNPKRIAQAVEKKACNCLLLKVNQIGSVTESIQACKLA
QSNGWGVMVSHRSGETEDTFIADLVVGLCTGQIKTGAPCRSERLAKYNQLMRIEEALGDK
ATFAGRKFRNPKAK

>sp|P09104 |[ENOG_HUMAN  Gamma-enolase  OS=Homo sapiens 0X=9606
GN=ENO2 PE=1 SV=3
MSIEKIWAREILDSRGNPTVEVDLYTAKGLFRAAVPSGASTGIYEALELRDGDKQRYLGK
GVLKAVDHINSTIAPALISSGLSVVEQEKLDNLMLELDGTENKSKFGANAILGVSLAVCK
AGAAERELPLYRHIAQLAGNSDLILPVPAFNVINGGSHAGNKLAMQEFMILPVGAESFRD
AMRLGAEVYHTLKGVIKDKYGKDATNVGDEGGFAPNILENSEALELVKEATDKAGYTEKT
VIGMDVAASEFYRDGKYDLDFKSPTDPSRYITGDQLGALYQDFVRDYPVVSIEDPEDQDD
WAAWSKFTANVGIQIVGDDLTVTNPKRIERAVEEKACNCLLLKVNQIGSVTEAIQACKLA
QENGWGVMVSHRSGETEDTFIADLVVGLCTGQIKTGAPCRSERLAKYNQLMRIEEELGDE
ARFAGHNFRNPSVL

>sp|076009 |KT33A HUMAN Keratin, type I cuticular Ha3-I OS=Homo
sapiens 0X=9606 GN=KRT33A PE=2 3SV=2
MSYSCGLPSLSCRTSCSSRPCVPPSCHGCTLPGACNIPANVSNCNWEFCEGSEFNGSEKETM
QFLNDRLASYLEKVRQLERDNAELENLIRERSQOQEPLVCASYQSYFKTIEELQQKILCS
KSENARLVVQIDNAKLASDDFRTKYETELSLROQLVESDINGLRRILDELTLCRSDLEAQV
ESLKEELLCLKONHEQEVNTLRCQLGDRLNVEVDAAPTVDLNQVLNETRSQYEALVETNR
REVEQWFATQTEELNKQVVSSSEQLOSYQAETITELRRTVNALETELQAQHNLRDSLENTL
TESEARYSSQLSQVORLITNVESQLAEIRSDLERONQEYQVLLDVRARLECEINTYRSLL
ESEDCKLPSNPCATTNACDKSTGPCISNPCGLRARCGPCNTFGY
>sp|P14618 | KPYM HUMAN Pyruvate kinase PKM OS=Homo sapiens 0X=9606
GN=PKM PE=1 SV=4
MSKPHSEAGTAFIQTQQLHAAMADTFLEHMCRLDIDSPPITARNTGIICTIGPASRSVET
LKEMIKSGMNVARLNFSHGTHEYHAETIKNVRTATESFASDPILYRPVAVALDTKGPEIR
TGLIKGSGTAEVELKKGATLKITLDNAYMEKCDENILWLDYKNICKVVEVGSKIYVDDGL
ISLOQVKQKGADFLVTEVENGGSLGSKKGVNLPGAAVDLPAVSEKDIQDLKFGVEQDVDMV
FASFIRKASDVHEVRKVLGEKGKNIKIISKIENHEGVRRFDEILEASDGIMVARGDLGIE
IPAEKVFLAQKMMIGRCNRAGKPVICATOMLESMIKKPRPTRAEGSDVANAVLDGADCIM
LSGETAKGDYPLEAVRMQHLTIAREAEAAIYHLOQLFEELRRLAPITSDPTEATAVGAVEAS
FKCCSGATIIVLTKSGRSAHQVARYRPRAPTITAVTRNPQTARQAHLYRGIFPVLCKDPVQE
AWAEDVDLRVNFAMNVGKARGFFKKGDVVIVLTGWRPGSGEFTNTMRVVPVP
>sp|P30613|KPYR HUMAN Pyruvate kinase PKLR OS=Homo sapiens 0X=9606
GN=PKLR PE=1 SV=2
MSTIQENISSLOQLRSWVSKSQRDLAKSILIGAPGGPAGYLRRASVAQLTQELGTAFFQQQQ
LPAAMADTFLEHLCLLDIDSEPVAARSTSTITATIGPASRSVERLKEMIKAGMNIARLNES
HGSHEYHAESIANVREAVESFAGSPLSYRPVATIALDTKGPEIRTGILQGGPESEVELVKG
SQVLVTVDPAFRTRGNANTVWVDYPNIVRVVPVGGRIYIDDGLISLVVQKIGPEGLVTQV
ENGGVLGSRKGVNLPGAQVDLPGLSEQDVRDLRFGVEHGVDIVFASFVRKASDVAAVRAA
LGPEGHGIKIISKIENHEGVKRFDEILEVSDGIMVARGDLGIEIPAEKVFLAQKMMIGRC
NLAGKPVVCATOQMLESMITKPRPTRAETSDVANAVLDGADCIMLSGETAKGNEFPVEAVKM
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QHATAREAEAAVYHRQLFEELRRAAPLSRDPTEVTATIGAVEAAFKCCAAAITIVLTTTGRS
AQLLSRYRPRAAVIAVTRSAQAARQVHLCRGVFPLLYREPPEATWADDVDRRVQFGIESG
KLRGFLRVGDLVIVVTGWRPGSGYTNIMRVLSTIS

>sp 095678 |K2C75 HUMAN Keratin, type II cytoskeletal 75 OS=Homo
sapiens 0X=9606 GN=KRT75 PE=1 SV=2
MSRQOSSITFQSGSRRGESTTSATITPAAGRSRESSVSVARSAAGSGGLGRISSAGASFEFGSR
SLYNLGGAKRVSINGCGSSCRSGFGGRASNRFGVNSGFGYGGGVGGGEFSGPSEFPVCPPGG
IQEVTVNQSLLTPLHLQIDPTIQRVRAEEREQIKTLNNKFASFIDKVRFLEQONKVLETK
WALLQEQGSRTVRONLEPLEFDSYTSELRROQLESTITTERGRLEAELRNMODVVEDFKVRYE
DEINKRTAAENEFVALKKDVDAAYMNKVELEAKVKSLPEEINFIHSVEDAELSQLQTQVG
DTSVVLSMDNNRNLDLDSITAEVKAQYEDIANRSRAEAESWYQTKYEELQVTAGRHGDDL
RNTKQEISEMNRMIQRLRAETIDSVKKQCSSLOQTATIADAEQRGELALKDARAKLVDLEEAL
QKAKQDMARLLREYQELMNIKLALDVETATYRKLLEGEECRLSGEGVSPVNISVVTSTLS
SGYGSGSSIGGGNLGLGGGSGYSEFTTSGGHSLGAGLGGSGESATSNRGLGGSGSSVKEVS
TTSSSQKSYTH

>sp|P02768 | ALBU _HUMAN Albumin OS=Homo sapiens 0X=9606 GN=ALB PE=1
SV=2

MKWVTEFISLLELEFSSAYSRGVFRRDAHKSEVAHREFKDLGEENFKALVLIAFAQYLQQCPF
EDHVKLVNEVTEFAKTCVADESAENCDKSLHTLFGDKLCTVATLRETYGEMADCCAKQEP
ERNECFLOHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLKKYLYETARRHPYFYAPELLF
FAKRYKAAFTECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLOKFGERAFKAWAV
ARLSQRFPKAEFAEVSKLVTDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSKLK
ECCEKPLLEKSHCIAEVENDEMPADLPSLAADEFVESKDVCKNYAEAKDVFLGMEFLYEYAR
RHPDYSVVLLLRLAKTYETTLEKCCAAADPHECYAKVEFDEFKPLVEEPONLTIKQONCELFE
QOLGEYKFONALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPCAEDYLSVV
ILNQLCVLHEKTPVSDRVTKCCTESLVNRRPCFSALEVDETYVPKEFNAETFTFHADICTL
SEKERQIKKQTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKADDKETCFAEEGKKLV
AASQAATLGL

>sp |PO7355|ANXAZ2 HUMAN Annexin A2 OS=Homo sapiens O0X=9606 GN=ANXA2
PE=1 SV=2
MSTVHEILCKLSLEGDHSTPPSAYGSVKAYTNFDAERDALNIETATKTKGVDEVTIVNIL
TNRSNAQRODIAFAYQRRTKKELASALKSALSGHLETVILGLLKTPAQYDASELKASMKG
LGTDEDSLIEIICSRTNQELQEINRVYKEMYKTDLEKDIISDTSGDFRKLMVALAKGRRA
EDGSVIDYELIDQDARDLYDAGVKRKGTDVPKWISIMTERSVPHLOKVFDRYKSYSPYDM
LESTRKEVKGDLENAFLNLVQCIQNKPLYFADRLYDSMKGKGTRDKVLIRIMVSRSEVDM
LKIRSEFKRKYGKSLYYYIQQODTKGDYQKALLYLCGGDD

>sp |A6GNMY6 |AXA2L HUMAN Putative annexin AZ2-like protein OS=Homo
sapiens 0X=9606 GN=ANXA2P2 PE=5 SV=2
MSTVHEILCKLSLEGDHSTPPSAYGSVKAYTNEFDAERDALNIETATKTKGVDEVTIVNIV
TNRDNAQRODIVESYQRRTKKELASALKSALSGHLETVILGLLKTPAQYDASELKASMKG
LGTDEDSLIEIICSRTNQELQEINRVYKEMYKTDLEKDITISDTSGDFRKLMVALAKGRRA
EDGSVIDYELIDQDAQDLYDAGVKRKGTDVPKWISIMTERSVPHLOKVFDRYKSYSPYDM
LESTRKEVKGDLENAFLNLVOQRIQONKPLYFADQLYDSMKGKGTRDKVLIRIMVSRSEVDM
LKIRSEFKRKYGKSLYYYIQQODTKGDYQKALLYLCGGDD

>sp|Q01469|FABPS5 HUMAN Fatty acid-binding protein 5 0OS=Homo
sapiens 0X=9606 GN=FABP5 PE=1 SV=3
MATVQOLEGRWRLVDSKGFDEYMKELGVGIALRKMGAMAKPDCIITCDGKNLTIKTESTL
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KTTQFSCTLGEKFEETTADGRKTQTVCNEFTDGALVQHQEWDGKESTITRKLKDGKLVVEC
VMNNVTCTRIYEKVE

>sp |ASMUUL | FBS5L3 HUMAN Putative fatty acid-binding protein 5-like
protein 3 OS=Homo sapiens 0X=9606 GN=FABP5P3 PE=5 SV=1
MGAMAKPDCIITCDSKNLTIKTESTLKTTQFSGTLGEKFEENTADGRRTQTVCNEFTDGAL
VOHQEWDGKESTITRKLKDGKLVVERVMNHVACTRIYEKAQ

>sp|P04406|G3P_ HUMAN Glyceraldehyde-3-phosphate dehydrogenase
OS=Homo sapiens 0X=9606 GN=GAPDH PE=1 SV=3
MGKVKVGVNGFGRIGRLVTRAAFNSGKVDIVAINDPFIDLNYMVYMFQYDSTHGKEFHGTV
KAENGKLVINGNPITIFQERDPSKIKWGDAGAEYVVESTGVFTTMEKAGAHLOGGAKRVI
ISAPSADAPMFVMGVNHEKYDNSLKIISNASCTTNCLAPLAKVIHDNFGIVEGLMTTVHA
ITATQKTVDGPSGKLWRDGRGALONTI TPASTGAAKAVGKVIPELNGKLTGMAFRVPTANV
SVVDLTCRLEKPAKYDDIKKVVKQASEGPLKGILGYTEHQVVSSDENSDTHSSTEFDAGAG
IALNDHFVKLISWYDNEFGYSNRVVDLMAHMASKE

>sp|014556|G3PT_HUMAN Glyceraldehyde-3-phosphate dehydrogenase,
testis-specific OS=Homo sapiens 0X=9606 GN=GAPDHS PE=1 SV=2
MSKRDIVLTNVTVVQLLROQPCPVTRAPPPPEPKAEVEPQPOPEPTPVREETKPPPPPLPP
HPATPPPKMVSVARELTVGINGFGRIGRLVLRACMEKGVKVVAVNDPFIDPEYMVYMEKY
DSTHGRYKGSVEFRNGQLVVDNHEISVYQCKEPKQIPWRAVGSPYVVESTGVYLSIQAAS
DHISAGAQRVVISAPSPDAPMEFVMGVNENDYNPGSMNIVSNASCTTNCLAPLAKVIHERF
GIVEGLMTTVHSYTATQKTVDGPSRKAWRDGRGAHQNITPASTGAAKAVTKVIPELKGKL
TGMAFRVPTPDVSVVDLTCRLAQPAPYSATIKEAVKAAAKGPMAGILAYTEDEVVSTDFLG
DTHSSTFDAKAGIALNDNEVKLISWYDNEYGYSHRVVDLLRYMEFSRDK
>sp|P11142|HSP7C HUMAN Heat shock cognate 71 kDa protein OS=Homo
sapiens 0X=9606 GN=HSPA8 PE=1 SV=1

MSKGPAVGIDLGTTYSCVGVFQHGKVEI TANDQGNRTTPSYVAFTDTERLIGDAAKNQVA
MNPTNTVFDAKRLIGRREDDAVVQSDMKHWPEFMVVNDAGRPKVQVEYKGETKSFYPEEVS
SMVLTKMKETAEAYLGKTVTNAVVTVPAYENDSQRQATKDAGTIAGLNVLRIINEPTAAA
TAYGLDKKVGAERNVLIFDLGGGTFDVSILTIEDGIFEVKSTAGDTHLGGEDFDNRMVNH
FIAEFKRKHKKDISENKRAVRRLRTACERAKRTLSSSTQASIEIDSLYEGIDEYTSITRA
RFEELNADLFRGTLDPVEKALRDAKLDKSQIHDIVLVGGSTRIPKIQKLLODFFNGKELN
KSINPDEAVAYGAAVQAAILSGDKSENVODLLLLDVTPLSLGIETAGGVMTVLIKRNTTI
PTKQTQTEFTTYSDNQPGVLIQVYEGERAMTKDNNLLGKFELTGIPPAPRGVPQIEVTEDI
DANGILNVSAVDKSTGKENKITITNDKGRLSKEDIERMVQEAEKYKAEDEKQRDKVSSKN
SLESYAFNMKATVEDEKLOGKINDEDKQKILDKCNEI INWLDKNQTAEKEEFEHQQKELE
KVCNPIITKLYQSAGGMPGGMPGGFPGGGAPPSGGASSGPTIEEVD
>sp|P60709|ACTB_HUMAN Actin, cytoplasmic 1 OS=Homo sapiens 0X=9606
GN=ACTB PE=1 Sv=1
MDDDIAALVVDNGSGMCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQS
KRGILTLKYPIEHGIVTNWDDMEKIWHHTFYNELRVAPEEHPVLLTEAPLNPKANREKMT
QIMFETFNTPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHTVPIYEGYALPHATLRLDL
AGRDLTDYLMKILTERGYSFTTTAEREIVRDIKEKLCYVALDFEQEMATAASSSSLEKSY
ELPDGOQVITIGNERFRCPEALFQPSFLGMESCGIHETTENSIMKCDVDIRKDLYANTVLS
GGTTMYPGIADRMQKEITALAPSTMKIKIIAPPERKYSVWIGGSILASLSTFQOMWISKQ
EYDESGPSIVHRKCF

>sp|Q5T749 | KPRP_HUMAN Keratinocyte proline-rich protein OS=Homo
sapiens 0X=9606 GN=KPRP PE=1 SV=1
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MCDQQOOIQCRLPLOQCCVKGPSFCSSQSPFAQSQVVVQAPCEMQIVDCPASCPVQVCQVS
DQAPCQSQTTQVKCQSKTKQVKGQAQCOSKTTQVKGQAASQSQTSSVQSQAPCQSEVSYV
QCEASQPVQTCFVECAPVCYTETCYVECPVONYVPCPAPQPVOMYRGRPAVCQPQGRFST
QCQYQGSYSSCGPOQFOSRATCNNYTPQFQLRPSYSSCEFPQYRSRTSESPCVPQCQTQGSY
GSFTEQHRSRSTSRCLPPPRRLOQLFPRSCSPPRRFEPCSSSYLPLRPSEGEFPNYCTPPRR
SEPTIYNSRCPRRPISSCSQRRGPKCRIETISSPCCPRQVPPOQRCPVEIPPIRRRSQSCGPQ
PSWGASCPELRPHVEPRPLPSFCPPRRLDQCPESPLQRCPPPAPRPRLRPEPCISLEPRP
RPLPROQLSEPCLYPEPLPALRPTPRPVPLPRPGQCEIPEPRPCLOQPCEHPEPCPRPEPIP
LPAPCPSPEPCRETWRSPSPCWGPNPVPYPGDLGCHESSPHRLDTEAPYCGPSSYNQGQE
SGAGCGPGDVFPERRGQDGHGDQGNAFAGVKGEAKSAYF

>sp|P63261 |ACTG_HUMAN Actin, cytoplasmic 2 OS=Homo sapiens 0X=9606
GN=ACTG1l PE=1 SV=1
MEEETAALVIDNGSGMCKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEAQS
KRGILTLKYPIEHGIVTNWDDMEKIWHHTFYNELRVAPEEHPVLLTEAPLNPKANREKMT
QIMFETEFNTPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHTVPIYEGYALPHATLRLDL
AGRDLTDYLMKILTERGYSFTTTAEREIVRDIKEKLCYVALDFEQEMATAASSSSLEKSY
ELPDGOQVITIGNERFRCPEALFQPSFLGMESCGIHETTENSIMKCDVDIRKDLYANTVLS
GGTTMYPGIADRMOKEITALAPSTMKIKITAPPERKYSVWIGGSILASLSTFQOMWISKQ
EYDESGPSIVHRKCF

>sp |Q9NZT1 |CALLS HUMAN Calmodulin-like protein 5 OS=Homo sapiens
0X=9606 GN=CALML5 PE=1 SV=2
MAGELTPEEEAQYKKAFSAVDTDGNGTINAQELGAALKATGKNLSEAQLRKLISEVDSDG
DGEISFQEFLTAAKKARAGLEDLQVAFRAFDODGDGHITVDELRRAMAGLGQPLPQEELD
AMIREADVDQODGRVNYEEFARMLAQE

>sp|Q13835|PKP1 HUMAN Plakophilin-1  OS=Homo sapiens 0X=9606
GN=PKP1 PE=1 SV=2
MNHSPLKTALAYECFQDODNSTLALPSDQKMKTGTSGRORVOEQVMMTVKRQKSKSSQSS
TLSHSNRGSMYDGLADNYNYGTTSRSSYYSKEFQAGNGSWGYPIYNGTLKREPDNRRFSSY
SOMENWSRHYPRGSCNTTGAGSDICFMQKIKASRSEPDLYCDPRGTLRKGTLGSKGQKTT
ONRYSFYSTCSGQKATIKKCPVRPPSCASKQDPVYIPPISCNKDLSFGHSRASSKICSEDI
ECSGLTIPKAVQYLSSODEKYQATIGAYYIQHTCFQODESAKQQOVYQLGGICKLVDLLRSPN
ONVQOAAAGALRNLVFRSTTNKLETRRONGIREAVSLLRRTGNAETQKQLTGLLWNLSST
DELKEELIADALPVLADRVIIPEFSGWCDGNSNMSREVVDPEVFFNATGCLRKRLGMRELL
ATLVPQRATSSRVNLSSADAGRQTMRNYSGLIDSLMAYVONCVAASRCDDKSVENCMCVLH
NLSYRLDAEVPTRYRQLEYNARNAYTEKSSTGCEFSNKSDKMMNNNYDCPLPEEETNPKGS
GWLYHSDAIRTYLNLMGKSKKDATLEACAGALONLTASKGLMSSGMSQLIGLKEKGLPQT
ARLLQSGNSDVVRSGASLLSNMSRHPLLHRVMGNQVFPEVTRLLTSHTGNTSNSEDILSS
ACYTVRNLMASQPQLAKQYFSSSMLNNIINLCRSSASPKAAEAARLLLSDMWSSKELQGV
LROOGFDRNMLGTLAGANSLRNEFTSRF

>sp|Q9H4B8 |DPEP3 HUMAN Dipeptidase 3 0OS=Homo sapiens 0X=9606
GN=DPEP3 PE=1 SV=2
MOPTGREGSRALSRRYLRRLLLLLLLLLLRQPVTRAETTPGAPRALSTLGSPSLEFTTPGV
PSALTTPGLTTPGTPKTLDLRGRAQALMRSFPLVDGHNDLPQVLROQRYKNVLODVNLRNF
SHGQTSLDRLRDGLVGAQFWSASVSCQSQDQTAVRLALEQIDLIHRMCASYSELELVTSA
EGLNSSQKLACLIGVEGGHSLDSSLSVLRSFYVLGVRYLTLTFTCSTPWAESSTKFRHHM
YTNVSGLTSFGEKVVEELNRLGMMIDLSYASDTLIRRVLEVSQAPVIFSHSAARAVCDNL
LNVPDDILQLLKKNGGIVMVTLSMGVLOQCNLLANVSTVADHFDHIRAVIGSEFIGIGGNY
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DGTGRFPQGLEDVSTYPVLIEELLSRSWSEEELQGVLRGNLLRVFRQVEKVREESRAQSP
VEAEFPYGQLSTSCHSHLVPONGHQATHLEVTKQPTNRVPWRSSNASPYLVPGLVAAATT
PTETOWLC

>sp|Q9H4A9 |DPEP2 HUMAN Dipeptidase 2 OS=Homo sapiens 0X=9606

GN=DPEP2 PE=1 SV=3
MOPSGLEGPGTFGRWPLLSLLLLLLLLOPVTCAYTTPGPPRALTTLGAPRAHTMPGTYAP
STTLSSPSTOQGLOEQARALMRDEPLVDGHNDLPLVLROQVYQKGLODVNLRNESYGQTSLD
RLRDGLVGAQFWSAYVPCQTQODRDALRLTLEQIDLIRRMCASYSELELVTSAKALNDTQK
LACLIGVEGGHSLDNSLSILRTFYMLGVRYLTLTHTCNTPWAESSAKGVHSEFYNNISGLT
DFGEKVVAEMNRLGMMVDLSHVSDAVARRALEVSQAPVIFSHSAARGVCNSARNVPDDIL
QOLLKKNGGVVMVSLSMGVIQCNPSANVSTVADHEDHIKAVIGSKEIGIGGDYDGAGKEPQ
GLEDVSTYPVLIEELLSRGWSEEELQGVLRGNLLRVFROQVEKVOQEENKWQSPLEDKEPDE
QLSSSCHSDLSRLROROSLTSGQELTEIPIHWTAKLPAKWSVSESSPHMAPVLAVVATEP
VLILWL

>sp|P35579|MYH9 HUMAN Myosin-9 OS=Homo sapiens O0X=9606 GN=MYHO

PE=1 SV=4

MAQQAADKYLYVDKNFINNPLAQADWAAKKLVWVPSDKSGFEPASLKEEVGEEAIVELVE
NGKKVKVNKDDIQKMNPPKESKVEDMAELTCLNEASVLHNLKERYYSGLIYTYSGLFCVV
INPYKNLPIYSEEIVEMYKGKKRHEMPPHIYAITDTAYRSMMQODREDQSILCTGESGAGK
TENTKKVIQYLAYVASSHKSKKDOQGELERQLLOANPILEAFGNAKTVKNDNSSREGKEIR
INFDVNGYIVGANIETYLLEKSRAIRQAKEERTFHIFYYLLSGAGEHLKTDLLLEPYNKY
RFLSNGHVTIPGQQODKDMFQETMEAMRIMGIPEEEQMGLLRVISGVLQLGNIVEFKKERNT
DOASMPDNTAAQKVSHLLGINVTDFTRGILTPRIKVGRDYVOKAQTKEQADFATEATLAKA
TYERMFRWLVLRINKALDKTKROGASFIGILDIAGFEIFDLNSFEQLCINYTNEKLOQLF
NHTMFILEQEEYQREGIEWNFIDFGLDLOQPCIDLTIEKPAGPPGILALLDEECWEPKATDK
SEVEKVMOQEQGTHPKFQKPKOLKDKADFCITHYAGKVDYKADEWLMKNMDPLNDNTIATLL
HOSSDKFVSELWKDVDRIIGLDQVAGMSETALPGAFKTRKGMFRTVGOLYKEQLAKLMAT
LRNTNPNEFVRCITPNHEKKAGKLDPHLVLDQLRCNGVLEGIRICRQGFPNRVVFQEFRQOR
YEILTPNSIPKGFMDGKQACVLMIKALELDSNLYRIGOSKVFFRAGVLAHLEEERDLKIT
DVIIGFQACCRGYLARKAFAKROQQOLTAMKVLORNCAAYLKLRNWOQWWRLETKVKPLLQV
SROEEEMMAKEEELVKVREKQLAAENRLTEMETLOSQLMAEKLOQLOEQLOQAETELCAEAE
ELRARLTAKKQELEEICHDLEARVEEEEERCOHLOQAEKKKMOONIQELEEQLEEEESARQ
KLOLEKVTTEAKLKKLEEEQITILEDONCKLAKEKKLLEDRIAEFTTNLTEEEEKSKSLAK
LKNKHEAMITDLEERLRREEKQROELEKTRRKLEGDSTDLSDQIAELQAQTIAELKMQLAK
KEEELQAALARVEEEAAQKNMALKKIRELESQISELQEDLESERASRNKAEKQKRDLGEE
LEALKTELEDTLDSTAAQQELRSKREQEVNILKKTLEEEAKTHEAQIQEMROKHSQAVEE
LAEQLEQTKRVKANLEKAKQTLENERGELANEVKVLLOGKGDSEHKRKKVEAQLOELOVK
FNEGERVRTELADKVTKLOVELDNVTGLLSQSDSKSSKLTKDEFSALESQLODTQELLQEE
NROKLSLSTKLKQVEDEKNSFREQLEEEEEAKHNLEKQTATLHAQVADMKKKMEDSVGCL
ETAEEVKRKLOKDLEGLSQRHEEKVAAYDKLEKTKTRLOOELDDLLVDLDHQRQSACNLE
KKQOKKEFDOQLLAEEKTISAKYAEERDRAEAEAREKETKALSLARALEEAMEQKAELERLNK
QFRTEMEDLMSSKDDVGKSVHELEKSKRALEQOQVEEMKTQLEELEDELQATEDAKLRLEV
NLOAMKAQFERDLQGRDEQSEEKKKQLVROVREMEAELEDERKORSMAVAARKKLEMDLK
DLEAHIDSANKNRDEAIKQLRKLOQAQMKDCMRELDDTRASREEILAQAKENEKKLKSMEA
EMIQLOEELAAAERAKRQAQQERDELADEIANSSGKGALALEEKRRLEARTIAQLEEELEE
EOGNTELINDRLKKANLOQIDQINTDLNLERSHAQKNENARQOLERONKELKVKLQEMEGT
VKSKYKASITALEAKTAQLEEQLDNETKERQAACKQVRRTEKKLKDVLLQVDDERRNAEQ
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YKDQADKASTRLKQLKRQLEEAEEEAQRANASRRKLOQRELEDATETADAMNREVSSLKNK
LRRGDLPFVVPRRMARKGAGDGSDEEVDGKADGAEAKPAE

>sp |P35580|MYH10 HUMAN Myosin-10 OS=Homo sapiens 0X=9606 GN=MYH10
PE=1 SV=3
MAQRTGLEDPERYLEVDRAVIYNPATQADWTAKKLVWIPSERHGFEAASTIKEERGDEVMV
ELAENGKKAMVNKDDIQKMNPPKFSKVEDMAELTCLNEASVLHNLKDRYYSGLIYTYSGL
FCVVINPYKNLPIYSENTITEMYRGKKRHEMPPHIYATISESAYRCMLODREDQSILCTGES
GAGKTENTKKVIQYLAHVASSHKGRKDHNIPGELERQLLOQANPILESFGNAKTVKNDNSS
RFGKFIRINFDVTGYIVGANIETYLLEKSRAVROQAKDERTFHIFYQLLSGAGEHLKSDLL
LEGEFNNYRFLSNGYIPIPGQQDKDNFQETMEAMHIMGFSHEEILSMLKVVSSVLQFGNIS
FKKERNTDQASMPENTVAQKLCHLLGMNVMEFTRAILTPRIKVGRDYVQKAQTKEQADFEFA
VEALAKATYERLFRWLVHRINKALDRTKRQGASFIGILDIAGFEIFELNSFEQLCINYTN
EKLOQOLFNHTMFILEQEEYQREGIEWNFIDFGLDLQPCIDLIERPANPPGVLALLDEECW
FPKATDKTFVEKLVQEQGSHSKFQKPRQLKDKADFCITIHYAGKVDYKADEWLMKNMDPLN
DNVATLLHQSSDREVAELWKDVDRIVGLDQVTGMTETAFGSAYKTKKGMFRTVGQLYKES
LTKLMATLRNTNPNFVRCIIPNHEKRAGKLDPHLVLDQLRCNGVLEGIRICRQGFPNRIV
FOEFROQRYEILTPNAIPKGEFMDGKQACERMIRALELDPNLYRIGQSKIFFRAGVLAHLEE
ERDLKITDITIFFQAVCRGYLARKAFAKKQOQLSALKVLORNCAAYLKLRHWQWWRVETK
VKPLLOQVTRQEEELQAKDEELLKVKEKQTKVEGELEEMERKHQQLLEEKNILAEQLQAET
ELFAEAEEMRARLAAKKQELEEILHDLESRVEEEEERNQILONEKKKMQAHIQDLEEQLD
EEEGARQKLOQLEKVTAEAKIKKMEEEILLLEDONSKEFIKEKKLMEDRIAECSSQLAEEEE
KAKNLAKIRNKQEVMISDLEERLKKEEKTROQELEKAKRKLDGETTDLODQIAELQAQIDE
LKLOLAKKEEELQGALARGDDETLHKNNALKVVRELOQAQIAELQEDFESEKASRNKAEKQ
KRDLSEELEALKTELEDTLDTTAAQQELRTKREQEVAELKKALEEETKNHEAQTIQDMRQR
HATALEELSEQLEQAKRFKANLEKNKQGLETDNKELACEVKVLQQVKAESEHKRKKLDAQ
VOELHAKVSEGDRLRVELAEKASKLONELDNVSTLLEEAEKKGIKFAKDAASLESQLQDT
QELLOEETROKLNLSSRIRQLEEEKNSLOEQOEEEEEARKNLEKQVLALQSQLADTKKKV
DDDLGTIESLEEAKKKLLKDAEALSQRLEEKALAYDKLEKTKNRLQQELDDLTVDLDHQR
QVASNLEKKQKKFDQLLAEEKSISARYAEERDRAEAEAREKETKALSLARALEEALEAKE
EFERONKQLRADMEDLMSSKDDVGKNVHELEKSKRALEQOQVEEMRTQLEELEDELQATED
AKLRLEVNMQAMKAQFERDLQTRDEQNEEKKRLLIKQVRELEAELEDERKQRALAVASKK
KMEIDLKDLEAQIEAANKARDEVIKQLRKLQAQMKDYQRELEEARASRDEIFAQSKESEK
KLKSLEAEILQLOQEELASSERARRHAEQERDELADEITNSASGKSALLDEKRRLEARIAQ
LEEELEEEQSNMELLNDRFRKTTLQVDTLNAELAAERSAAQKSDNARQQLERQNKELKAK
LOELEGAVKSKFKATISALEAKIGOQLEEQLEQEAKERAAANKLVRRTEKKLKETFMQVED
ERRHADQYKEQMEKANARMKOLKROLEEAEEEATRANASRRKLORELDDATEANEGLSRE
VSTLKNRLRRGGPISFSSSRSGRROQLHLEGASLELSDDDTESKTSDVNETQPPQSE
>sp|P20930 | FILA HUMAN Filaggrin OS=Homo sapiens O0X=9606 GN=FLG
PE=1 SV=3
MSTLLENIFATINLFKQYSKKDKNTDTLSKKELKELLEKEFRQILKNPDDPDMVDVEMDH
LDIDHNKKIDFTEFLLMVEFKLAQAYYESTRKENLPISGHKHRKHSHHDKHEDNKQEENKE
NRKRPSSLERRNNRKGNKGRSKSPRETGGKRHESSSEKKERKGYSPTHREEEYGKNHHNS
SKKEKNKTENTRLGDNRKRLSERLEEKEDNEEGVYDYENTGRMTOQKWIQSGHIATYYTIQ
DEAYDTTDSLLEENKIYERSRSSDGKSSSQVNRSRHENTSQVPLQESRTRKRRGSRVSQD
RDSEGHSEDSERHSGSASRNHHGSAWEQSRDGSRHPRSHDEDRASHGHSADSSRQSGTRH
AETSSRGQTASSHEQARSSPGERHGSGHQQSADSSRHSATGRGQASSAVSDRGHRGSSGS
QASDSEGHSENSDTQSVSGHGKAGLRQQSHQESTRGRSGERSGRSGSSLYQVSTHEQPDS
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AHGRTGTSTGGROGSHHEQARDSSRHSASQEGODTIRGHPGSSRGGROQGSHHEQSVNRSG
HSGSHHSHTTSQGRSDASHGOSGSRSASRQTRNEEQSGDGTRHSGSRHHEASSQADSSRH
SQVGOGOSSGPRTSRNQGSSVSQODSDSQGHSEDSERWSGSASRNHHGSAQEQSRDGSRHP
RSHHEDRAGHGHSADSSRKSGTRHTONSSSGQOAASSHEQARSSAGERHGSRHQLOSADSS
RHSGTGHGQASSAVRDSGHRGSSGSQATDSEGHSEDSDTQOSVSGHGQAGHHQQSHQESAR
DRSGERSRRSGSEFLYQVSTHKQSESSHGWTGPSTGVRQGSHHEQARDNSRHSASQDGQDT
IRGHPGSSRRGROGSHHEQSVDRSGHSGSHHSHTTSQGRSDASRGOSGSRSASRTTRNEE
QOSRDGSRHSGSRHHEASSHADISRHSQAGOGOSEGSRTSRROGSSVSODSDSEGHSEDSE
RWSGSASRNHRGSAQEQSRHGSRHPRSHHEDRAGHGHSADSSROSGTPHAETSSGGQAAS
SHEQARSSPGERHGSRHQQOSADSSRHSGIPRROASSAVRDSGHWGSSGSQASDSEGHSEE
SDTQSVSGHGODGPHQOOSHQESARDWSGGRSGRSGSEFIYQVSTHEQSESAHGRTRTSTGR
ROGSHHEQARDSSRHSASQEGQODTIRAHPGSRRGGROQGSHHEQSVDRSGHSGSHHSHTTS
QOGRSDASHGOSGSRSASRQTRKDKQSGDGSRHSGSRHHEAASWADSSRHSQVGQEQSSGS
RTSRHQOGSSVSQODSDSERHSDDSERLSGSASRNHHGSSREQSRDGSRHPGEFHQEDRASHG
HSADSSRQSGTHHTESSSHGQAVSSHEQARSSPGERHGSRHQQSADSSRHSGIGHRQASS
AVRDSGHRGSSGSQVTNSEGHSEDSDTQSVSAHGOAGPHQOSHKESARGQOSGESSGRSRS
FLYQVSSHEQSESTHGOQTAPSTGGROGSRHEQARNSSRHSASQODGODTIRGHPGSSRGGR
QGSYHEQSVDRSGHSGYHHSHTTPQGRSDASHGQSGPRSASRQTRNEEQSGDGSRHSGSR
HHEPSTRAGSSRHSQVGQGESAGSKTSRRQGSSVSQDRDSEGHSEDSERRSESASRNHYG
SAREQSRHGSRNPRSHQEDRASHGHSAESSRQSGTRHAETSSGGQAASSQEQARSSPGER
HGSRHQOSADSSTDSGTGRRODSSVVGDSGNRGSSGSQASDSEGHSEESDTQSVSAHGQA
GPHQOSHQESTRGQOSGERSGRSGSFLYQVSTHEQSESAHGRTGPSTGGRQRSRHEQARDS
SRHSASQEGQODTIRGHPGSSRGGROGSHYEQSVDSSGHSGSHHSHTTSQERSDVSRGQSG
SRSVSROTRNEKQOSGDGSRHSGSRHHEASSRADSSRHSQVGQOGQOSSGPRTSRNQGSSVSQ
DSDSQOGHSEDSERWSGSASRNHLGSAWEQSRDGSRHPGSHHEDRAGHGHSADSSRQSGTR
HTESSSRGQAASSHEQARSSAGERHGSHHQLOSADSSRHSGIGHGQASSAVRDSGHRGY S
GSQASDSEGHSEDSDTQSVSAQGKAGPHQOSHKESARGQSGESSGRSGSEFLYQVSTHEQS
ESTHGOSAPSTGGRQOGSHYDQAQDSSRHSASQEGOQDTIRGHPGPSRGGROGSHQEQSVDR
SGHSGSHHSHTTSQGRSDASRGOSGSRSASRKTYDKEQSGDGSRHSGSHHHEASSWADSS
RHSLVGQOGQSSGPRTSRPRGSSVSQDSDSEGHSEDSERRSGSASRNHHGSAQEQSRDGSR
HPRSHHEDRAGHGHSAESSROSGTHHAENSSGGQAASSHEQARSSAGERHGSHHQQSADS
SRHSGIGHGQASSAVRDSGHRGSSGSQASDSEGHSEDSDTQSVSAHGOAGPHQOSHQEST
RGRSAGRSGRSGSEFLYQVSTHEQSESAHGRTGTSTGGROGSHHKQARDSSRHSTSQEGQD
TIHGHPGSSSGGRQGSHYEQLVDRSGHSGSHHSHTTSQGRSDASHGHSGSRSASRQTRND
EQSGDGSRHSGSRHHEASSRADSSGHSQVGQGQSEGPRTSRNWGSSESQDSDSQGHSEDS
ERWSGSASRNHHGSAQEQLRDGSRHPRSHOEDRAGHGHSADSSRQSGTRHTQTSSGGQAA
SSHEQARSSAGERHGSHHQQSADSSRHSGIGHGQASSAVRDSGHRGYSGSQASDNEGHSE
DSDTQSVSAHGQAGSHQQSHQESARGRSGETSGHSGSFLYQVSTHEQSESSHGWTGPSTR
GROGSRHEQAQDSSRHSASQDGODTIRGHPGSSRGGRQGYHHEHSVDSSGHSGSHHSHTT
SQOGRSDASRGOSGSRSASRTTRNEEQSGDGSRHSGSRHHEASTHADISRHSQAVQOGOSEG
SRRSRROGSSVSQODSDSEGHSEDSERWSGSASRNHHGSAQEQLRDGSRHPRSHQEDRAGH
GHSADSSROSGTRHTQTSSGGQAASSHEQARSSAGERHGSHHQOQOSADSSRHESGIGHGQAS
SAVRDSGHRGYSGSQASDNEGHSEDSDTQSVSAHGQAGSHOQSHOESARGRSGETSGHSG
SEFLYQOVSTHEQSESSHGWTGPSTRGROGSRHEQAQDSSRHSASQYGODTIRGHPGSSRGG
ROGYHHEHSVDSSGHSGSHHSHTTSQGRSDASRGQSGSRSASRTTRNEEQSGDSSRHSVS
RHHEASTHADISRHSQAVQGQSEGSRRSRROGSSVSQDSDSEGHSEDSERWSGSASRNHR
GSVQEQSRHGSRHPRSHHEDRAGHGHSADRSROSGTRHAETSSGGQAASSHEQARSSPGE

23



RHGSRHQOSADSSRHSGIPRGOASSAVRDSRHWGSSGSQASDSEGHSEESDTQSVSGHGQO
AGPHQQSHQESARDRSGGRSGRSGSFLYQVSTHEQSESAHGRTRTSTGRROGSHHEQARD
SSRHSASQEGODTIRGHPGSSRRGROGSHYEQSVDRSGHSGSHHSHTTSQGRSDASRGQS
GSRSASRQTRNDEQSGDGSRHSWSHHHEASTQADSSRHSQSGQOGQOSAGPRTSRNQGSSVS
QODSDSQGHSEDSERWSGSASRNHRGSAQEQSRDGSRHPTSHHEDRAGHGHSAESSRQSGT
HHAENSSGGQAASSHEQARSSAGERHGSHHQOSADSSRHSGIGHGQASSAVRDSGHRGSS
GSQASDSEGHSEDSDTQSVSAHGQAGPHQQSHQESTRGRSAGRSGRSGSFLYQVSTHEQS
ESAHGRAGPSTGGRQGSRHEQARDSSRHSASQEGQDTIRGHPGSRRGGRQGSYHEQSVDR
SGHSGSHHSHTTSQGRSDASHGQSGSRSASRETRNEEQSGDGSRHSGSRHHEASTQADSS
RHSQSGQGESAGSRRSRROGSSVSQDSDSEAYPEDSERRSESASRNHHGSSREQSRDGSR
HPGSSHRDTASHVQSSPVQSDSSTAKEHGHESSLSQDSAYHSGIQSRGSPHSSSSYHYQS
EGTERQKGQSGLVWRHGSYGSADYDYGESGFRHSQHGSVSYNSNPVVFKERSDICKASAF
GKDHPRYYATYINKDPGLCGHSSDISKQLGEFSQSQRYYYYE

>sp |Q8N1IN4 |K2C78 HUMAN Keratin, type II cytoskeletal 78 OS=Homo
sapiens 0X=9606 GN=KRT78 PE=1 SV=2
MSLSPCRAQRGEFSARSACSARSRGRSRGGEFSSRGGEFSSRSLNSEFGGCLEGSRGSTWGSGG
RLGVRFGEWSGGPGLSLCPPGGIQEVTINONLLTPLKIEIDPQFQVVRTQETQETRTLNN
QFASFIDKVRFLEQONKVLETKWHLLOOQOGLSGSQQGLEPVFEACLDQLRKQLEQLOGER
GALDAELKACRDQEEEYKSKYEEEAHRRATLENDEVVLKKDVDGVFLSKMELEGKLEALR
EYLYFLKHLNEEELGOQLQTQASDTSVVLSMDNNRYLDESSITITEVRARYEETARSSKAEA
EALYQTKYQELQVSAQLHGDRMOQETKVQISQLHQEIQRLOSQTENLKKONASLQAATITDA
EQRGELALKDAQAKVDELEAALRMAKONLARLLCEYQELTSTKLSLDVEIATYRRLLEGE
ECRMSGECTSQVTISSVGGSAVMSGGVGGGLGSTCGLGSGKGSPGSCCTSIVTGGSNITIL
GSGKDPVLDSCSVSGSSAGSSCHTILKKTVESSLKTSITY
>sp|Q71U36 | TBAIA HUMAN Tubulin alpha-1A chain OS=Homo sapiens
0X=9606 GN=TUBAlA PE=1 SV=1
MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSEFNTFEFSETGAGK
HVPRAVFVDLEPTVIDEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDLVLD
RIRKLADQCTGLQGFLVFHSEFGGGTGSGFTSLLMERLSVDYGKKSKLEFSTIYPAPQVSTA
VVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLIGQIVSSITA
SLREFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAETITNACFEPAN
OMVKCDPRHGKYMACCLLYRGDVVPKDVNAATATIKTKRTIQFVDWCPTGFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTATAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSE
AREDMAATLEKDYEEVGVDSVEGEGEEEGEEY

>sp | PODPH7 | TBA3C HUMAN Tubulin alpha-3C chain OS=Homo sapiens
0X=9606 GN=TUBA3C PE=1 SV=1
MRECISTIHVGQAGVQIGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSENTFFSETGAGK
HVPRAVEFVDLEPTVVDEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIVDLVLD
RIRKLADLCTGLQGFLIFHSFGGGTGSGFASLLMERLSVDYGKKSKLEFATYPAPQVSTA
VVEPYNSILTTHTTLEHSDCAFMVDNEATYDICRRNLDIERPTYTNLNRLIGQIVSSITA
SLREDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN
OMVKCDPRHGKYMACCMLYRGDVVPKDVNAATATIKTKRTIQFVDWCPTGFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTATAEAWARLDHKFDIMYAKRAFVHWYVGEGMEEGEFSE
AREDLAALEKDYEEVGVDSVEAEAEEGEEY

>sp | PODPH8 | TBA3D HUMAN Tubulin alpha-3D chain OS=Homo sapiens
0X=9606 GN=TUBA3D PE=1 SV=1
MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSEFNTFEFSETGAGK
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HVPRAVFVDLEPTVVDEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKEIVDLVLD
RIRKLADLCTGLQGFLIFHSFGGGTGSGFASLLMERLSVDYGKKSKLEFAIYPAPQVSTA
VVEPYNSTILTTHTTLEHSDCAFMVDNEATYDICRRNLDIERPTYTNLNRLIGQIVSSITA
SLRFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN
OMVKCDPRHGKYMACCMLYRGDVVPKDVNAAIATIKTKRTIQFVDWCPTGFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTATAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSE
AREDLAALEKDYEEVGVDSVEAEAEEGEEY

>sp|Q6PEY2 | TBA3E HUMAN Tubulin alpha-3E chain OS=Homo sapiens
0X=9606 GN=TUBA3E PE=1 SV=2
MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSEFNTFFSETGAGK
HVPRAVFVDLEPTVVDEVRTGTYRQLFHPEQLITGKEDAASNYARGHYTIGKEIVDLVLD
RIRKLADLCTGLQGFLIFHSFGGGTGSGFASLLMERLSVDYSKKSKLEFAIYPAPQVSTA
VVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLIGQIVSSITA
SLREDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAEITNACFEPAN
OMVKCDPRHGKYMACCMLYRGDVVPKDVNAATIATIKTKRTIQFVDWCPTGFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTATIAEAWARLVHKFDLMYAKWAFVHWYVGEGMEEGEFSE
AREDLAALEKDCEEVGVDSVEAEAEEGEAY

>sp |P47929 | LEG7 HUMAN Galectin-7 OS=Homo sapiens 0X=9606
GN=LGALS7B PE=1 SV=2
MSNVPHKSSLPEGIRPGTVLRIRGLVPPNASRFHVNLLCGEEQGSDAALHENPRLDTSEV
VENSKEQGSWGREERGPGVPFQRGQPFEVLITIASDDGFKAVVGDAQYHHFRHRLPLARVR
LVEVGGDVQLDSVRIF

>sp | P48594 | SPB4 HUMAN Serpin B4 OS=Homo sapiens 0X=9606
GN=SERPINB4 PE=1 SV=2
MNSLSEANTKFMEDLEFQQFRKSKENNIFYSPISITSALGMVLLGAKDNTAQQISKVLHED
QVTENTTEKAATYHVDRSGNVHHQFOKLLTEFNKSTDAYELKIANKLFGEKTYQFLQEYL
DAIKKEFYQTSVESTDFANAPEESRKKINSWVESQTNEKIKNLFPDGTIGNDTTLVLVNATI
YFKGOWENKFKKENTKEEKFWPNKNTYKSVOMMROYNSFNFALLEDVQAKVLEIPYKGKD
LSMIVLLPNEIDGLOKLEEKLTAEKLMEWTSLONMRETCVDLHLPRFKMEESYDLKDTLR
TMGMVNIFNGDADLSGMTWSHGLSVSKVLHKAFVEVTEEGVEAAAATAVVVVELSSPSTN
EEFCCNHPFLFFIRONKTNSILFYGRFSSP

>sp|Q15149|PLEC HUMAN Plectin OS=Homo sapiens 0X=9606 GN=PLEC PE=1
SvV=3
MVAGMLMPRDQLRATIYEVLFREGVMVAKKDRRPRSLHPHVPGVTNLQVMRAMASLRARGL
VRETFAWCHFYWYLTNEGIAHLRQYLHLPPEIVPASLQRVRRPVAMVMPARRTPHVQAVQ
GPLGSPPKRGPLPTEEQRVYRRKELEEVSPETPVVPATTQRTLARPGPEPAPATDERDRV
OKKTFTKWVNKHLIKAQRHISDLYEDLRDGHNLISLLEVLSGDSLPREKGRMRFHKLONV
QIALDYLRHRQVKLVNIRNDDIADGNPKLTLGLIWTITILHFQISDIQVSGQSEDMTAKEK
LLLWSQRMVEGYQGLRCDNFTSSWRDGRLFNATITHRHKPLLIDMNKVYRQTNLENLDQAF
SVAERDLGVTRLLDPEDVDVPQPDEKSIITYVSSLYDAMPRVPDVQDGVRANELQLRWQE
YRELVLLLLOWMRHHTAAFEERRFPSSFEEIEILWSQFLKFKEMELPAKEADKNRSKGIY
OSLEGAVQAGQLKVPPGYHPLDVEKEWGKLHVAILEREKQLRSEFERLECLOQRIVTKLQOM
EAGLCEEQLNQADALLOSDVRLLAAGKVPQRAGEVERDLDKADSMIRLLEFNDVQTLKDGR
HPQGEQMYRRVYRLHERLVAIRTEYNLRLKAGVAAPATQVAQVTLQSVQRRPELEDSTLR
YLODLLAWVEENQHRVDGAEWGVDLPSVEAQLGSHRGLHOQSTEEFRAKIERARSDEGQLS
PATRGAYRDCLGRLDLQYAKLLNSSKARLRSLESLHSFVAAATKELMWLNEKEEEEVGED
WSDRNTNMTAKKESYSALMRELELKEKKIKELONAGDRLLREDHPARPTVESFQAALQTQ
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WSWMLOQLCCCIEAHLKENAAYFQFFSDVREAEGQLOKLOEALRRKYSCDRSATVTRLEDL
LODAQDEKEQLNEYKGHLSGLAKRAKAVVQLKPRHPAHPMRGRLPLLAVCDYKQVEVTVH
KGDECQLVGPAQPSHWKVLSSSGSEAAVPSVCFLVPPPNQEAQEAVTRLEAQHQATLVTLW
HOLHVDMKSLLAWQSLRRDVQLIRSWSLATFRTLKPEEQROALHSLELHYQAFLRDSQDA
GGFGPEDRLMAEREYGSCSHHYQQLLOSLEQGAQEESRCQRCISELKDIRLOLEACETRT
VHRLRLPLDKEPARECAQRIAEQQKAQAEVEGLGKGVARLSAEAEKVLALPEPSPAAPTL
RSELELTLGKLEQVRSLSAIYLEKLKTISLVIRGTQGAEEVLRAHEEQLKEAQAVPATLP
ELEATKASLKKLRAQAEAQQPTEFDALRDELRGAQEVGERLOQRHGERDVEVERWRERVAQ
LLERWQAVLAQTDVRORELEQLGRQLRYYRESADPLGAWLODARRRQEQIQAMPLADSQA
VREQLRQEQALLEEIERHGEKVEECQRFAKQY INATIKDYELQLVTYKAQLEPVASPAKKP
KVOSGSESVIQEYVDLRTHYSELTTLTSQYIKFISETLRRMEEEERLAEQOQRAEERERLA
EVEAALEKQROQLAEAHAQAKAQAEREAKELQORMOEEVVRREEAAVDAQOOKRSTIQEELQ
QLROSSEAEIQAKARQAEAAERSRLRIEEEIRVVRLOLEATERQRGGAEGELQALRARAE
EAEAQKROAQEEAERLRROQVODESQRKROAEVELASRVKAEAEAAREKQRALOALEELRL
QAEEAERRLRQAEVERARQVOQVALETAQRSAEAELQSKRASFAEKTAQLERSLOEEHVAV
AQLREEAERRAQQOQAEAERAREEAERELERWQLKANEALRLRLOQAEEVAQQOKSLAQAEAE
KOKEEAEREARRRGKAEEQAVRORELAEQELEKQROQLAEGTAQORLAAEQELIRLRAETE
QGEQORQLLEEELARLOREAAAATOQKROQELEAELAKVRAEMEVLLASKARAEEESRSTSE
KSKORLEAEAGRFRELAEEAARLRALAEEAKRQROLAEEDAARQRAEAERVLAEKLAAIG
EATRLKTEAETALKEKEAENERLRRLAEDEAFQRRRLEEQAAQHKADIEERLAQLRKASD
SELERQKGLVEDTLROQRROVEEEILALKASFEKAAAGKAELELELGRIRSNAEDTLRSKE
QAELEAARQRQLAAEEERRRREAEERVOKSLAAEEEAARQRKAALEEVERLKAKVEEARR
LRERAEQESARQLOLAQEAAQKRLOAEEKAHAFAVQOKEQELOQTLOOEQSVLDOLRGEA
EAARRAAEEAEEARVOAEREAAQSRROQVEEAERLKOSAEEQAQARAQAQAAAEKLRKEAE
QEAARRAQAEQAALROQKQAADAEMEKHKKFAEQTLROKAQVEQELTTLRLOLEETDHQKN
LLDEELOQRLKAEATEAARQRSQVEEELEFSVRVOMEELSKLKARIEAENRALTILRDKDNTOQ
RFLOEEAEKMKOVAEEAARLSVAAQEAARLROQLAEEDLAQQRALAEKMLKEKMOAVQEAT
RLKAEAELLOQOOKELAQEQARRLOQEDKEQMAQQLAEETQGFQRTLEAERQRQLEMSAEAE
RLKLRVAEMSRAQARAEEDAQRFRKOAEEIGEKLHRTELATQEKVTLVQTLE IQROQSDH
DAERLREATAELEREKEKLOQQEAKLLOQLKSEEMOTVQQEQLLOETQALQQSFLSEKDSLL
QRERFIEQEKAKLEQLFQDEVAKAQOLREEQORQOQOMEQERQRLVASMEEARRRQHEAE
EGVRRKQEELQOLEQORRQOEELLAEENQRLREQLOLLEEQHRAALAHSEEVTASQVAAT
KTLPNGRDALDGPAAEAEPEHSEFDGLRRKVSAQRLOQEAGILSAEELQRLAQGHTTVDELA
RREDVRHYLQGRSSIAGLLLKATNEKLSVYAALQRQLLSPGTALILLEAQAASGFLLDPV
RNRRLTVNEAVKEGVVGPELHHKLLSAERAVTGYKDPYTGQOISLEFQAMOKGLIVREHGI
RLLEAQIATGGVIDPVHSHRVPVDVAYRRGYFDEEMNRVLADPSDDTKGFFDPNTHENLT
YLOLLERCVEDPETGLCLLPLTDKAAKGGELVYTDSEARDVFEKATVSAPFGKFQGKTVT
IWEIINSEYFTAEQRRDLLRQFRTGRITVEKIIKIIITVVEEQEQKGRLCFEGLRSLVPA
AELLESRVIDRELYQOLORGERSVRDVAEVDTVRRALRGANVIAGVWLEEAGQKLSIYNA
LKKDLLPSDMAVALLEAQAGTGHIIDPATSARLTVDEAVRAGLVGPEFHEKLLSAEKAVT
GYRDPYTGQSVSLFQALKKGLIPREQGLRLLDAQLSTGGIVDPSKSHRVPLDVACARGCL
DEETSRALSAPRADAKAYSDPSTGEPATYGELQQRCRPDOQLTGLSLLPLSEKAARARQEE
LYSELQARETFEKTPVEVPVGGFKGRTVTVWELISSEYFTAEQROQELLRQFRTGKVTVEK
VIKILITIVEEVETLRQERLSFSGLRAPVPASELLASGVLSRAQFEQLKDGKTTVKDLSE
LGSVRTLLOGSGCLAGIYLEDTKEKVSIYEAMRRGLLRATTAALLLEAQAATGFLVDPVR
NOQRLYVHEAVKAGVVGPELHEQLLSAEKAVTGYRDPYSGSTISLFQAMOKGLVLRQHGIR
LLEAQIATGGIIDPVHSHRVPVDVAYQRGYFSEEMNRVLADPSDDTKGEFFDPNTHENLTY
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ROLLERCVEDPETGLRLLPLKGAEKAEVVETTQVYTEEETRRAFEETQIDIPGGGSHGGS
TMSLWEVMQSDLTPEEQRAQLMADFQAGRVTKERMITITITIEITEKTEITRQQOGLASYDYV
RRRLTAEDLFEARITISLETYNLLREGTRSLREALEAESAWCYLYGTGSVAGVYLPGSRQT
LSIYQALKKGLLSAEVARLLLEAQAATGFLLDPVKGERLTVDEAVRKGLVGPELHDRLLS
AERAVTGYRDPYTEQTISLFQAMKKELIPTEEALRLLDAQLATGGIVDPRLGFHLPLEVA
YORGYLNKDTHDQLSEPSEVRSYVDPSTDERLSYTQLLRRCRRDDGTGQLLLPLSDARKL
TFRGLRKQITMEELVRSQVMDEATALQLREGLTSIEEVTKNLOKFLEGTSCIAGVEVDAT
KERLSVYQAMKKGITIRPGTAFELLEAQAATGYVIDPIKGLKLTVEEAVRMGIVGPEFKDK
LLSAERAVTGYKDPYSGKLISLFQAMKKGLILKDHGIRLLEAQIATGGIIDPEESHRLPV
EVAYKRGLFDEEMNEILTDPSDDTKGFFDPNTEENLTYLQILMERCITDPQTGLCLLPLKE
KKRERKTSSKSSVRKRRVVIVDPETGKEMSVYEAYRKGLIDHQTYLELSEQECEWEEITT
SSSDGVVKSMITDRRSGRQYDIDDATIAKNLIDRSALDQYRAGTLSITEFADMLSGNAGGE
RSRSSSVGSSSSYPISPAVSRTQLASWSDPTEETGPVAGILDTETLEKVSITEAMHRNLV
DNITGOQRLLEAQACTGGIIDPSTGERFPVTDAVNKGLVDKIMVDRINLAQKAFCGFEDPR
TKTKMSAAQALKKGWLYYEAGQRFLEVQYLTGGLIEPDTPGRVPLDEATLQRGTVDARTAQ
KLRDVGAYSKYLTCPKTKLKISYKDALDRSMVEEGTGLRLLEAAAQSTKGYYSPYSVSGS
GSTAGSRTGSRTGSRAGSRRGSFDATGSGEFSMTEFSSSSYSSSGYGRRYASGSSASLGGPE
SAVA

>sp|P04792 |HSPB1 HUMAN Heat shock protein beta-1 OS=Homo sapiens
0X=9606 GN=HSPB1 PE=1 SV=2
MTERRVPFSLLRGPSWDPFRDWYPHSRLEFDQAFGLPRLPEEWSQWLGGSSWPGYVRPLPP
AATESPAVAAPAYSRALSRQLSSGVSEIRHTADRWRVSLDVNHFAPDELTVKTKDGVVE I
TGKHEERQDEHGYISRCFTRKYTLPPGVDPTQVSSSLSPEGTLTVEAPMPKLATQSNETT
IPVTFESRAQLGGPEAAKSDETAAK

>sp|P68366| TBA4A HUMAN Tubulin alpha-4A chain OS=Homo sapiens
0X=9606 GN=TUBA4A PE=1 SV=1
MRECISVHVGQAGVOMGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSFTTFEFCETGAGK
HVPRAVFVDLEPTVIDEIRNGPYRQLFHPEQLITGKEDAANNYARGHYTIGKEIIDPVLD
RIRKLSDQCTGLQGFLVFHSEFGGGTGSGFTSLLMERLSVDYGKKSKLEFSTIYPAPQVSTA
VVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLISQIVSSITA
SLREFDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLSVAETITNACFEPAN
OMVKCDPRHGKYMACCLLYRGDVVPKDVNAATAATKTKRSIQFVDWCPTGFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTATAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSE
AREDMAATLEKDYEEVGIDSYEDEDEGEE

>sp|Q1l3885|TBB2A HUMAN Tubulin beta-2A chain O0OS=Homo sapiens
0X=9606 GN=TUBB2A PE=1 SV=1
MREIVHIQAGQCGNQTIGAKFWEVISDEHGIDPTGSYHGDSDLQLERINVYYNEAAGNKYV
PRAILVDLEPGTMDSVRSGPFGQIFRPDNEFVFGQOSGAGNNWAKGHYTEGAELVDSVLDVV
RKESESCDCLOGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIMNTEFSVMPSPKVSDTVV
EPYNATLSVHQLVENTDETYSIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
RFPGOLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQOMEFDSKNMM
AACDPRHGRYLTVAATFRGRMSMKEVDEQMLNVONKNSSYFVEWI PNNVKTAVCDIPPRG
LKMSATFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQOQYODATADEQGEFEEEEGEDEA

>sp |Q9BVAL |TBB2B HUMAN Tubulin beta-2B chain OS=Homo sapiens
0X=9606 GN=TUBB2B PE=1 SV=1
MREIVHIQAGQCGNQIGAKFWEVISDEHGIDPTGSYHGDSDLQLERINVYYNEATGNKYV
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PRAILVDLEPGTMDSVRSGPFGQIFRPDNEFVFGQSGAGNNWAKGHYTEGAELVDSVLDVV
RKESESCDCLQOGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIMNTFSVMPSPKVSDTVV
EPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
RFPGOLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQOMEFDSKNMM
AACDPRHGRYLTVAATIFRGRMSMKEVDEQMLNVONKNSSYFVEWIPNNVKTAVCDIPPRG
LKMSATFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQQYODATADEQGEFEEEEGEDEA

>sp|A6NNZ2 | TBB8B HUMAN Tubulin beta 8B OS=Homo sapiens 0X=9606
GN=TUBB8B PE=1 SV=1
MREIVLTQTGQCGNQIGAKFWEVISDEHAIDSAGTYHGDSHLQLERINVHHHEASGGRYV
PRAVLVDLEPGTMDSVHSGPFGQVEFRPDNEFISGQCGAGNNWAKGRYTEGAELTESVMDVV
RKEAESCDCLOQGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIINTEFSTILPSPKVSDTVV
EPYNATLSVHQLIENADETFCIDNEALYDICSRTLKLPTPTYGDLNHLVSATMSGVTTCL
RFPGOQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQOYRALTVAELTQOMFDAKNMM
AACDPRHGCYLTVAATIFRGRMPMREVDEQMENIQDKNSSYFADWEPDNVKTAVCDIPPRG
LKMSATFIGNNAAIQELFTCVSEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQOQYODATAEEEEDEEYAEEEVA

>sp|P13639|EF2 HUMAN Elongation factor 2 OS=Homo sapiens 0X=9606
GN=EEF2 PE=1 SV=4
MVNFTVDQIRATMDKKANIRNMSVIAHVDHGKSTLTDSLVCKAGITASARAGETREFTDTR
KDEQERCITIKSTAISLFYELSENDLNFIKQSKDGAGFLINLIDSPGHVDFSSEVTAALR
VTDGALVVVDCVSGVCVQTETVLRQATAERIKPVLMMNKMDRALLELQLEPEELYQTEFQR
IVENVNVIISTYGEGESGPMGNIMIDPVLGTVGEFGSGLHGWAFTLKQFAEMYVAKEFAAKG
EGQLGPAERAKKVEDMMKKLWGDRYFDPANGKESKSATSPEGKKLPRTFCQLILDPIFKV
FDATIMNFKKEETAKLIEKLDIKLDSEDKDKEGKPLLKAVMRRWLPAGDALLOMITIHLPS
PVTAQKYRCELLYEGPPDDEAAMGIKSCDPKGPLMMYISKMVPTSDKGREYAFGRVESGL
VSTGLKVRIMGPNYTPGKKEDLYLKPIQRTILMMGRYVEPIEDVPCGNIVGLVGVDQFLV
KTGTITTFEHAHNMRVMKFSVSPVVRVAVEAKNPADLPKLVEGLKRLAKSDPMVQCIIEE
SGEHITAGAGELHLEICLKDLEEDHACIPIKKSDPVVSYRETVSEESNVLCLSKSPNKHN
RLYMKARPFPDGLAEDIDKGEVSARQELKOQRARYLAEKYEWDVAEARKIWCFGPDGTGPN
ILTDITKGVQYLNEIKDSVVAGFOQWATKEGALCEENMRGVRFDVHDVTLHADATHRGGGQ
ITPTARRCLYASVLTAQPRIMEPIYLVEIQCPEQVVGGIYGVLNRKRGHVFEESQVAGTP
MEVVKAYLPVNESFGEFTADLRSNTGGQAFPQCVEFDHWQILPGDPEDNSSRPSQVVAETRK
RKGLKEGIPALDNFLDKL

>sp|Q15029|U5S1 HUMAN 116 kDa U5 small nuclear ribonucleoprotein
component OS=Homo sapiens 0X=9606 GN=EFTUD2 PE=1 SV=1
MDTDLYDEFGNYIGPELDSDEDDDELGRETKDLDEMDDDDDDDDVGDHDDDHPGMEVVLH
EDKKYYPTAEEVYGPEVETIVQEEDTQPLTEPI IKPVKTKKFTLMEQTLPVTVYEMDFLA
DLMDNSELIRNVTLCGHLHHGKTCFVDCLIEQTHPETIRKRYDODLCYTDILFTEQERGVG
IKSTPVTVVLPDTKGKSYLENIMDTPGHVNEFSDEVTAGLRISDGVVLEFIDAAEGVMLNTE
RLIKHAVQERLAVTVCINKIDRLILELKLPPTDAYYKLRHIVDEVNGLISMYSTDENLIL
SPLLGNVCFESSSQYSICFTLGSFAKIYADTEGDINYQEFAKRLWGDIYEFNPKTRKETKKA
PTSSSQRSFVEFILEPLYKILAQVVGDVDTSLPRTLDELGIHLTKEELKLNIRPLLRLVC
KKFFGEFTGFVDMCVQHIPSPKVGAKPKIEHTYTGGVDSDLGEAMSDCDPDGPLMCHTTK
MYSTDDGVQFHAFGRVLSGTITHAGQPVKVLGENYTLEDEEDSQICTVGRLWISVARYHIE
VNRVPAGNWVLIEGVDQPIVKTATITEPRGNEEAQIFRPLKENTTSVIKIAVEPVNPSEL
PKMLDGLRKVNKSYPSLTTKVEESGEHVILGTGELYLDCVMHDLRKMYSEIDIKVADPVV
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TEFCETVVETSSLKCFAETPNKKNKITMIAEPLEKGLAEDIENEVVQITWNRKKLGEFFQT
KYDWDLLAARSIWAFGPDATGPNILVDDTLPSEVDKALLGSVKDSIVQGFQWGTREGPLC
DELIRNVKFKILDAVVAQEPLHRGGGQITPTARRVVYSAFLMATPRLMEPYYFVEVQAPA
DCVSAVYTVLARRRGHVTQODAPIPGSPLYTIKAFIPAIDSFGFETDLRTHTQGQAFSLSV
FHHWQIVPGDPLDKSIVIRPLEPQPAPHLAREFMIKTRRRKGLSEDVSISKEFEFDDPMLLE
LAKQDVVLNYPM

>sp|P11021|BIP _HUMAN Endoplasmic reticulum chaperone BiP OS=Homo
sapiens 0X=9606 GN=HSPAS5 PE=1 SV=2
MKLSLVAAMLLLLSAARAEEEDKKEDVGTVVGIDLGTTYSCVGVEFKNGRVEI TANDQGNR
ITPSYVAFTPEGERLIGDAAKNQLTSNPENTVFDAKRLIGRTWNDPSVQODIKFLPEFKVV
EKKTKPYIQVDIGGGQTKTFAPEEISAMVLTKMKETAEAYLGKKVTHAVVTVPAYFNDAQ
ROATKDAGTIAGLNVMRIINEPTAAATAYGLDKREGEKNILVEDLGGGTEFDVSLLTIDNG
VFEVVATNGDTHLGGEDFDQRVMEHEF TKLYKKKTGKDVRKDNRAVOQKLRREVEKAKRALS
SOQHQARTEIESEFYEGEDEFSETLTRAKFEELNMDLEFRSTMKPVOKVLEDSDLKKSDIDETIV
LVGGSTRIPKIQQLVKEFFNGKEPSRGINPDEAVAYGAAVQAGVLSGDOQDTGDLVLLDVC
PLTLGIETVGGVMTKLIPRNTVVPTKKSQIFSTASDNQPTVTIKVYEGERPLTKDNHLLG
TEFDLTGIPPAPRGVPQIEVTFEIDVNGILRVTAEDKGTGNKNKITITNDONRLTPEETER
MVNDAEKFAEEDKKLKERIDTRNELESYAYSLKNQIGDKEKLGGKLSSEDKETMEKAVEE
KIEWLESHQDADIEDFKAKKKELEEIVQPIISKLYGSAGPPPTGEEDTAEKDEL
>sp|P68371|TBB4B HUMAN Tubulin beta-4B chain OS=Homo sapiens
0X=9606 GN=TUBB4B PE=1 SV=1
MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLERINVYYNEATGGKYV
PRAVLVDLEPGTMDSVRSGPFGQIFRPDNEVFGQSGAGNNWAKGHYTEGAELVDSVLDVV
RKEAESCDCLOGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIMNTESVVPSPKVSDTVV
EPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
RFPGOLNADLRKLAVNMVPEFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQOMEDAKNMM
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVONKNSSYFVEWIPNNVKTAVCDIPPRG
LKMSATFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQQOYODATAEEEGEFEEEAEEEVA

>sp|P04350 | TBB4A HUMAN Tubulin Dbeta-4A chain OS=Homo sapiens
0X=9606 GN=TUBB4A PE=1 SV=2
MREIVHLQAGQCGNQIGAKFWEVISDEHGIDPTGTYHGDSDLQLERINVYYNEATGGNYV
PRAVLVDLEPGTMDSVRSGPFGQIFRPDNEVEGQSGAGNNWAKGHYTEGAELVDAVLDVV
RKEAESCDCLOGFQLTHSLGGGTGSGMGTLLISKIREEFPDRIMNTEFSVVPSPKVSDTVV
EPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
RFPGOQLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQOYRALTVPELTQOMFDAKNMM
AACDPRHGRYLTVAAVEFRGRMSMKEVDEQMLSVQSKNSSYFVEWI PNNVKTAVCDIPPRG
LKMAATFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQOQYODATAEEGEFEEEAEEEVA

>sp |Q3ZCM7 | TBB8 HUMAN Tubulin beta-8 chain OS=Homo sapiens 0X=9606
GN=TUBB8 PE=1 SV=2
MREIVLTQIGQCGNQIGAKFWEVISDEHAIDSAGTYHGDSHLQLERINVYYNEASGGRYV
PRAVLVDLEPGTMDSVRSGPFGQVFRPDNFEFIFGQCGAGNNWAKGHYTEGAELME SVMDVV
RKEAESCDCLOGFQLTHSLGGGTGSGMGTLLLSKIREEYPDRIINTFSILPSPKVSDTVV
EPYNATLSVHQLIENADETFCIDNEALYDICSKTLKLPTPTYGDLNHLVSATMSGVTTCL
RFPGOLNADLRKLAVNMVPFPRLHFFMPGFAPLTSRGSQQYRALTVAELTQQOMEFDAKNMM
AACDPRHGRYLTAAATFRGRMPMREVDEQMENIQDKNSSYFADWLPNNVKTAVCDIPPRG

29



LKMSATFIGNNTAIQELFKRVSEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQOQYODATAEEEEDEEYAEEEVA

>sp|P19013|K2C4 HUMAN Keratin, type II cytoskeletal 4 OS=Homo
sapiens 0X=9606 GN=KRT4 PE=1 SV=5
MIARQQCVRGGPRGFSCGSAIVGGGKRGAFSSVSMSGGAGRCSSGGEFGSRSLYNLRGNKS
ISMSVAGSRQGACFGGAGGFGTGGFGGGFGGSEFSGKGGPGFPVCPAGGIQEVTINQSLLT
PLHVEIDPEIQKVRTEEREQTIKLLNNKFASFIDKVQFLEQONKVLETKWNLLQQQTTTTS
SKNLEPLFETYLSVLRKQLDTLGNDKGRLOQSELKTMODSVEDFKTKYEEEINKRTAAEND
FVVLKKDVDAAYLNKVELEAKVDSLNDEINFLKVLYDAELSQMQTHVSDTSVVLSMDNNR
NLDLDSITAEVRAQYEETAQRSKAEAEALYQTKVQOLOISVDQHGDNLKNTKSETAELNR
MIQRLRAETIENIKKQCQTLQVSVADAEQRGENALKDAHSKRVELEAALQQAKEELARMLR
EYQELMSVKLALDIETATYRKLLEGEEYRMSGECQSAVSISVVSGSTSTGGISGGLGSGS
GFGLSSGFGSGSGSGEFGFGGSVSGSSSSKITISTTTLNKRR

>sp|P14136|GFAP _HUMAN Glial fibrillary acidic protein OS=Homo
sapiens 0X=9606 GN=GFAP PE=1 SV=1
MERRRITSAARRSYVSSGEMMVGGLAPGRRLGPGTRLSLARMPPPLPTRVDEFSLAGALNA
GFKETRASERAEMMELNDRFASYTIEKVRFLEQONKATLAAELNQLRAKEPTKLADVYQAEL
RELRLRLDQLTANSARLEVERDNLAQDLATVROQKLODETNLRLEAENNLAAYRQEADEAT
LARLDLERKIESLEEEIRFLRKIHEEEVRELQEQLARQQVHVELDVAKPDLTAALKEIRT
QYEAMASSNMHEAEEWYRSKFADLTDAAARNAELLRQAKHEANDYRRQLOSLTCDLESLR
GTNESLERQMREQEERHVREAASYQEALARLEEEGQSLKDEMARHLQEYQDLLNVKLALD
IETATYRKLLEGEENRITIPVQTFSNLQIRETSLDTKSVSEGHLKRNIVVKTVEMRDGEV
IKESKQEHKDVM

>sp|P31947|1433S HUMAN 14-3-3 protein sigma OS=Homo sapiens
0X=9606 GN=SFN PE=1 SV=1
MERASTLIQKAKLAEQAERYEDMAAFMKGAVEKGEELSCEERNLLSVAYKNVVGGQRAAWR
VLSSIEQKSNEEGSEEKGPEVREYREKVETELQGVCDTVLGLLDSHLTIKEAGDAESRVEY
LKMKGDYYRYLAEVATGDDKKRITIDSARSAYQEAMDI SKKEMPPTNPIRLGLALNFSVFEH
YETANSPEEATISLAKTTFDEAMADLHTLSEDSYKDSTLIMQLLRDNLTLWTADNAGEEGG
EAPQEPQS

>sp|Q8TF66|LRC15 HUMAN Leucine-rich repeat-containing protein 15
OS=Homo sapiens 0X=9606 GN=LRRC1l5 PE=2 SV=2
MPLKHYLLLLVGCQAWGAGLAYHGCPSECTCSRASQVECTGARIVAVPTPLPWNAMSLQT
INTHITELNESPFLNISALTIALRIEKNELSRITPGAFRNLGSLRYLSLANNKLQVLPIGL
FOGLDSLESLLLSSNQLLOIQPAHFSQCSNLKELQLHGNHLEYTIPDGAFDHLVGLTKLNL
GKNSLTHISPRVFQHLGNLQVLRLYENRLTDIPMGTEFDGLVNLQELALQONQIGLLSPGL
FHNNHNLORLYLSNNHISQLPPSVEFMQLPOLNRLTLFGNSLKELSPGIFGPMPNLRELWL
YDNHISSLPDNVESNLRQLOVLILSRNQISFISPGAFNGLTELRELSLHTNALQDLDGNV
FRMLANLONISLONNRLRQLPGNIFANVNGLMATQLONNQLENLPLGIFDHLGKLCELRL
YDNPWRCDSDILPLRNWLLLNQPRLGTDTVPVCEFSPANVRGQSLIIINVNVAVPSVHVPE
VPSYPETPWYPDTPSYPDTTSVSSTTELTSPVEDYTDLTTIQVTDDRSVWGMTQAQSGLA
TAATVIGIVALACSLAACVGCCCCKKRSQAVLMOMKAPNEC

>sp|P07437|TBB5 HUMAN Tubulin beta chain OS=Homo sapiens O0X=9606
GN=TUBB PE=1 SV=2
MREIVHIQAGQCGNQTIGAKFWEVISDEHGIDPTGTYHGDSDLQLDRISVYYNEATGGKYV
PRAILVDLEPGTMDSVRSGPFGQIFRPDNEFVFGQSGAGNNWAKGHYTEGAELVDSVLDVV
RKEAESCDCLQGFQLTHSLGGGTGSGMGTLLISKIREEYPDRIMNTFSVVPSPKVSDTVV
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EPYNATLSVHQLVENTDETYCIDNEALYDICFRTLKLTTPTYGDLNHLVSATMSGVTTCL
REFPGOQLNADLRKLAVNMVPEFPRLHFFMPGFAPLTSRGSQQYRALTVPELTQQVEDAKNMM
AACDPRHGRYLTVAAVFRGRMSMKEVDEQMLNVONKNSSYEFVEWIPNNVKTAVCDIPPRG
LKMAVTFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYQOQYODATAEEEEDFGEEAEEEA

>sp|Q9BQE3|TBAIC HUMAN Tubulin alpha-1C chain OS=Homo sapiens
0X=9606 GN=TUBA1lC PE=1 SvV=1
MRECISIHVGQAGVQIGNACWELYCLEHGIQPDGOMPSDKTIGGGDDSENTFEFSETGAGK
HVPRAVFVDLEPTVIDEVRTGTYRQLFHPEQLITGKEDAANNYARGHYTIGKETIDLVLD
RIRKLADQCTGLOGFLVEFHSFGGGTGSGFTSLLMERLSVDYGKKSKLEFSIYPAPQVSTA
VVEPYNSILTTHTTLEHSDCAFMVDNEAIYDICRRNLDIERPTYTNLNRLISQIVSSITA
SLREDGALNVDLTEFQTNLVPYPRIHFPLATYAPVISAEKAYHEQLTVAEITNACFEPAN
OMVKCDPRHGKYMACCLLYRGDVVPKDVNAATIATIKTKRTIQFVDWCPTGEFKVGINYQPP
TVVPGGDLAKVQRAVCMLSNTTAVAEAWARLDHKFDLMYAKRAFVHWYVGEGMEEGEFSE
AREDMAALEKDYEEVGADSADGEDEGEEY

>sp|P14735|IDE _HUMAN Insulin-degrading enzyme OS=Homo sapiens
0X=9606 GN=IDE PE=1 SV=4
MRYRLAWLLHPALPSTFRSVLGARLPPPERLCGFQKKTYSKMNNPATKRIGNHITKSPED
KREYRGLELANGIKVLLISDPTTDKSSAALDVHIGSLSDPPNIAGLSHFCEHMLEFLGTKK
YPKENEYSQFLSEHAGSSNAFTSGEHTNYYFDVSHEHLEGALDRFAQFFLCPLEFDESCKD
REVNAVDSEHEKNVMNDAWRLEQLEKATGNPKHPEFSKEGTGNKYTLETRPNQEGIDVROQE
LLKFHSAYYSSNLMAVCVLGRESLDDLTNLVVKLFSEVENKNVPLPEFPEHPFQEEHLKQ
LYKIVPIKDIRNLYVTFPIPDLOKYYKSNPGHYLGHLIGHEGPGSLLSELKSKGWVNTLV
GGOKEGARGFMFFIINVDLTEEGLLHVEDITLHMEFQYIQKLRAEGPOQEWVEFQECKDLNAV
AFRFKDKERPRGYTSKIAGILHYYPLEEVLTAEYLLEEFRPDLIEMVLDKLRPENVRVAT
VSKSFEGKTDRTEEWYGTQYKQEATPDEVIKKWONADLNGKFKLPTKNEFIPTNFEILPL
EKEATPYPALIKDTAMSKLWEKQDDKFFLPKACLNFEFFSPFAYVDPLHCNMAYLYLELL
KDSLNEYAYAAELAGLSYDLONTIYGMYLSVKGYNDKQPTILLKKITEKMATFEIDEKRFE
ITKEAYMRSLNNFRAEQPHOHAMYYLRLIMTEVAWTKDELKEALDDVTLPRLKAFIPQLL
SRLHIEALLHGNITKQAALGIMOMVEDTLIEHAHTKPLLPSQLVRYREVQLPDRGWEVYQ
QRNEVHNNCGIEIYYQTDMOSTSENMFLELFCQITISEPCENTLRTKEQLGYIVESGPRRA
NGIQGLRFITQSEKPPHYLESRVEAFLITMEKSTIEDMTEEAFQKHTIQALAIRRLDKPKKL
SAECAKYWGEITISQQYNEFDRDNTEVAYLKTLTKEDI IKFYKEMLAVDAPRRHKVSVHVLA
REMDSCPVVGEFPCONDINLSQAPALPQPEVIONMTEFKRGLPLFPLVKPHINFMAAKL
>sp|P02545|LMNA HUMAN Prelamin-A/C OS=Homo sapiens 0X=9606 GN=LMNA
PE=1 Sv=1
METPSQRRATRSGAQASSTPLSPTRITRLOEKEDLOELNDRLAVYIDRVRSLETENAGLR
LRITESEEVVSREVSGIKAAYEAELGDARKTLDSVAKERARLOQLELSKVREEFKELKARN
TKKEGDLIAAQARLKDLEALLNSKEAALSTALSEKRTLEGELHDLRGQVAKLEAALGEAK
KOLODEMLRRVDAENRLOQTMKEELDFQKNIYSEELRETKRRHETRLVEIDNGKQREFESR
LADALQELRAQHEDQVEQYKKELEKTYSAKLDNARQSAERNSNLVGAAHEELQQSRIRID
SLSAQLSQLOKQLAAKEAKLRDLEDSLARERDTSRRLLAEKEREMAEMRARMOQOQLDEYQ
ELLDIKLALDMETHAYRKLLEGEEERLRLSPSPTSQRSRGRASSHSSQTOGGGSVTKKRK
LESTESRSSFSQHARTSGRVAVEEVDEEGKEVRLRNKSNEDQSMGNWQIKRONGDDPLLT
YRFPPKFTLKAGQVVTIWAAGAGATHSPPTDLVWKAQNTWGCGNSLRTALINSTGEEVAM
RKLVRSVTVVEDDEDEDGDDLLHHHHGSHCSSSGDPAEYNLRSRTVLCGTCGQPADKASA
SGSGAQVGGPISSGSSASSVIVTIRSYRSVGGSGGGSEGDNLVTRSYLLGNSSPRTQSPON
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CSIM

>sp Q08188 | TGM3 HUMAN Protein-glutamine gamma-glutamyltransferase
E OS=Homo sapiens 0X=9606 GN=TGM3 PE=1 S5V=4
MAALGVQSINWQTAFNRQAHHTDKFSSQELILRRGONFOQVLMIMNKGLGSNERLEFIVST
GPYPSESAMTKAVFPLSNGSSGGWSAVLQASNGNTLTISISSPASAPIGRYTMALQIFSQ
GGISSVKLGTFILLENPWLNVDSVEMGNHAEREEYVQEDAGITFVGSTNRIGMIGWNEGQ
FEEDILSICLSILDRSLNFRRDAATDVASRNDPKYVGRVLSAMINSNDDNGVLAGNWSGT
YTGGRDPRSWNGSVEILKNWKKSGFSPVRYGOCWVFAGTLNTALRSLGIPSRVITNENSA
HDTDRNLSVDVYYDPMGNPLDKGSDSVWNFHVWNEGWEVRSDLGPSYGGWQVLDATPQER
SQGVFQCGPASVIGVREGDVQLNEFDMPFIFAEVNADRITWLYDNTTGKQWKNSVNSHTIG
RYISTKAVGSNARMDVTDKYKYPEGSDQERQVFOKALGKLKPNTPFAATSSMGLETEEQE
PSITIGKLKVAGMLAVGKEVNLVLLLKNLSRDTKTVTVNMTAWTITYNGTLVHEVWKDSAT
MSLDPEEEAEHPIKISYAQYEKYLKSDNMIRITAVCKVPDESEVVVERDIILDNPTLTLE
VLNEARVRKPVNVOMLEFSNPLDEPVRDCVLMVEGSGLLLGNLKIDVPTLGPKEGSRVRED
ILPSRSGTKQLLADESCNKFPAIKAMLSIDVAE

>sp|P68104 |EF1IAL HUMAN Elongation factor l-alpha 1 OS=Homo sapiens
0X=9606 GN=EEF1Al PE=1 SV=1
MGKEKTHINIVVIGHVDSGKSTTTGHLIYKCGGIDKRTIEKFEKEAAEMGKGSFKYAWVL
DKLKAERERGITIDISLWKFETSKYYVTIIDAPGHRDEFIKNMITGTSQADCAVLIVAAGV
GEFEAGISKNGQTREHALLAYTLGVKQLIVGVNKMDSTEPPYSQKRYEEIVKEVSTYIKK
IGYNPDTVAFVPISGWNGDNMLEPSANMPWEFKGWKVTRKDGNASGTTLLEALDCILPPTR
PTDKPLRLPLODVYKIGGIGTVPVGRVETGVLKPGMVVTFAPVNVTTEVKSVEMHHEALS
EALPGDNVGENVKNVSVKDVRRGNVAGDSKNDPPMEAAGFTAQVIILNHPGQISAGYAPV
LDCHTAHIACKFAELKEKIDRRSGKKLEDGPKFLKSGDAAIVDMVPGKPMCVESFEFSDYPP
LGRFAVRDMRQTVAVGVIKAVDKKAAGAGKVTKSAQKAQKAK

>sp |Q5VTEO |EF1A3 HUMAN Putative elongation factor l-alpha-like 3
OS=Homo sapiens 0X=9606 GN=EEF1A1P5 PE=5 SV=1
MGKEKTHINIVVIGHVDSGKSTTTGHLIYKCGGIDKRTIEKFEKEAAEMGKGSFKYAWVL
DKLKAERERGITIDISLWKFETSKYYVTITIDAPGHRDFIKNMITGTSQADCAVLIVAAGV
GEFEAGISKNGQTREHALLAYTLGVKQLIVGVNKMDSTEPPYSQKRYEEIVKEVSTYIKK
IGYNPDTVAFVPISGWNGDNMLEPSANMPWFKGWKVTRKDGNASGTTLLEALDCILPPTR
PTDKPLRLPLODVYKIGGIGTVPVGRVETGVLKPGMVVTFAPVNVTTEVKSVEMHHEALS
EALPGDNVGFKVKNVSVKDVRRGNVAGDSKNDPPMEAAGFTAQVIILNHPGQISAGYAPV
LDCHMAHIACKFAELKEKIDRRSGKKLEDGPKFLKSGDAAIVDMVPGKPMCVESFSDYPP
LGRFAVRDMRQTVAVGVIKAVDKKAAGAGKVTKSAQKAQKAK

>sp| Q05639 |EF1IAZ HUMAN Elongation factor l-alpha 2 OS=Homo sapiens
0X=9606 GN=EEF1A2 PE=1 SV=1
MGKEKTHINIVVIGHVDSGKSTTTGHLIYKCGGIDKRTIEKFEKEAAEMGKGSFKYAWVL
DKLKAERERGITIDISLWKFETTKYYITITIDAPGHRDEFIKNMITGTSQADCAVLIVAAGV
GEFEAGISKNGQTREHALLAYTLGVKQLIVGVNKMDSTEPAYSEKRYDEIVKEVSAYIKK
IGYNPATVPFVPISGWHGDNMLEPSPNMPWEFKGWKVERKEGNASGVSLLEALDTILPPTR
PTDKPLRLPLODVYKIGGIGTVPVGRVETGILRPGMVVTFAPVNITTEVKSVEMHHEALS
EALPGDNVGENVKNVSVKDIRRGNVCGDSKSDPPQEAAQFTSQVIILNHPGQISAGYSPV
IDCHTAHIACKFAELKEKIDRRSGKKLEDNPKSLKSGDAAIVEMVPGKPMCVESFSQYPP
LGRFAVRDMRQTVAVGVIKNVEKKSGGAGKVTKSAQKAQKAGK

>sp|Q14574|DSC3 _HUMAN  Desmocollin-3 OS=Homo sapiens 0X=9606
GN=DSC3 PE=1 SV=3
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MAAAGPRRSVRGAVCLHLLLTLVIFSRAGEACKKVILNVPSKLEADKIIGRVNLEECFRS
ADLIRSSDPDFRVLNDGSVYTARAVALSDKKRSFTIWLSDKRKQTOKEVTVLLEHQKKVS
KTRHTRETVLRRAKRRWAPTIPCSMQENSLGPFPLFLOQVESDAAQNYTVEYSISGRGVDK
EPLNLFYIERDTGNLFCTRPVDREEYDVEDLIAYASTADGYSADLPLPLPIRVEDENDNH
PVFTEAIYNFEVLESSRPGTTVGVVCATDRDEPDTMHTRLKYSILQQTPRSPGLEFSVHPS
TGVITTVSHYLDREVVDKYSLIMKVQDMDGQFFGLIGTSTCIITVTDSNDNAPTEFRONAY
EAFVEENAFNVEILRIPIEDKDLINTANWRVNFTILKGNENGHFKISTDKETNEGVLSVV
KPLNYEENRQVNLETIGVNNEAPFARDIPRVTALNRALVTVHVRDLDEGPECTPAAQYVRI
KENLAVGSKINGYKAYDPENRNGNGLRYKKLHDPKGWITIDEISGSIITSKILDREVETP
KNELYNITVLAIDKDDRSCTGTLAVNIEDVNDNPPEILQEYVVICKPKMGYTDILAVDPD
EPVHGAPFYFSLPNTSPEISRLWSLTKVNDTAARLSYQKNAGFQEYTIPITVKDRAGQAA
TKLLRVNLCECTHPTQCRATSRSTGVILGKWAILATLLGIALLEFSVLLTLVCGVFEGATKG
KRFPEDLAQONLITISNTEAPGDDRVCSANGEFMTQTTNNSSQGFCGTMGSGMKNGGQETIE
MMKGGNQTLESCRGAGHHHTLDSCRGGHTEVDNCRYTYSEWHSFTQPRLGEKLHRCNQNE
DRMPSQDYVLTYNYEGRGSPAGSVGCCSEKQEEDGLDFLNNLEPKFITLAEACTKR
>sp|P60174|TPIS HUMAN Triosephosphate isomerase OS=Homo sapiens
0X=9606 GN=TPI1 PE=1 SV=4
MAPSRKFFVGGNWKMNGRKQSLGELIGTLNAAKVPADTEVVCAPPTAYIDFARQKLDPKTI
AVAAQNCYKVTNGAFTGEISPGMIKDCGATWVVLGHSERRHVFGESDELIGQKVAHALAE
GLGVIACIGEKLDEREAGITEKVVFEQTKVIADNVKDWSKVVLAYEPVWAIGTGKTATPQ
QAQEVHEKLRGWLKSNVSDAVAQSTRITYGGSVTGATCKELASQPDVDGFLVGGASLKPE
FVDIINAKQ

>sp|PO4083|ANXAL HUMAN Annexin Al OS=Homo sapiens 0X=9606 GN=ANXAl
PE=1 SV=2
MAMVSEFLKQAWFIENEEQEYVQTVKSSKGGPGSAVSPYPTEFNPSSDVAALHKAIMVKGV
DEATITDILTKRNNAQRQOQIKAAYIQETGKPLDETLKKALTGHLEEVVLALLKTPAQFEFDA
DELRAAMKGLGTDEDTLIEILASRTNKEIRDINRVYREELKRDLAKDITSDTSGDEFRNAL
LSTLAKGDRSEDFGVNEDLADSDARALYEAGERRKGTDVNVENTILTTRSYPQLRRVFQKY
TKYSKHDMNKVLDLELKGDIEKCLTATIVKCATSKPAFFAEKLHQAMKGVGTRHKALIRIM
VSRSEIDMNDIKAFYQKMYGISLCQAILDETKGDYEKILVALCGGN

>sp|P54652 |HSP72 HUMAN Heat shock-related 70 kDa protein 2 OS=Homo
sapiens 0X=9606 GN=HSPA2 PE=1 SV=1
MSARGPAIGIDLGTTYSCVGVFQHGKVEIIANDQGNRTTPSYVAFTDTERLIGDAAKNQV
AMNPTNTIFDAKRLIGRKFEDATVQSDMKHWPFRVVSEGGKPKVQVEYKGETKTFFPEET
SSMVLTKMKEIAEAYLGGKVHSAVITVPAYENDSQROATKDAGTITGLNVLRIINEPTAA
ATAYGLDKKGCAGGEKNVLIFDLGGGTFDVSILTIEDGIFEVKSTAGDTHLGGEDEFDNRM
VSHLAEEFKRKHKKDIGPNKRAVRRLRTACERAKRTLSSSTQASIEIDSLYEGVDEYTSI
TRARFEELNADLFRGTLEPVEKALRDAKLDKGQIQETIVLVGGSTRIPKIQKLLODFEFNGK
ELNKSINPDEAVAYGAAVQAATILIGDKSENVODLLLLDVTPLSLGIETAGGVMTPLIKRN
TTIPTKQTQTFTTYSDNQSSVLVQVYEGERAMTKDNNLLGKEDLTGIPPAPRGVPQIEVT
FDIDANGILNVTAADKSTGKENKITITNDKGRLSKDDIDRMVQEAERYKSEDEANRDRVA
AKNALESYTYNIKQTVEDEKLRGKISEQDKNKILDKCQEVINWLDRNOQMAEKDEYEHKQK
ELERVCNPITISKLYQGGPGGGSGGGGSGASGGPTIEEVD
>sp|PO5089 | ARGI1 HUMAN Arginase-1 OS=Homo sapiens 0X=9606 GN=ARG1l
PE=1 SV=2
MSAKSRTIGIIGAPFSKGQPRGGVEEGPTVLRKAGLLEKLKEQECDVKDYGDLPFADIPN
DSPFQIVKNPRSVGKASEQLAGKVAEVKKNGRISLVLGGDHSLAIGSISGHARVHPDLGV
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IWVDAHTDINTPLTTTSGNLHGOPVSFLLKELKGKIPDVPGFSWVTPCISAKDIVYIGLR
DVDPGEHYILKTLGIKYFSMTEVDRLGIGKVMEETLSYLLGRKKRPIHLSFDVDGLDPSF
TPATGTPVVGGLTYREGLYITEETIYKTGLLSGLDIMEVNPSLGKTPEEVTRTVNTAVATT
LACFGLAREGNHKPIDYLNPPK

>sp|Q6KB66|K2C80 HUMAN Keratin, type II cytoskeletal 80 OS=Homo
sapiens 0X=9606 GN=KRT80 PE=1 SV=2
MACRSCVVGFSSLSSCEVTPVGSPRPGTSGWDSCRAPGPGESSRSLTGCWSAGTISKVTV
NPGLLVPLDVKLDPAVQQLKNQEKEEMKALNDKFASLIGKVQALEQRNQLLETRWSFEFLQG
ODSATFDLGHLYEEYQGRLOEELRKVSQERGOLEANLLOQVLEKVEEFRIRYEDETSKRTD
MEFTEFVQLKKDLDAECLHRTELETKLKSLESFVELMKTIYEQELKDLAAQVKDVSVTVGM
DSRCHIDLSGIVEEVKAQYDAVAARSLEEAEAYSRSQLEEQAARSAEYGSSLQSSRSETIA
DLNVRIQKLRSQILSVKSHCLKLEENIKTAEEQGELAFQDAKTKLAQLEAALOQQAKQDMA
ROLRKYQELMNVKLALDIETATYRKLVEGEEGRMDSPSATVVSAVQSRCKTAASRSGLSK
APSRKKKGSKGPVIKITEMSEKYFSQESEVSE

>sp|P13646|K1C13 HUMAN Keratin, type I cytoskeletal 13 OS=Homo
sapiens 0X=9606 GN=KRT13 PE=1 SV=4
MSLRLOSSSASYGGGFGGGSCQLGGGRGVSTCSTREVSGGSAGGYGGGVSCGEFGGGAGSG
FGGGYGGGLGGGYGGGLGGGFGGGFAGGEFVDFGACDGGLLTGNEKITMONLNDRLASYLE
KVRALEEANADLEVKIRDWHLKQSPASPERDYSPYYKTIEELRDKILTATIENNRVILETI
DNARLAADDFRLKYENELALRQSVEADINGLRRVLDELTLSKTDLEMQIESLNEELAYMK
KNHEEEMKEFSNQVVGQVNVEMDATPGIDLTRVLAEMREQYEAMAERNRRDAEEWFHTKS
AELNKEVSTNTAMIQTSKTEITELRRTLOQGLETIELQSQLSMKAGLENTVAETECRYALQL
QOTQOGLISSIEAQLSELRSEMECONQEYKMLLDIKTRLEQETATYRSLLEGOQDAKMIGEP
SSAGSVSPRSTSVTTTSSASVTTTSNASGRRTSDVRRP

>sp|P12035|K2C3 HUMAN Keratin, type II cytoskeletal 3 OS=Homo
sapiens 0X=9606 GN=KRT3 PE=1 SV=3
MSRQASKTSGGGSQGFSGRSAVVSGSSRMSCVAHSGGAGGGAYGFRSGAGGFGSRSLYNL
GGNKSISISVAAGGSRAGGEFGGGRSSCAFAGGYGGGEFGSGYGGGFGGGEFGGGRGMGGGEG
GAGGFGGAGGFGGAGGFGGPGGFGGSGGFGGPGSLGSPGGFGPGGFPGGIQEVTINQSLL
QPLNVEIDPQIGQVKAQEREQIKTLNNKFASFIDKVRFLEQONKVLETKWNLLQQQGTSS
ISGTNNLEPLFENHINYLRSYLDNILGERGRLDSELKNMEDLVEDFKKKYEDEINKRTAA
ENEFVTLKKDVDSAYMNKVELQAKVDALIDEIDFLRTLYDAELSQMQOSHISDTSVVLSMD
NNRSLDLDSITIAEVRAQYEDIAQRSKAEAEALYQTKLGELQTTAGRHGDDLRNTKSEIIE
LNRMIQRLRAETIEGVKKONANLQTATAEAEQHGEMALKDANAKLQELQAALQQAKDDLAR
LLRDYQELMNVKLALDVETATYRKLLEGEEYRMSGECPSAVSISVVSSSTTSASAGGYGG
GYGGGMGGGLGGGFSAGGGSGSGFGRGGGGGIGGGEFGGGSSGEFSGGSGFGSISGARYGVS
GGGFSSASNRGGSIKFSQSSQOSSQRYSR

>sp Q13509 |TBB3 HUMAN Tubulin beta-3 chain OS=Homo sapiens 0X=9606
GN=TUBB3 PE=1 SV=2
MREIVHIQAGQCGNQTIGAKFWEVISDEHGIDPSGNYVGDSDLQLERISVYYNEASSHKYV
PRAILVDLEPGTMDSVRSGAFGHLFRPDNFIFGQOSGAGNNWAKGHYTEGAELVDSVLDVV
RKECENCDCLOGFQLTHSLGGGTGSGMGTLLISKVREEYPDRIMNTEFSVVPSPKVSDTVV
EPYNATLSTHQLVENTDETYCIDNEALYDICFRTLKLATPTYGDLNHLVSATMSGVTTSL
RFPGOLNADLRKLAVNMVPFPRLHFFMPGFAPLTARGSQQOYRALTVPELTQOMFDAKNMM
AACDPRHGRYLTVATVFRGRMSMKEVDEQMLATQSKNSSYFVEWI PNNVKVAVCDIPPRG
LKMSSTFIGNSTAIQELFKRISEQFTAMFRRKAFLHWYTGEGMDEMEFTEAESNMNDLVS
EYOQYODATAEEEGEMYEDDEEESEAQGPK
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>sp|P27482|CALL3 HUMAN Calmodulin-like protein 3 OS=Homo sapiens
0X=9606 GN=CALML3 PE=1 SV=2
MADQLTEEQVTEFKEAFSLEFDKDGDGCITTRELGTVMRSLGONPTEAELRDMMSE TIDRDG
NGTVDFPEFLGMMARKMKDTDNEEE TREAFRVEFDKDGNGEFVSAAELRHVMTRLGEKLSDE
EVDEMIRAADTDGDGQVNYEEFVRVLVSK

>sp | PODMV9Y |HS71B HUMAN Heat shock 70 kDa protein 1B OS=Homo
sapiens 0X=9606 GN=HSPA1lB PE=1 SV=1
MAKAAATIGIDLGTTYSCVGVFQHGKVEITIANDQGNRTTPSYVAFTDTERLIGDAAKNQVA
LNPONTVEFDAKRLIGRKFGDPVVQSDMKHWPFQVINDGDKPKVQVSYKGETKAFYPEETS
SMVLTKMKETIAEAYLGYPVTNAVITVPAYFNDSQRQATKDAGVIAGLNVLRIINEPTAAA
IAYGLDRTGKGERNVLIFDLGGGTFDVSILTIDDGIFEVKATAGDTHLGGEDFDNRLVNH
FVEEFKRKHKKDISONKRAVRRLRTACERAKRTLSSSTQASLEIDSLFEGIDEYTSITRA
RFEELCSDLFRSTLEPVEKALRDAKLDKAQIHDLVLVGGSTRIPKVOKLLODEFEFNGRDLN
KSINPDEAVAYGAAVQAATILMGDKSENVODLLLLDVAPLSLGLETAGGVMTALIKRNSTTI
PTRKQTQIFTTYSDNQPGVLIQVYEGERAMTKDNNLLGRFELSGIPPAPRGVPQIEVTEDI
DANGILNVTATDKSTGKANKITITNDKGRLSKEEIERMVQEAEKYKAEDEVQRERVSAKN
ALESYAFNMKSAVEDEGLKGKISEADKKKVLDKCQEVISWLDANTLAEKDEFEHKRKELE
QVCNPIISGLYQGAGGPGPGGEFGAQGPKGGSGSGPTIEEVD

>sp | PODMV8 |HS71A HUMAN Heat shock 70 kDa protein 1A OS=Homo
sapiens 0X=9606 GN=HSPAlA PE=1 SV=1
MAKAAAIGIDLGTTYSCVGVFQHGKVEITANDQGNRTTPSYVAFTDTERLIGDAAKNQVA
LNPONTVFDAKRLIGRKFGDPVVQSDMKHWPFQVINDGDKPKVQVSYKGETKAFYPEEIS
SMVLTKMKETIAEAYLGYPVTNAVITVPAYENDSQROQATKDAGVIAGLNVLRIINEPTAAA
TAYGLDRTGKGERNVLIFDLGGGTFDVSILTIDDGIFEVKATAGDTHLGGEDEFDNRLVNH
FVEEFKRKHKKDISQNKRAVRRLRTACERAKRTLSSSTQASLEIDSLFEGIDEYTSITRA
RFEELCSDLEFRSTLEPVEKALRDAKLDKAQIHDLVLVGGSTRIPKVQKLLODFENGRDLN
KSINPDEAVAYGAAVQAATILMGDKSENVODLLLLDVAPLSLGLETAGGVMTALIKRNSTI
PTKQTQIFTTYSDNQPGVLIQVYEGERAMTKDNNLLGRFELSGIPPAPRGVPQIEVTFEDI
DANGILNVTATDKSTGKANKITITNDKGRLSKEETERMVQEAEKYKAEDEVOQRERVSAKN
ALESYAFNMKSAVEDEGLKGKISEADKKKVLDKCQEVISWLDANTLAEKDEFEHKRKELE
QVCNPIISGLYQGAGGPGPGGFGAQGPKGGSGSGPTIEEVD
>sp|Q86S5J6|DSG4 HUMAN Desmoglein-4 OS=Homo sapiens 0X=9606 GN=DSG4
PE=1 SV=1
MDWLFFRNICLLITILMVVMEVNSEFIVEVKEFDIENGTTKWQTVRROKREWIKFAAACRE
GEDNSKRNPTAKTIRSDCESNQKITYRISGVGIDRPPYGVEFTINPRTGEINITSVVDREIT
PLFLIYCRALNSRGEDLERPLELRVKVMDINDNAPVESQSVYTASIEENSDANTLVVKLC
ATDADEENHLNSKIAYKIVSQEPSGAPMEFILNRYTGEVCTMSSFLDREQHSMYNLVVRGS
DRDGAADGLSSECDCRIKVLDVNDNFPTLEKTSYSASTIEENCLSSELIRLOATIDLDEEGT
DNWLAQYLILSGNDGNWEDIQTDPQTNEGI LKVVKMLDYEQAPNIQLSTGVKNQADFHYS
VASQFOMHPTPVRIQVVDVREGPAFHPSTMAFSVREGIKGSSLLNYVLGTYTAIDLDTGN
PATDVRYITGHDAGSWLKIDSRTGEIQFSREFDKKSKYIINGIYTAEILATIDDGSGKTAT
GTICIEVPDINDYCPNIFPERRTICIDSPSVLISVNEHSYGSPFTFCVVDEPPGIADMWD
VRSTNATSAILTAKQVLSPGFYETITPILVKDSYNRACELAQMVQLYACDCDDNHMCLDSGA
AGIYTEDITGDTYGPVTEDQAGVSNVGLGPAGIGMMVLGILLLILAPLLLLLCCCKQRQP
EGLGTRFAPVPEGGEGVMOSWRIEGAHPEDRDVSNICAPMTASNTQDRMDSSEIYTNTYA
AGGTVEGGVSGVELNTGMGTAVGLMAAGAAGASGAARKRSSTMGTLRDYADADINMAFLD
SYFSEKAYAYADEDEGRPANDCLLIYDHEGVGSPVGSIGCCSWIVDDLDESCMETLDPKE
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RTLAEICLNTEIEPFPSHQACIPISTDLPLLGPNYFVNESSGLTPSEVEFQEEMAASEPV
VHGDIIVTETYGNADPCVQPTTITIFDPQLAPNVVVTEAVMAPVYDIQGNICVPAELADYN
NVIYAERVLASPGVPDMSNSSTTEGCMGPVMSGNILVGPEIQVMOMMSPDLPIGQTVGST
SPMTSRHRVTRYSNTIHYTQQ

>sp|043707 | ACTN4 HUMAN Alpha-actinin-4 OS=Homo sapiens O0X=9606
GN=ACTN4 PE=1 SV=2
MVDYHAANQSYQYGPSSAGNGAGGGGSMGDYMAQEDDWDRDLLLDPAWEKQQRKTETAWC
NSHLRKAGTQIENIDEDFRDGLKLMLLLEVISGERLPKPERGKMRVHKINNVNKALDEIA
SKGVKLVSIGAEEIVDGNAKMTLGMIWTITLRFATQDISVEETSAKEGLLLWCQRKTAPY
KNVNVONFHISWKDGLAFNALTHRHRPELIEYDKLRKDDPVTNLNNAFEVAEKYLDIPKM
LDAEDIVNTARPDEKAIMTYVSSFYHAFSGAQKAETAANRICKVLAVNQENEHLMEDYEK
LASDLLEWIRRTIPWLEDRVPQKTIQEMQQOKLEDFRDYRRVHKPPKVQEKCQLEINENTL
QTKLRLSNRPAFMPSEGKMVSDINNGWQHLEQAEKGYEEWLLNEIRRLERLDHLAEKFEFRQ
KASTHEAWTDGKEAMLKHRDYETATLSDIKALIRKHEAFESDLAAHQDRVEQIAATAQEL
NELDYYDSHNVNTRCQKICDQWDALGSLTHSRREALEKTEKQLEATDQLHLEYAKRAAPF
NNWMESAMEDLQDMFIVHTIEEIEGLISAHDQFKSTLPDADREREATILATHKEAQRIAES
NHIKLSGSNPYTTVTPQIINSKWEKVQQLVPKRDHALLEEQSKQQOSNEHLRROQFASQANV
VGPWIQTKMEETIGRISIEMNGTLEDQLSHLKQYERSIVDYKPNLDLLEQQHQLIQEALTF
DNKHTNYTMEHIRVGWEQLLTTIARTINEVENQILTRDAKGISQEQMOEFRASEFNHEDKD
HGGALGPEEFKACLISLGYDVENDRQGEAEFNRIMSLVDPNHSGLVTFQAFIDEFMSRETT
DTDTADQVIASFKVLAGDKNFITAEELRRELPPDQAEYCIARMAPYQGPDAVPGALDYKS
FSTALYGESDL

>sp|P62937|PPIA HUMAN Peptidyl-prolyl cis-trans isomerase A
OS=Homo sapiens 0X=9606 GN=PPIA PE=1 SV=2
MVNPTVFFDIAVDGEPLGRVSFELFADKVPKTAENFRALSTGEKGFGYKGSCFHRITIPGF
MCQGGDFTRHNGTGGKSIYGEKFEDENFILKHTGPGILSMANAGPNTNGSQFFICTAKTE
WLDGKHVVEFGKVKEGMNIVEAMERFGSRNGKTSKKITIADCGQLE

>sp |AOAOB4J2A2 | PAL4C_HUMAN Peptidyl-prolyl cis-trans isomerase A-
like 4C OS=Homo sapiens 0X=9606 GN=PPIAL4C PE=2 SV=1
MVNSVVFFDITVDGKPLGRISIKLFADKIPKTAENFRALSTGEKGFRYKGSCFHRITIPGF
MCQGGDFTRPNGTGDKSIYGEKFDDENLIRKHTGSGILSMANAGPNTNGSQFFICTAKTE
WLDGKHVAFGKVKERVNIVEAMEHFGYRNSKTSKKITIADCGQF
>sp|AOAQ075B759 | PAL4E HUMAN Peptidyl-prolyl cis-trans isomerase A-
like 4E OS=Homo sapiens 0X=9606 GN=PPIAL4E PE=3 SV=1
MVNSVVFFEITRDGKPLGRISIKLFADKIPKTAENFRALSTGEKGFRYKGSCFHRIIPGF
MCQGGDFTRPNGTGDKSIYGEKFDDENLIRKHTGSGILSMANAGPNTNGSQFFICAAKTE
WLDGKHVAFGKVKERVNIVEAMEHFGYRNSKTSKKITIADCGQF
>sp|F5H284 | PAL4D HUMAN Peptidyl-prolyl cis-trans isomerase A-like
4D OS=Homo sapiens 0X=9606 GN=PPIAL4D PE=3 SV=1
MVNSVVFFEITRDGKPLGRISTIKLFADKIPKTAENFRALSTGEKGFRYKGSCFHRITPGF
MCQGGDFTRPNGTGDKSIYGEKFDDENLTIRKHTGSGILSMANAGPNTNGSQFFICAAKTE
WLDGKHVAFGKVKERVNIVEATEHFGYRNSKTSKKITIADCGQF

>sp | PODN26 | PAL4AF HUMAN Peptidyl-prolyl cis-trans isomerase A-like
4F OS=Homo sapiens 0X=9606 GN=PPIAL4F PE=3 SV=1
MVNSVVFFEITRDGKPLGRISTIKLFADKIPKTAENFRALSTGEKGFRYKGSCFHRITPGF
MCQGGDFTRPNGTGDKSIYGEKFDDENLTIRKHTGSGILSMANAGPNTNGSQFFICAAKTE
WLDGKHVAFGKVKERVNIVEAMEHFGYRNSKTSKKITIADCGQF
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>sp|Q9Y536 | PAL4AA HUMAN Peptidyl-prolyl cis-trans isomerase A-like
4A OS=Homo sapiens 0X=9606 GN=PPIAL4A PE=2 SV=1
MVNSVVFFDITVDGKPLGRISTIKLFADKILKTAENFRALSTGEKGFRYKGSCFHRITPGF
MCQGGDFTRHNGTGDKSIYGEKFDDENLTIRKHTGSGILSMANAGPNTNGSQFFICAAKTE
WLDGKHVAFGKVKERVNIVEAMEHFGYRNSKTSKKITIADCGQF
>sp|P04040|CATA HUMAN Catalase OS=Homo sapiens 0X=9606 GN=CAT PE=1
SvV=3

MADSRDPASDOMOHWKEQRAAQKADVLTTGAGNPVGDKLNVITVGPRGPLLVQDVVFETDE
MAHFDRERIPERVVHAKGAGAFGYFEVTHDITKYSKAKVFEHIGKKTPIAVRESTVAGES
GSADTVRDPRGFAVKFYTEDGNWDLVGNNTPIFFIRDPILFPSFIHSQKRNPQTHLKDPD
MVWDEWSLRPESLHQVSFLESDRGIPDGHRHMNGYGSHTFKLVNANGEAVYCKFHYKTDQ
GIKNLSVEDAARLSQEDPDYGIRDLENATATGKYPSWTFYIQVMTENQAETEFPENPEDLT
KVWPHKDYPLIPVGKLVLNRNPVNYFAEVEQIAFDPSNMPPGIEASPDKMLOQGRLFAYPD
THRHRLGPNYLHTPVNCPYRARVANYQRDGPMCMQODNQGGAPNYYPNSFGAPEQQPSALE
HSTIQYSGEVRRENTANDDNVTQVRAFYVNVLNEEQRKRLCENTIAGHLKDAQIFIQKKAVK
NFTEVHPDYGSHIQALLDKYNAEKPKNATHTEFVQSGSHLAAREKANL
>sp|P00558 | PGK1 HUMAN Phosphoglycerate kinase 1 OS=Homo sapiens
0X=9606 GN=PGK1l PE=1 SV=3
MSLSNKLTLDKLDVKGKRVVMRVDENVPMKNNQITNNQRIKAAVPSIKFCLDNGAKSVVL
MSHLGRPDGVPMPDKYSLEPVAVELKSLLGKDVLFLKDCVGPEVEKACANPAAGSVILLE
NLRFHVEEEGKGKDASGNKVKAEPAKIEAFRASLSKLGDVYVNDAFGTAHRAHSSMVGVN
LPOKAGGFLMKKELNYFAKALESPERPFLAILGGAKVADKIQLINNMLDKVNEMI IGGGM
AFTFLKVLNNMEIGTSLEDEEGAKIVKDLMSKAEKNGVKITLPVDEVTADKEDENAKTGQ
ATVASGIPAGWMGLDCGPESSKKYAEAVTRAKQIVWNGPVGVFEWEAFARGTKALMDEVV
KATSRGCITIIGGGDTATCCAKWNTEDKVSHVSTGGGASLELLEGKVLPGVDALSNI
>sp|P07205|PGKZ2 HUMAN Phosphoglycerate kinase 2 OS=Homo sapiens
0X=9606 GN=PGK2 PE=1 SV=3
MSLSKKLTLDKLDVRGKRVIMRVDENVPMKKNQITNNQRIKASTIPSIKYCLDNGAKAVVL
MSHLGRPDGVPMPDKYSLAPVAVELKSLLGKDVLFLKDCVGAEVEKACANPAPGSVILLE
NLRFHVEEEGKGQDPSGKKIKAEPDKIEAFRASLSKLGDVYVNDAFGTAHRAHSSMVGVN
LPHKASGFLMKKELDYFAKALENPVRPFLATILGGAKVADKIQLIKNMLDKVNEMI IGGGM
AYTFLKVLNNME IGASLFDEEGAKIVKDIMAKAQKNGVRITEFPVDEVTGDKFDENAQVGK
ATVASGISPGWMGLDCGPESNKNHAQVVAQARLIVWNGPLGVFEWDAFAKGTKALMDEIV
KATSKGCITVIGGGDTATCCAKWNTEDKVSHVSTGGGASLELLEGKILPGVEALSNM
>sp|076013|KRT36 HUMAN Keratin, type I cuticular Ha6 OS=Homo
sapiens 0X=9606 GN=KRT36 PE=1 SV=1
MATQTCTPTFSTGSIKGLCGTAGGISRVSSIRSVGSCRVPSLAGAAGYISSARSGLSGLG
SCLPGSYLSSECHTSGFVGSGGWEFCEGSENGSEKETMQFLNDRLANYLEKVRQLERENAE
LESRIQEWYEFQIPYICPDYQSYFKTIEDFQOKILLTKSENARLVLQIDNAKLAADDFRT
KYETELSLROQLVEADINGLRRILDELTLCKADLEAQVESLKEELMCLKKNHEEEVSVLRC
QLGDRLNVEVDAAPPVDLNKILEDMRCQYEALVENNRRDVEAWENTQTEELNQQVVSSSE
QLOCCQTEITIELRRTVNALEIELQAQHSMRNSLESTLAETEARYSSQLAQMQCLISNVEA
QLSETIRCDLERONQEYQVLLDVKARLEGEIATYRHLLEGEDCKLPPQPCATACKPVIRVP
SVPPVPCVPSVPCTPAPQVGTQIRTITEEIRDGKVISSREHVQSRPL

>sp Q13228 |SBP1 HUMAN Methanethiol oxidase OS=Homo sapiens 0X=9606
GN=SELENBP1 PE=1 SV=2
MATKCGNCGPGYSTPLEAMKGPREEIVYLPCIYRNTGTEAPDYLATVDVDPKSPQYCQVI
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HRLPMPNLKDELHHSGWNTCSSCFGDSTKSRTKLVLPSLISSRIYVVDVGSEPRAPKLHK
VIEPKDIHAKCELAFLHTSHCLASGEVMISSLGDVKGNGKGGFVLLDGETFEVKGTWERP
GGAAPLGYDFWYQPRHNVMISTEWAAPNVLRDGEFNPADVEAGLYGSHLYVWDWQRHETIVQ
TLSLKDGLIPLEIRFLHNPDAAQGEFVGCALSSTIQREYKNEGGTWSVERKVIQVPPKKVKG
WLLPEMPGLITDILLSLDDRFLYFSNWLHGDLRQYDISDPQRPRLTGQLFLGGSIVKGGP
VOVLEDEELKSQPEPLVVKGKRVAGGPOMIQLSLDGKRLYITTSLYSAWDKQEFYPDLTIRE
GSVMLQVDVDTVKGGLKLNPNFLVDFGKEPLGPALAHELRYPGGDCSSDIWI
>sp|060437 | PEPL HUMAN Periplakin OS=Homo sapiens O0X=9606 GN=PPL
PE=1 SvV=4
MNSLFRKRNKGKYSPTVQTRSISNKELSELIEQLQKNADQVEKNIVDTEAKMQSDLARLQ
EGROQPEHRDVTLOQKVLDSEKLLYVLEADAAIAKHMKHPOGDMIAEDIRQLKERVTNLRGK
HKQIYRLAVKEVDPQVNWAALVEEKLDKLNNQSFGTDLPLVDHQVEEHNIFHNEVKATIGP
HLAKDGDKEQNSELRAKYQKLLAASQARQQHLSSLODYMOQRCTNELYWLDQQOAKGRMQYD
WSDRNLDYPSRRRQYENFINRNLEAKEERINKLHSEGDQLLAAEHPGRNSTEAHMEAVHA
DWKEYLNLLICEESHLKYMEDYHQFHEDVKDAQELLRKVDSDLNQKYGPDFKDRYQIELL
LRELDDQEKVLDKYEDVVQGLQKRGQQVVPLKYRRETPLKPIPVEALCDFEGEQGLISRG
YSYTLOKNNGESWELMDSAGNKLIAPAVCEVIPPTDPEALALADSLGSQYRSVRQKAAGS
KRTLOORYEVLKTENPGDASDLOGRQLLAGLDKVASDLDROQEKATITGILRPPLEQGRAVQ
DSAERAKDLKNITNELLRIEPEKTRSTAEGEAFIQALPGSGTTPLLRTRVEDTNRKYEHL
LOLLDLAQEKVDVANRLEKSLOQOSWELLATHENHLNQDDTVPESSRVLDSKGQELAAMAC
ELQAQKSLLGEVEQNLQAAKQCSSTLASRFQEHCPDLERQEAEVHKLGOREFNNLRQQVER
RAQSLOSAKAAYEHFHRGHDHVLQFLVSIPSYEPQETDSLSQMETKLKNQKNLLDEIASR
EQEVQKICANSQQYQQAVKDYELEAEKLRSLLDLENGRRSHVSKRARLOQSPATKVKEEEA
ALAAKFTEVYATINRQRLONLEFALNLLRQOQPEVEVTHETLOQRNRPDSGVEEAWKIRKELD
EETERRROQLENEVKSTQEEIWTLRNQGPQESVVRKEVLKKVPDPVLEESFQOLORTLAEE
QHKNQLLOQEELEALQLOLRALEQETRDGGQEYVVKEVLRIEPDRAQADEVLQLREELEAL
RROKGAREAEVLLLOQRVAALAEEKSRAQEKVTEKEVVKLONDPQLEAEYQQLOEDHQRQ
DOQLREKQEEELSFLODKLKRLEKERAMAEGKITVKEVLKVEKDAATEREVSDLTRQYEDE
AAKARASQREKTELLRKIWALEEENAKVVVQEKVREIVRPDPKAESEVANLRLELVEQER
KYRGAEEQLRSYQSELEALRRRGPQVEVKEVTKEVIKYKTDPEMEKELQRLREEIVDKTR
LIERCDLEIYQLKKEIQALKDTKPQVQTKEVVQEILQFQEDPQTKEEVASLRAKLSEEQK
KQVDLERERASQEEQIARKEEELSRVKERVVOQEVVRYEEEPGLRAEASAFAESIDVELR
QIDKLRAELRRLORRRTELERQLEELERERQARREAEREVORLOORLAALEQEEAEAREK
VTHTQKVVLQODPQOAREHALLRLOLEEEQHRRQLLEGELETLRRKLAALEKAEVKEKVV
LSESVQVEKGDTEQETQRLKSSLEEESRSKRELDVEVSRLEARLSELEFHNSKSSKELDF
LREENHKLOQLERONLOQLETRRLOSEINMAATETRDLRNMTVADSGTNHDSRLWSLERELD
DLKRLSKDKDLEIDELQKRLGSVAVKREQRENHLRRSIVVIHPDTGRELSPEEAHRAGLIT
DWNMEVKLRSQECDWEETSVKGPNGESSVIHDRKSGKKESIEEALQSGRLTPAQYDRYVN
KDMSIQELAVLVSGQK

>sp|P22735|TGM1_HUMAN Protein-glutamine gamma-glutamyltransferase
K OS=Homo sapiens 0X=9606 GN=TGM1l PE=1 SV=4
MMDGPRSDVGRWGGNPLOQPPTTPSPEPEPEPDGRSRRGGGRSFWARCCGCCSCRNAADDD
WGPEPSDSRGRGSSSGTRRPGSRGSDSRRPVSRGSGVNAAGDGTIREGMLVVNGVDLLSS
RSDONRREHHTDEYEYDELIVRRGOQPFHMLLLLSRTYESSDRITLELLIGNNPEVGKGTH
VIIPVGKGGSGGWKAQVVKASGONLNLRVHTSPNATIGKFQFTVRTQSDAGEFQLPFDPR
NEIYILFNPWCPEDIVYVDHEDWRQEYVLNESGRIYYGTEAQIGERTWNYGQFDHGVLDA
CLYILDRRGMPYGGRGDPVNVSRVISAMVNSLDDNGVLIGNWSGDYSRGTNPSAWVGSVE
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ILLSYLRTGYSVPYGQCWVFAGVTTTVLRCLGLATRTVTNENSAHDTDTSLTMDIYFDEN
MKPLEHLNHDSVWNEHVWNDCWMKRPDLPSGEFDGWQVVDATPQETSSGIFCCGPCSVEST
KNGLVYMKYDTPFIFAEVNSDKVYWQRODDGSFKIVYVEEKATGTLIVTKAISSNMREDT
TYLYKHPEGSDAERKAVETAAAHGSKPNVYANRGSAEDVAMQVEAQDAVMGQODLMVSVML
INHSSSRRTVKLHLYLSVTEYTGVSGTIFKETKKEVELAPGASDRVTMPVAYKEYRPHLV
DOGAMLLNVSGHVKESGQVLAKQHTFRLRTPDLSLTLLGAAVVGQECEVQIVFKNPLPVT
LTNVVFRLEGSGLOQRPKILNVGDIGGNETVTLRQSFVPVRPGPRQLIASLDSPQLSQVHG
VIQVDVAPAPGDGGFFSDAGGDSHLGETIPMASRGGA

>sp Q92817 |EVPL _HUMAN Envoplakin OS=Homo sapiens 0X=9606 GN=EVPL
PE=1 SV=3
MFKGLSKGSQGKGSPKGSPAKGSPKGSPSRHSRAATQELALLISRMQANADQVERDILET
QKRLOODRLNSEQSQALQHQQETGRSLKEAEVLLKDLFLDVDKARRLKHPQAEETEKDIK
QLHERVTQECAEYRALYEKMVLPPDVGPRVDWARVLEQKQKQVCAGQYGPGMAELEQQIA
EHNTILOKETDAYGQQLRSLVGPDAATIRSQYRDLLKAASWRGQSLGSLYTHLQGCTRQLS
ALAEQQRRILOODWSDLMADPAGVRREYEHFKQHELLSQEQSVNQLEDDGERMVELRHPA
VGPIQAHQEALKMEWONEFLNLCICQETQLOHVEDYRRFQEEADSVSQTLAKLNSNLDAKY
SPAPGGPPGAPTELLQQLEAEEKRLAVTERATGDLOQRRSRDVAPLPOQRRNPPQQOPLHVDS
ICDWDSGEVQLLOQGERYKLVDNTDPHAWVVQGPGGETKRAPAACFCIPAPDPDAVARASR
LASELQALKQKLATVQSRLKASAVESLRPSQQAPSGSDLANPQAQKLLTOMTRLDGDLGQ
TERQVLAWARAPLSRPTPLEDLEGRTIHSHEGTAQRLOSTLGTEKETAQKECEAFLSTRPVG
PAALQLPVALNSVKNKFSDVQVLCSLYGEKAKAALDLERQTIQDADRVIRGFEATLVQEAP
IPAEPGALQERVSELQRQRRELLEQQTCVLRLHRALKASEHACAALONNEFQEFCQDLPRQ
QROVRALTDRYHAVGDQLDLREKVVQDAALTYQQFKNCKDNLSSWLEHLPRSQVRPSDGP
SQIAYKLQAQKRLTQEIQSRERDRATASHLSQALQAALQODYELQADTYRCSLEPTLAVSA
PKRPRVAPLQESTIQAQEKNLAKAYTEVAAAQOQLLOOLEFARKMLEKKELSEDIRRTHDA
KOGSESPAQAGRESEALKAQLEEERKRVARVOHELEAQRSQLLOLRTQRPLERLEEKEVV
EFYRDPQLEGSLSRVKAQVEEEGKRRAGLQADLEVAAQKVVQLESKRKTMOQPHLLTKEVT
QVERDPGLDSQAAQLRIQIQQLRGEDAVISARLEGLKKELLALEKREVDVKEKVVVKEVV
KVEKNLEMVKAAQALRLOMEEDAARRKQAEEAVAKLQARTIEDLERAISSVEPKVIVKEVK
KVEQDPGLLQESSRLRSLLEEERTKNATLARELSDLHSKYSVVEKQRPKVQLQERVHEIF
QVDPETEQETITRLKAKLQEMAGKRSGVEKEVEKLLPDLEVLRAQKPTVEYKEVTQEVVRH
ERSPEVLREIDRLKAQLNELVNSHGRSQEQLIRLOGERDEWRRERAKVETKTVSKEVVRH
EKDPVLEKEAERLRQEVREAAQKRRAAEDAVYELQSKRLLLERRKPEEKVVVQEVVVTQK
DPKLREEHSRLSGSLDEEVGRRRQLELEVQOLRAGVEEQEGLLSFQEDRSKKLAVERELR
QLTLRIQELEKRPPTVQEKI IMEEVVKLEKDPDLEKSTEALRWDLDQEKTQVTELNRECK
NLOVQIDVLQKAKSQEKTIYKEVIRVQKDRVLEDERARVWEMLNRERTARQAREEEARRL
RERIDRAETLGRTWSREESELQRARDQADQECGRLOQELRALERQKQOQTLOLOEESKLL
SOQKTESERQKAAQRGOELSRLEAATILREKDQIYEKERTLRDLHAKVSREELSQETQTRET
NLSTKISILEPETGKDMSPYEAYKRGITIDRGQYLOLOQELECDWEEVTTSGPCGEESVLLD
RKSGKQYSTIEAALRCRRISKEEYHLYKDGHLPISEFALLVAGETKPSSSLSIGSTIISKSP
LASPAPQSTSFFSPSESLGLGDDSFPIAGIYDTTTDNKCSIKTAVAKNMLDPITGQKLLE
AQAATGGIVDLLSRERYSVHKAMERGLIENTSTQRLLNAQKAFTGIEDPVTKKRLSVGEA
VOKGWMPRESVLPHLOVOHLTGGLIDPKRTGRIPIQQALLSGMISEELAQLLODESSYEK
DLTDPISKERLSYKEAMGRCRKDPLSGLLLLPAALEGYRCYRSASPTVPRSLR
>sp|075369 | FLNB HUMAN Filamin-B OS=Homo sapiens O0X=9606 GN=FLNB
PE=1 SV=2
MPVTEKDLAEDAPWKKIQONTFTRWCNEHLKCVNKRIGNLQTDLSDGLRLIALLEVLSQK
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RMYRKYHQRPTFROMQLENVSVALEFLDRESIKLVSIDSKAIVDGNLKLILGLVWTLILH
YSISMPVWEDEGDDDAKKQTPKQRLLGWIQNKIPYLPITNEFNONWODGKALGALVDSCAP
GLCPDWESWDPQKPVDNAREAMQQADDWLGVPQVITPEEITHPDVDEHSVMTYLSQFPKA
KLKPGAPLKPKLNPKKARAYGRGIEPTGNMVKQPAKFTVDTISAGQGDVMVEVEDPEGNK
EEAQVTPDSDKNKTYSVEYLPKVTGLHKVTVLFAGQHISKSPFEVSVDKAQGDASKVTAK
GPGLEAVGNIANKPTYFDIYTAGAGVGDIGVEVEDPQGKNTVELLVEDKGNQVYRCVYKP
MOPGPHVVKIFFAGDTIPKSPEFVVQVGEACNPNACRASGRGLOQPKGVRIRETTDFKVDTK
AAGSGELGVTMKGPKGLEELVKQKDFLDGVYAFEYYPSTPGRYSIATITWGGHHIPKSPFE
VOVGPEAGMQKVRAWGPGLHGGIVGRSADEFVVESIGSEVGSLGFATEGPSQAKIEYNDQON
DGSCDVKYWPKEPGEYAVHIMCDDEDIKDSPYMAFTHPATGGYNPDLVRAYGPGLEKSGC
IVNNLAEFTVDPKDAGKAPLKIFAQDGEGQRIDIQMKNRMDGTYACSYTPVKAIKHTIAV
VWGGVNIPHSPYRVNIGQGSHPQKVKVEFGPGVERSGLKANEPTHFTVDCTEAGEGDVSVG
IKCDARVLSEDEEDVDEDITHNANDTFTVKYVPPAAGRYTIKVLFASQEIPASPEFRVKVD
PSHDASKVKAEGPGLSKAGVENGKPTHFTVYTKGAGKAPLNVQFNSPLPGDAVKDLDITID
NYDYSHTVKYTPTQQGNMOVLVTYGGDPIPKSPEFTVGVAAPLDLSKIKLNGLENRVEVGK
DOEFTVDTRGAGGQGKLDVTILSPSRKVVPCLVTPVTGRENSTAKFIPREEGLYAVDVTY
DGHPVPGSPYTVEASLPPDPSKVKAHGPGLEGGLVGKPAEFTIDTKGAGTGGLGLTVEGP
CEAKIECSDNGDGTCSVSYLPTKPGEYFVNILFEEVHIPGSPFKADIEMPFDPSKVVASG
PGLEHGKVGEAGLLSVDCSEAGPGALGLEAVSDSGTKAEVSIQNNKDGTYAVTYVPLTAG
MYTLTMKYGGELVPHFPARVKVEPAVDTSRIKVEFGPGIEGKDVFREATTDEFTVDSRPLTQ
VGGDHIKAHIANPSGASTECEVTDNADGTYQVEYTPFEKGLHVVEVTYDDVPIPNSPEFKV
AVTEGCQPSRVQAQGPGLKEAFTNKPNVEFTVVTRGAGIGGLGITVEGPSESKINCRDNKD
GSCSAEYIPFAPGDYDVNITYGGAHIPGSPFRVPVKDVVDPSKVKIAGPGLGSGVRARVL
QSFTVDSSKAGLAPLEVRVLGPRGLVEPVNVVDNGDGTHTVTYTPSQEGPYMVSVKYADE
EIPRSPFKVKVLPTYDASKVTASGPGLSSYGVPASLPVDFAIDARDAGEGLLAVQITDQE
GKPKRATIVHDNKDGTYAVTYIPDKTGRYMIGVTYGGDDIPLSPYRIRATQTGDASKCLAT
GPGIASTVKTGEEVGEFVVDAKTAGKGKVTCTVLTPDGTEAEADVIENEDGTYDIFYTAAK
PGTYVIYVRFGGVDIPNSPFTVMATDGEVTAVEEAPVNACPPGFRPWVTEEAYVPVSDMN
GLGFKPFDLVIPFAVRKGEITGEVHMPSGKTATPETIVDNKDGTVTVRYAPTEVGLHEMHT
KYMGSHIPESPLQFYVNYPNSGSVSAYGPGLVYGVANKTATFTIVTEDAGEGGLDLATIEG
PSKAETSCIDNKDGTCTVTYLPTLPGDYSILVKYNDKHIPGSPFTAKITDDSRRCSQVKL
GSAADFLLDISETDLSSLTASIKAPSGRDEPCLLKRLPNNHIGISFIPREVGEHLVSIKK
NGNHVANSPVSIMVVQSEIGDARRAKVYGRGLSEGRTFEMSDFIVDTRDAGYGGISLAVE
GPSKVDIQTEDLEDGTCKVSYFPTVPGVYIVSTKFADEHVPGSPFTVKISGEGRVKESTIT
RTSRAPSVATVGSICDLNLKIPEINSSDMSAHVTSPSGRVTEAEIVPMGKNSHCVREVPQ
EMGVHTVSVKYRGQHVTGSPFQFTVGPLGEGGAHKVRAGGPGLERGEAGVPAEFSIWTRE
AGAGGLSIAVEGPSKAEITFDDHKNGSCGVSYIAQEPGNYEVSIKENDEHIPESPYLVPV
TAPSDDARRLTVMSLQESGLKVNQPASFAIRLNGAKGKIDAKVHSPSGAVEECHVSELEP
DKYAVRFIPHENGVHTIDVKENGSHVVGSPFKVRVGEPGQAGNPALVSAYGTGLEGGTTG
IQSEFFINTTRAGPGTLSVTIEGPSKVKMDCQETPEGYKVMYTPMAPGNYLISVKYGGPN
HIVGSPFKAKVTGQORLVSPGSANETSSILVESVTRSSTETCYSAIPKASSDASKVTSKGA
GLSKAFVGQKSSFLVDCSKAGSNMLLIGVHGPTTPCEEVSMKHVGNQQYNVTYVVKERGD
YVLAVKWGEEHIPGSPFHVTVP

>sp|P6310411433Z HUMAN 14-3-3 protein zeta/delta OS=Homo sapiens
0X=9606 GN=YWHAZ PE=1 SV=1
MDKNELVQKAKLAEQAERYDDMAACMKSVTEQGAELSNEERNLLSVAYKNVVGARRSSWR
VVSSIEQKTEGAEKKQOMAREYREKIETELRDICNDVLSLLEKFLIPNASQAESKVEYLK
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MKGDYYRYLAEVAAGDDKKGIVDOSQOAYQEAFETSKKEMQPTHPIRLGLALNFSVEYYE
ILNSPEKACSLAKTAFDEATAELDTLSEESYKDSTLIMQLLRDNLTLWTSDTQGDEAEAG
EGGEN

>sp|P31944 |CASPE HUMAN Caspase-14 OS=Homo sapiens 0X=9606
GN=CASP14 PE=1 SV=2
MSNPRSLEEEKYDMSGARLALTLCVTKAREGSEEDLDALEHMFRQLRFESTMKRDPTAEQ
FOQEELEKFQQOATDSREDPVSCAFVVLMAHGREGFLKGEDGEMVKLENLFEALNNKNCQAL
RAKPKVYITQACRGEQRDPGETVGGDEIVMVIKDSPQTIPTYTDALHVYSTVEGYIAYRH
DOKGSCFIQTLVDVFTKRKGHILELLTEVTRRMAEAELVQEGKARKTNPETIQSTLRKRLY

Lo

>sp|Q9UIVS | SPB13 HUMAN Serpin B13 OS=Homo sapiens 0X=9606
GN=SERPINB13 PE=1 SV=2
MDSLGAVSTRLGFDLFKELKKTNDGNIFFSPVGILTATIGMVLLGTRGATASQLEEVFHSE
KETKSSRIKAEEKEVIENTEAVHQOFOKFLTEISKLTNDYELNITNRLFGEKTYLEFLQKY
LDYVEKYYHASLEPVDEFVNAADESRKKINSWVESKTNEKIKDLEFPDGSISSSTKLVLVNM
VYFKGOWDREFKKENTKEEKFWMNKSTSKSVQMMTQSHSEFSEFTFLEDLQAKILGIPYKNN
DLSMFVLLPNDIDGLEKIIDKISPEKLVEWTSPGHMEERKVNLHLPRFEVEDGYDLEAVL
AAMGMGDAFSEHKADYSGMSSGSGLYAQKFLHSSEVAVTEEGTEAAAATGIGETVTSAPG
HENVHCNHPFLFEFIRHNESNSILEFFGREFSSP

>sp|P05120|PAIZ2 HUMAN Plasminogen activator inhibitor 2 OS=Homo
sapiens 0X=9606 GN=SERPINB2 PE=1 SV=2
MEDLCVANTLFALNLFKHLAKASPTONLEFLSPWSISSTMAMVYMGSRGSTEDQMAKVLQF
NEVGANAVTPMTPENFTSCGEFMOQIQKGSYPDATLOQAQAADKIHSSFRSLSSAINASTGN
YLLESVNKLFGEKSASFREEYTIRLCOQKYYSSEPQAVDFLECAEEARKKINSWVKTQTKGK
IPNLLPEGSVDGDTRMVLVNAVYFKGKWKTPFEKKLNGLYPFRVNSAQRTPVQOMMY LREK
INIGYIEDLKAQILELPYAGDVSMFLLLPDEIADVSTGLELLESEITYDKLNKWTSKDKM
AEDEVEVYIPQFKLEEHYELRSILRSMGMEDAFNKGRANFSGMSERNDLFLSEVFHQAMV
DVNEEGTEAAAGTGGVMTGRTGHGGPQFVADHPFLFLIMHKITNCILFFGRESSP
>sp|P04075|ALDOA HUMAN Fructose-bisphosphate aldolase A OS=Homo
sapiens 0X=9606 GN=ALDOA PE=1 SV=2
MPYQYPALTPEQKKELSDIAHRIVAPGKGILAADESTGSTAKRLOSIGTENTEENRREYR
QLLLTADDRVNPCIGGVILFHETLYQKADDGRPFPQVIKSKGGVVGIKVDKGVVPLAGTN
GETTTQGLDGLSERCAQYKKDGADFAKWRCVLKIGEHTPSALAIMENANVLARYASICQQ
NGIVPIVEPEILPDGDHDLKRCQYVTEKVLAAVYKALSDHHIYLEGTLLKPNMVTPGHAC
TOKFSHEETIAMATVTALRRTVPPAVTGITFLSGGQSEEEASINLNAINKCPLLKPWALTEFE
SYGRALQASALKAWGGKKENLKAAQEEYVKRALANSLACQGKYTPSGQAGAAASESLEVS

NHAY

>sp|Q8WVV4 |POF1B HUMAN Protein POF1B OS=Homo sapiens 0X=9606
GN=POF1B PE=1 SV=3
MSSSYWSETSSSSCGTQQLPEVLOCQPOHYHCYHQSSQAQQPPEKNVVYERVRTYSGPMN
KVVQALDPEFNSREVLSPLKTTSSYQONLVWSDHSQELHSPTLKISTCAPSTLHITONTEQE
LESPTVKLTTYPQTTIRKYVVONPEQEPLSQFLRGSHEFFPGNNVIYEKTIRKVEKLNTDQ
GCHPQAQCHHHITQQOPOQVIHSAHWQOPDSSQOIQATTGNNPISTHIGNELCHSGSSQICE
QVITQODDGPEKLDPRYFGELLADLSRKNTDLYHCLLEHLOQRIGGSKQDFESTDESEDIES
LTPKGLSEFTKQQIRYILOMRGMSDKSLRLVLSTFSNIREELGHLONDMTSLENDKMRLE
KDLSFKDTQLKEYEELLASVRANNHQQQQOGLODSSSKCQALEENNLSLRHTLSDMEYRLK
ELEYCKRNLEQENQNLRMQVSETCTGPMLQAKMDEIGNHYTEMVKNLRMEKDRETCRLRS
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QLNQYHKDVSKREGSCSDFQFKLHELTSLLEEKDSLIKRQSEELSKLRQEIYSSHNQPST
GGRTTITTKKYRTQYPILGLLYDDYEYIPPGSETQTIVIEKTEDKYTCP
>sp|Q01546|K220 HUMAN Keratin, type II cytoskeletal 2 oral OS=Homo
sapiens 0X=9606 GN=KRT76 PE=1 SV=2
MNRQVCKKSFEFSGRSQGEFSGRSAVVSGSSRMSCVARSGGAGGGACGFRSGAGSEFGSRSLYN
LGSNKSISISVAAGSSRAGGEFGGGRSSCGFAGGYGGGFGGSYGGGEFGGGRGVGSGEGGAG
GFGGAGGFGGPGVFEFGGPGSEFGGPGGEFGPGGFPGGIQEVIVNQSLLQPLNVEIDPQIGQVK
AQEREQIKTLNNKFASFIDKVRFLEQONKVLETKWELLOQQQTTGSGPSSLEPCFESYISFE
LCKQLDSLLGERGNLEGELKSMODLVEDFKKKYEDEINKRTAAENEFVGLKKDVDAAFMN
KVELQAKVDSLTDEVSFLRTLYEMELSQMQSHASDTSVVLSMDNNRCLDLGSITIAEVRAQ
YEEIAQRSKSEAEALYQTKLGELQTTAGRHGDDLRNTKSEIMELNRMIQRLRAEIENVKK
ONANLQTATAEAEQRGEMALKDANAKLODLOTALQKAKDDLARLLRDYQELMNVKLALDV
EIATYRKLLEGEECRMSGECQSAVCISVVSNVTSTSGSSGSSRGVFGGVSGSGSGGYKGG
SSSSSSSGYGVSGGSGSGYGGVSSGSTGGRGSSGSYQSSSSGSRLGGAGSISVSHSGMGS
SSGSIQTSGGSGYKSGGGGSTSIRFSQTTSSSQHSSTK
>sp|P09211|GSTP1 HUMAN Glutathione S-transferase P OS=Homo sapiens
0X=9606 GN=GSTP1l PE=1 SV=2
MPPYTVVYFPVRGRCAALRMLLADQGOQSWKEEVVTVETWQEGSLKASCLYGQLPKFQDGD
LTLYQSNTILRHLGRTLGLYGKDQQEAALVDMVNDGVEDLRCKYISLIYTNYEAGKDDYV
KALPGQLKPFETLLSONQGGKTFIVGDQISFADYNLLDLLLIHEVLAPGCLDAFPLLSAY
VGRLSARPKLKAFLASPEYVNLPINGNGKQ

>sp|A8K2UO |A2ML1 HUMAN Alpha-2-macroglobulin-like protein 1
OS=Homo sapiens 0X=9606 GN=A2ML1 PE=1 SV=3
MWAQLLLGMLALSPATAEELPNYLVTLPARLNFPSVQKVCLDLSPGYSDVKETVTLETKD
KTOKLLEYSGLKKRHLHCISFLVPPPAGGTEEVATIRVSGVGNNISFEEKKKVLIQRQGN
GTFVQTDKPLYTPGQQVYFRIVTMDSNFVPVNDKYSMVELQDPNSNRIAQWLEVVPEQGT
VDLSFQLAPEAMLGTYTVAVAEGKTFGTFSVEEYVLPKFKVEVVEPKELSTVQESFLVKI
CCRYTYGKPMLGAVQVSVCQKANTYWYREVEREQLPDKCRNLSGQTDKTGCFSAPVDMAT
FDLIGYAYSHQINIVATVVEEGTGVEANATONIYISPOMGSMTFEDTSNEYHPNFEFPFESGK
IRVRGHDDSFLKNHLVFLVIYGTNGTFNQTLVTDNNGLAPFTLETSGWNGTDVSLEGKFQ
MEDLVYNPEQVPRYYONAYLHLRPFYSTTRSFLGIHRLNGPLKCGQPQEVLVDYYIDPAD
ASPDQEISFSYYLIGKGSLVMEGQKHLNSKKKGLKASFSLSLTFTSRLAPDPSLVIYATIF
PSGGVVADKIQFSVEMCEFDNQVSLGEFSPSQQLPGAEVELQLOQAAPGSLCALRAVDESVLL
LRPDRELSNRSVYGMFPFWYGHYPYQVAEYDQCPVSGPWDFPQPLIDPMPQGHSSQRSTIT
WRPSEFSEGTDLEFSFFRDVGLKILSNAKIKKPVDCSHRSPEYSTAMGAGGGHPEAFESSTP
LHQAEDSQVRQYFPETWLWDLFPIGNSGKEAVHVTVPDAITEWKAMSFCTSQSRGFGLSP
TVGLTAFKPFFVDLTLPYSVVRGESFRLTATIFNYLKDCIRVQTDLAKSHEYQLESWADS
QTSSCLCADDAKTHHWNITAVKLGHINFTISTKILDSNEPCGGQKGFVPQKGRSDTLIKP
VLVKPEGVLVEKTHSSLLCPKGKVASESVSLELPVDIVPDSTKAYVTVLGDIMGTALQNL
DGLVOMPSGCGEQNMVLFAPTITYVLQYLEKAGLLTEETRSRAVGFLEIGYQKELMYKHSN
GSYSAFGERDGNGNTWLTAFVTKCEFGQAQKFIFIDPKNIQDALKWMAGNQLPSGCYANVG
NLLHTAMKGGVDDEVSLTAYVTAALLEMGKDVDDPMVSQGLRCLKNSATSTTNLYTQALL
AYTFSLAGEMDIRNILLKQLDQQATISGESIYWSQKPTPSSNASPWSEPAAVDVELTAYA
LLAQLTKPSLTQKEIAKATSIVAWLAKQHNAYGGFSSTODTVVALQALAKYATTAYMPSE
EINLVVKSTENFOQRTFNIQSVNRLVFQODTLPNVPGMYTLEASGQGCVYVQTVLRYNILP
PTNMKTEFSLSVEIGKARCEQPTSPRSLTLTIHTSYVGSRSSSNMAIVEVKMLSGFSPMEG
TNQLLLOQOQPLVKKVEFGTDTLNIYLDELIKNTQTYTFTISQSVLVTNLKPATIKVYDYYL
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PDEQATIQYSDPCE

>sp|Q5XKES |K2C79 HUMAN Keratin, type II cytoskeletal 79 OS=Homo
sapiens 0X=9606 GN=KRT79 PE=1 SV=2
MRSSVSRQTYSTKGGFSSNSASGGSGSQARTSFSSVTVSRSSGSGGGAHCGPGTGGEFGSR
SLYNLGGHKSISVSVAGGALLGRALGGFGFGSRAFMGQGAGRQTFGPACPPGGIQEVTVN
QSLLTPLHVEIDPETIQRVRTQEREQTIKTLNNKFASFIDKVRFLEQONKVLETKWALLQEQ
GONLGVTRNNLEPLFEAYLGSMRSTLDRLQSERGRLDSELRNVQDLVEDFKNKYEDEINK
HTAAENEFVVLKKDVDAAYMGRMDLHGKVGTLTQEIDFLOQLYEMELSQVQTHVSNTNVV
LSMDNNRNLDLDSTTAEVKAQYELTAQRSRAEAEAWYQTKYEELQVTAGKHGDNLRDTKN
EIAELTRTIQRLOQGEADAAKKQCQQLQTATIAEAEQRGELALKDAQKKLGDLDVALHQAKE
DLTRLLRDYQELMNVKLALDVEIATYRKLLESEESRMSGECPSAVSISVTGNSTTVCGGG
AASFGGGISLGGSGGATKGGFSTNVGYSTVKGGPVSAGTSILRKTTTVKTSSQRY
>sp|P19012|K1C15 HUMAN Keratin, type I cytoskeletal 15 OS=Homo
sapiens 0X=9606 GN=KRT15 PE=1 SV=3
MTTTFLOTSSSTEFGGGSTRGGSLLAGGGGEFGGGSLSGGGGSRSISASSAREVSSGSGGGY
GGGMRVCGFGGGAGSVFGGGFGGGVGGGFGGGFGGGDGGLLSGNEKITMONLNDRLASY L
DKVRALEEANADLEVKIHDWYQKQTPTSPECDYSQYFKTIEELRDKIMATTIDNSRVILE
IDNARLAADDFRLKYENELALROQGVEADINGLRRVLDELTLARTDLEMQIEGLNEELAYL
KKNHEEEMKEFSSQLAGQVNVEMDAAPGVDLTRVLAEMREQYEAMAEKNRRDVEAWFFSK
TEELNKEVASNTEMIQTSKTEITDLRRTMQELEIELQOSQLSMKAGLENSLAETECRYATQ
LOQIQGLIGGLEAQLSELRCEMEAQNQEYKMLLDIKTRLEQETATYRSLLEGQDAKMAGI
ATREASSGGGGSSSNFHINVEESVDGQVVSSHKRET

>sp|P49327|FAS HUMAN Fatty acid synthase OS=Homo sapiens 0X=9606
GN=FASN PE=1 SV=3
MEEVVIAGMSGKLPESENLQEFWDNLIGGVDMVTDDDRRWKAGLYGLPRRSGKLKDLSREFE
DASFFGVHPKQAHTMDPOQLRLLLEVTYEATVDGGINPDSLRGTHTGVWVGVSGSETSEAL
SRDPETLVGYSMVGCQRAMMANRLSFFFDFRGPSIALDTACSSSLMALONAYQATHSGQC
PAATVGGINVLLKPNTSVQFLRLGMLSPEGTCKAFDTAGNGYCRSEGVVAVLLTKKSLAR
RVYATILNAGTNTDGFKEQGVTFPSGDIQEQLIRSLYQSAGVAPESFEYTEAHGTGTKVG
DPOQELNGITRALCATRQEPLLIGSTKSNMGHPEPASGLAALAKVLLSLEHGLWAPNLHFH
SPNPETIPALLDGRLQVVDQPLPVRGGNVGINSFGFGGSNVHITILRPNTQPPPAPAPHATL
PRLLRASGRTPEAVQKLLEQGLRHSQDLAFLSMLNDIAAVPATAMPFRGYAVLGGERGGP
EVOOVPAGERPLWFICSGMGTOWRGMGLSLMRLDRFRDSILRSDEAVKPFGLKVSQLLLS
TDESTFDDIVHSFVSLTAIQIGLIDLLSCMGLRPDGIVGHSLGEVACGYADGCLSQEEAV
LAAYWRGQCIKEAHLPPGAMAAVGLSWEECKQRCPPGVVPACHNSKDTVTISGPQAPVFEFE
FVEQLRKEGVFAKEVRTGGMAFHSYFMEATAPPLLQELKKVIREPKPRSARWLSTSIPEA
QWHSSLARTSSAEYNVNNLVSPVLFQEALWHVPEHAVVLEIAPHALLQAVLKRGLKPSCT
ITPLMKKDHRDNLEFFLAGIGRLHLSGIDANPNALFPPVEFPAPRGTPLISPLIKWDHSL
AWDVPAAEDFPNGSGSPSAATYNIDTSSESPDHYLVDHTLDGRVLEFPATGYLSIVWKTLA
RALGLGVEQLPVVFEDVVLHQATILPKTGTVSLEVRLLEASRAFEVSENGNLVVSGKVYQ
WDDPDPRLEFDHPESPTPNPTEPLFLAQAEVYKELRLRGYDYGPHFQGILEASLEGDSGRL
LWKDNWVSFMDTMLOMSTILGSAKHGLYLPTRVTATIHIDPATHRQKLYTLQDKAQVADVVV
SRWLRVTVAGGVHISGLHTESAPRROQOQEQQVPILEKFCFTPHTEEGCLSERAALQEELQL
CKGLVQALQTKVTQQGLKMVVPGLDGAQIPRDPSQQELPRLLSAACRLOQLNGNLQLELAQ
VLAQERPKLPEDPLLSGLLDSPALKACLDTAVENMPSLKMKVVEVLAGHGHLYSRIPGLL
SPHPLLOLSYTATDRHPQALEAAQAELQOQHDVAQGOQWDPADPAPSALGSADLLVCNCAVA
ALGDPASALSNMVAALREGGFLLLHTLLRGHPLGDIVAFLTSTEPQYGQGILSQDAWESL
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FSRVSLRLVGLKKSFYGSTLFLCRRPTPQDSPIFLPVDDTSFRWVESLKGILADEDSSRP
VWLKAINCATSGVVGLVNCLRREPGGNRLRCVLLSNLSSTSHVPEVDPGSAELQKVLQGD
LVMNVYRDGAWGAFRHFLLEEDKPEEPTAHAFVSTLTRGDLSSTIRWVCSSLRHAQPTCPG
AQLCTVYYASLNFRDIMLATGKLSPDAIPGKWTSQDSLLGMEFSGRDASGKRVMGLVPAK
GLATSVLLSPDFLWDVPSNWTLEEAASVPVVYSTAYYALVVRGRVRPGETLLIHSGSGGV
GQAATATALSLGCRVFTTVGSAEKRAYLQARFPQLDSTSFANSRDTSFEQHVLWHTGGKG
VDLVLNSLAEEKLQASVRCLATHGRFLEIGKFDLSONHPLGMAIFLKNVTFHGVLLDAFF
NESSADWREVWALVQAGIRDGVVRPLKCTVFHGAQVEDAFRYMAQGKHIGKVVVQVLAEE
PEAVLKGAKPKLMSAISKTFCPAHKSYITAGGLGGFGLELAQWLTIQRGVQKLVLTSRSGT
RTGYQAKQVRRWRRQGVQVQVSTSNISSLEGARGLIAEAAQLGPVGGVEFNLAVVLRDGLL
ENQTPEFFQODVCKPKYSGTLNLDRVTREACPELDYFVVFSSVSCGRGNAGQOSNYGFANSA
MERICEKRRHEGLPGLAVOQWGAIGDVGILVETMSTNDTIVSGTLPQRMASCLEVLDLFEFLN
QPHMVLSSFVLAEKAAAYRDRDSQRDLVEAVAHILGIRDLAAVNLDSSLADLGLDSLMSV
EVROTLERELNLVLSVREVROLTLRKLOQELSSKADEASELACPTPKEDGLAQQOQOTQLNLR
SLLVNPEGPTLMRLNSVQSSERPLFLVHPIEGSTTVFHSLASRLSIPTYGLQCTRAAPLD
STHSLAAYYIDCIRQVQPEGPYRVAGYSYGACVAFEMCSQLQAQQSPAPTHNSLEFLEDGS
PTYVLAYTQSYRAKLTPGCEAEAETEATCFEFVQQFTDMEHNRVLEALLPLKGLEERVAAA
VDLITKSHQGLDRQELSFAARSEFYYKLRAAEQYTPKAKYHGNVMLLRAKTGGAYGEDLGA
DYNLSQVCDGKVSVHVIEGDHRTLLEGSGLESIISITHSSLAEPRVSVREG
>sp|Q9Y446| PKP3 HUMAN Plakophilin-3 OS=Homo sapiens 0X=9600
GN=PKP3 PE=1 SV=1
MODGNFLLSALQPEAGVCSLALPSDLQLDRRGAEGPEAERLRAARVQEQVRARLLQOLGQQ
PRHNGAAEPEPEAETARGTSRGQYHTLQAGESSRSQGLSGDKTSGFRPTIAKPAYSPASWS
SRSAVDLSCSRRLSSAHNGGSAFGAAGYGGAQPTPPMPTRPVSFHERGGVGSRADYDTLS
LRSLRLGPGGLDDRYSLVSEQLEPAATSTYRAFAYERQASSSSSRAGGLDWPEATEVSPS
RTIRAPAVRTLORFQOSSHRSRGVGGAVPGAVLEPVARAPSVRSLSLSLADSGHLPDVHGF
NSYGSHRTLQRLSSGFDDIDLPSAVKYLMASDPNLQVLGAAYIQHKCYSDAAAKKQARSL
OAVPRLVKLFNHANQEVORHATGAMRNLIYDNADNKLALVEENGIFELLRTLREQDDELR
KNVTGILWNLSSSDHLKDRLARDTLEQLTDLVLSPLSGAGGPPLIQONASEAETIFYNATG
FLRNLSSASQATRQKMRECHGLVDALVTSINHALDAGKCEDKSVENAVCVLRNLSYRLYD
EMPPSALOQRLEGRGRRDLAGAPPGEVVGCFTPOSRRLRELPLAADALTFAEVSKDPKGLE
WLWSPQIVGLYNRLLOQRCELNRHTTEAAAGALONITAGDRRWAGVLSRLALEQERILNPL
LDRVRTADHHQLRSLTGLIRNLSRNARNKDEMSTKVVSHLIEKLPGSVGEKSPPAEVLVN
ITAVLNNLVVASPIAARDLLYFDGLRKLIFIKKKRDSPDSEKSSRAASSLLANLWQYNKL
HRDFRAKGYRKEDFLGP

>sp|Ql4CN4 |K2C72 HUMAN Keratin, type II cytoskeletal 72 OS=Homo
sapiens 0X=9606 GN=KRT72 PE=1 SV=2
MSROQLTHFPRGERLGFSGCSAVLSGGIGSSSASFRARVKGSASFGSKSLSCLGGSRSLAL
SAAARRGGGRLGGEFVGTAFGSAGLGPKCPSVCPPGGIPQVTVNKSLLAPLNVEMDPEIQR
VRAQEREQTKALNNKFASEFIDKVREFLEQONQVLETKWNLLOQQLDLNNCRKNLEPIYEGYT
SNLQKQLEMLSGDGVRLDSELRNMODLVEDYKKRYEVEINRRTAAENEFVVLKKDVDAAY
MNKVELQAKVDSLTDEIKFFKCLYEGEITQIQSHISDTSIVLSMDNNRDLDLDSITAEVR
AQYEETALKSKAEAETLYQTKIQELOQVTAGQHGDDLKLTKAETISELNRLIQRIRSETIGNV
KKQCADLETAIADAEQRGDCALKDARAKLDELEGALHQAKEELARMLREYQELVSLKLAL
DMETATYRKLLESEECRMSGEYPNSVSISVISSTNAGAGGAGESMGFGASSSYSYKTAAA
DVKTKGSCGSELKDPLAKTSGSSCATKKASR
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>sp Q00610 |CLH1 HUMAN Clathrin heavy chain 1 OS=Homo sapiens
0X=9606 GN=CLTC PE=1 SV=5
MAQILPIRFQEHLQLONLGINPANIGFSTLTMESDKFICIREKVGEQAQVVITIDMNDPSN
PIRRPISADSATIMNPASKVIALKAGKTLQIFNIEMKSKMKAHTMTDDVTFWKWISLNTVA
LVTDNAVYHWSMEGESQPVKMFDRHSSLAGCQIINYRTDAKQKWLLLTGISAQONRVVGA
MQLYSVDRKVSQPIEGHAASFAQFKMEGNAEESTLFCFAVRGQAGGKLHITEVGTPPTGN
QPFPKKAVDVEFFPPEAQNDEFPVAMQISEKHDVVEFLITKYGYIHLYDLETGTCIYMNRISG
ETIFVTAPHEATAGIIGVNRKGQVLSVCVEEENIIPYITNVLONPDLALRMAVRNNLAGA
EELFARKFNALFAQGNYSEAAKVAANAPKGILRTPDTIRRFQSVPAQPGQTSPLLOYFGI
LLDQGQLNKYESLELCRPVLQOGRKQLLEKWLKEDKLECSEELGDLVKSVDPTLALSVYL
RANVPNKVIQCFAETGQVQKIVLYAKKVGYTPDWIFLLRNVMRISPDQGQOFAQMLVQDE
EPLADITQIVDVFMEYNLIQQCTAFLLDALKNNRPSEGPLOQTRLLEMNLMHAPQVADATIL
GNOMFTHYDRAHTAQLCEKAGLLQRALEHFTDLYDIKRAVVHTHLLNPEWLVNYFGSLSV
EDSLECLRAMLSANTIRONLOTICVQVASKYHEQLSTQSLIELFESFKSFEGLFYFLGSIVN
FSODPDVHFKYTIQAACKTGQIKEVERICRESNCYDPERVKNFLKEAKLTDQLPLIIVCDR
FDFVHDLVLYLYRNNLOQKYIEIYVOKVNPSRLPVVIGGLLDVDCSEDVIKNLILVVRGQF
STDELVAEVEKRNRLKLLLPWLEARIHEGCEEPATHNALAKIYIDSNNNPERFLRENPYY
DSRVVGKYCEKRDPHLACVAYERGQCDLELINVCNENSLFKSLSRYLVRRKDPELWGSVL
LESNPYRRPLIDQVVQTALSETQDPEEVSVIVKAFMTADLPNELIELLEKIVLDNSVESE
HRNLONLLILTATKADRTRVMEYINRLDNYDAPDIANIAISNELFEEAFATFRKEDVNTS
AVQVLIEHIGNLDRAYEFAERCNEPAVWSQLAKAQLOKGMVKEAIDSYIKADDPSSYMEV
VOAANTSGNWEELVKYLOMARKKARESYVETELTIFALAKTNRLAELEEFINGPNNAHIQQ
VGDRCYDEKMYDAAKLLYNNVSNEFGRLASTLVHLGEYQAAVDGARKANSTRTWKEVCFEFAC
VDGKEFRLAQMCGLHIVVHADELEELINYYQDRGYFEELITMLEAALGLERAHMGMFTEL
ATLYSKFKPQKMREHLELFWSRVNIPKVLRAAEQAHLWAELVFLYDKYEEYDNATIITMMN
HPTDAWKEGQFKDIITKVANVELYYRAIQFYLEFKPLLLNDLLMVLSPRLDHTRAVNYFES
KVKQLPLVKPYLRSVONHNNKSVNESLNNLFITEEDYQALRTSIDAYDNEFDNISLAQRLE
KHELTIEFRRTAAYLFKGNNRWKQSVELCKKDSLYKDAMQYASESKDTELAEELLOQWFLQE
EKRECFGACLFTCYDLLRPDVVLETAWRHNIMDFAMPYFIQVMKEYLTKVDKLDASESLR
KEEEQATETQPIVYGQPQLMLTAGPSVAVPPQAPFGYGYTAPPYGQPQPGFGYSM
>sp|P53675|CLH2 HUMAN Clathrin heavy chain 2 OS=Homo sapiens
0X=9606 GN=CLTCL1 PE=1 SV=2
MAQILPVRFQEHFQLONLGINPANIGFSTLTMESDKFICIREKVGEQAQVTIIDMSDPMA
PIRRPISAESATMNPASKVIALKAGKTLOQTIFNIEMKSKMKAHTMAEEVIFWKWVSVNTVA
LVTETAVYHWSMEGDSQPMKMEFDRHTSLVGCQVIHYRTDEYQKWLLLVGISAQQONRVVGA
MQOLYSVDRKVSQPIEGHAAAFAEFKMEGNAKPATLFCFAVRNPTGGKLHITEVGQPAAGN
QPFVKKAVDVFFPPEAQNDEFPVAMQTIGAKHGVIYLITKYGYLHLYDLESGVCICMNRISA
DTIFVTAPHKPTSGIIGVNKKGQVLSVCVEEDNIVNYATNVLONPDLGLRLAVRSNLAGA
EKLEFVRKFNTLFAQGSYAEAAKVAASAPKGILRTRETVQKFQSTPAQSGQASPLLQOYFGI
LLDOGQLNKLESLELCHLVLOQGRKQLLEKWLKEDKLECSEELGDLVKTTDPMLALSVYL
RANVPSKVIQCFAETGQFQKIVLYAKKVGYTPDWIFLLRGVMKISPEQGLQFSRMLVQDE
EPLANISQIVDIFMENSLIQQCTSFLLDALKNNRPAEGLLOTWLLEMNLVHAPQVADATIL
GNKMFTHYDRAHTAQLCEKAGLLOQALEHYTDLYDIKRAVVHTHLLNPEWLVNEFEFGSLSV
EDSVECLHAMLSANIRONLQLCVQVASKYHEQLGTQALVELFESFKSYKGLFYFLGSIVN
FSODPDVHLKYTIQAACKTGQIKEVERICRESSCYNPERVKNFLKEAKLTDQLPLIIVCDR
FGFVHDLVLYLYRNNLQRYIEIYVQKVNPSRTPAVIGGLLDVDCSEEVIKHLIMAVRGQF
STDELVAEVEKRNRLKLLLPWLESQIQEGCEEPATHNALAKIYIDSNNSPECFLRENAYY
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DSSVVGRYCEKRDPHLACVAYERGQCDLELIKVCNENSLFKSEARYLVCRKDPELWAHVL
EETNPSRROQLIDQVVQTALSETRDPEETISVTVKAFMTADLPNELIELLEKIVLDNSVESE
HRNLONLLILTATKADRTRVMEYISRLDNYDALDIASTAVSSALYEEAFTVFHKEDMNAS
ATQVLIEHIGNLDRAYEFAERCNEPAVWSQLAQAQLOKDLVKEAINSYIRGDDPSSYLEV
VOSASRSNNWEDLVKFLOMARKKGRESYIETELIFALAKTSRVSELEDFINGPNNAHIQQ
VGDRCYEEGMYEAAKLLYSNVSNFARLASTLVHLGEYQAAVDNSRKASSTRTWKEVCFAC
MDGQEFRFAQLCGLHIVIHADELEELMCYYQDRGYFEELILLLEAALGLERAHMGMFTEL
ATLYSKFKPQKMLEHLELFWSRVNIPKVLRAAEQAHLWAELVFLYDKYEEYDNAVLTMMS
HPTEAWKEGQFKDIITKVANVELCYRALQFYLDYKPLLINDLLLVLSPRLDHTWTVSFEFES
KAGQLPLVKPYLRSVQSHNNKSVNEALNHLLTEEEDYQGLRASIDAYDNFEFDNISLAQQLE
KHQLMEFRCIAAYLYKGNNWWAQSVELCKKDHLYKDAMQHAAESRDAELAQKLLOWFLEE
GKRECFAACLFTCYDLLRPDMVLELAWRHNLVDLAMPYFIQVMREYLSKVDKLDALESLR
KQEEHVTEPAPLVEDFDGHE

>sp | PODPA3 | SNH28 HUMAN Putative wuncharacterized protein SNHG28
OS=Homo sapiens 0X=9606 GN=SNHG28 PE=5 SV=1
MGMLAPGPLQGRRPRKGHKGQEDAVAPGCKASGRGSRVTHLLGYPTONVSRSLRRKYAPP
PCGGPEDVALAPCTAAAACEAGPSPVYVKVKSAEPADCAEGPVQCKNGLLVSSPHCEEPC
AHSCAHPGLPPHLVHKLPLSYLQTQDTDAASRRINAPLAAGWSWLRLWLVTLASGVDEPQ
VSAWMRALPSPDCPGLRTTGEQMOKLLLKENKVKTRKSKRRSGEGSHLTTSILEQ

>sp | PODPAZ2 |VSIG8 HUMAN V-set and immunoglobulin domain-containing
protein 8 OS=Homo sapiens 0X=9606 GN=VSIG8 PE=2 SV=1
MRVGGAFHLLLVCLSPALLSAVRINGDGQEVLYLAEGDNVRLGCPYVLDPEDYGPNGLDI
EWMQVNSDPAHHRENVFLSYQDKRINHGSLPHLOQORVRFAASDPSQYDASINLMNLQVSD
TATYECRVKKTTMATRKVIVTVQARPAVPMCWTEGHMTYGNDVVLKCYASGGSQPLSYKW
AKISGHHYPYRAGSYTSQHSYHSELSYQESFHSSINQGLNNGDLVLKDISRADDGLYQCT
VANNVGYSVCVVEVKVSDSRRIGVIIGIVLGSLLALGCLAVGIWGLVCCCCGGSGAGGAR
GAFGYGNGGGVGGGACGDLASEIREDAVAPGCKASGRGSRVTHLLGYPTQONVSRSLRRKY
APPPCGGPEDVALAPCTAAAACEAGPSPVYVKVKSAEPADCAEGPVQCKNGLLV
>sp|PO2511|CRYAB HUMAN Alpha-crystallin B chain OS=Homo sapiens
0X=9606 GN=CRYAB PE=1 SV=2
MDIATHHPWIRRPFFPFHSPSRLFDQFFGEHLLESDLFPTSTSLSPFYLRPPSFLRAPSW
FDTGLSEMRLEKDRESVNLDVKHEFSPEELKVKVLGDVIEVHGKHEERQDEHGFISREFHR
KYRIPADVDPLTITSSLSSDGVLTVNGPRKQVSGPERTIPITREEKPAVTAAPKK
>sp|P00338 | LDHA HUMAN L-lactate dehydrogenase A chain OS=Homo
sapiens 0X=9606 GN=LDHA PE=1 SV=2
MATLKDQLIYNLLKEEQTPONKITVVGVGAVGMACAISILMKDLADELALVDVIEDKLKG
EMMDLOQHGSLFLRTPKIVSGKDYNVTANSKLVITITAGARQQEGESRLNLVORNVNIFKFT
IPNVVKYSPNCKLLIVSNPVDILTYVAWKISGFPKNRVIGSGCNLDSARFRYLMGERLGV
HPLSCHGWVLGEHGDSSVPVWSGMNVAGVSLKTLHPDLGTDKDKEQWKEVHKQVVESAYE
VIKLKGYTSWATIGLSVADLAESTMKNLRRVHPVSTMIKGLYGIKDDVFLSVPCILGONGI
SDLVKVTLTSEEEARLKKSADTLWGIQKELQF

>sp|Q9BYZ2 | LDH6B HUMAN L-lactate dehydrogenase A-like 6B OS=Homo
sapiens 0X=9606 GN=LDHAL6B PE=1 SV=3
MSWTVPVVRASQRVSSVGANFLCLGMALCPRQATRIPLNGTWLFTPVSKMATVKSELIER
FTSEKPVHHSKVSIIGTGSVGMACAISILLKGLSDELALVDLDEDKLKGETMDLQHGSPF
TKMPNIVCSKDYFVTANSNLVIITAGARQEKGETRLNLVQRNVATFKLMISSIVQYSPHC
KLIIVSNPVDILTYVAWKLSAFPKNRITIGSGCNLDTARFRFLIGQKLGIHSESCHGWILG
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EHGDSSVPVWSGVNIAGVPLKDLNSDIGTDKDPEQWKNVHKEVTATAYEITKMKGYTSWA
IGLSVADLTESILKNLRRIHPVSTITIKGLYGIDEEVFLSTIPCILGENGITNLIKIKLTPE
EEAHLKKSAKTLWEIQNKLKL

>sp|P42357|HUTH _HUMAN Histidine ammonia-lyase OS=Homo sapiens
0X=9606 GN=HAL PE=1 SV=1

MPRYTVHVRGEWLAVPCQODAQLTVGWLGREAVRRY IKNKPDNGGFTSVDDAHFLVRRCKG
LGLLDNEDRLEVALENNEFVEVVIEGDAMSPDFIPSQPEGVYLYSKYREPEKYIELDGDR
LTTEDLVNLGKGRYKIKLTPTAEKRVQKSREVIDSIIKEKTVVYGITTGFGKFARTVIPI
NKLOELOQVNLVRSHSSGVGKPLSPERCRMLLALRINVLAKGYSGISLETLKQVIEMENAS
CLPYVPEKGTVGASGDLAPLSHLALGLVGEGKMWSPKSGWADAKYVLEAHGLKPVILKPK
EGLALINGTOMITSLGCEAVERASATIARQADIVAALTLEVLKGTTKAFDTDIHALRPHRG
QIEVAFRFRSLLDSDHHPSETAESHREFCDRVQDAYTLRCCPQVHGVVNDTIAFVKNIITT
ELNSATDNPMVFANRGETVSGGNFHGEYPAKALDYLATIGIHELAATSERRIERLCNPSLS
ELPAFLVAEGGLNSGFMIAHCTAAALVSENKALCHPSSVDSLSTSAATEDHVSMGGWAAR
KALRVIEHVEQVLATELLAACQGIEFLRPLKTTTPLEKVYDLVRSVVRPWIKDRFMAPDI
EAAHRLLLEQKVWEVAAPYIEKYRMEHIPESRPLSPTAFSLQFLHKKSTKIPESEDL
>sp|Q7Z2794|K2C1B HUMAN Keratin, type II cytoskeletal 1b OS=Homo
sapiens 0X=9606 GN=KRT77 PE=1 SV=3
MSHQFSSQSAFSSMSRRVYSTSSSAGSGGGSPAVGSVCYARGRCGGGGYGIHGRGEFGSRS
LYNLGGSRSISINLMGRSTSGFCQGGGVGGEFGGGRGEFGVGSTGAGGEFGGGGFGGAGEGTS
NFGLGGFGPYCPPGGIQEVTINQSLLEPLHLEVDPEIQRIKTQEREQIMVLNNKFASEFID
KVRFLEQONQVLOTKWELLOQOVNTSTGTNNLEPLLENYIGDLRROQVDLLSAEQMRONAEV
RSMODVVEDYKSKYEDEINKRTGSENDEVVLKKDVDAAYVSKVDLESRVDTLTGEVNELK
YLFLTELSQVQTHISDTNVILSMDNNRSLDLDSTIIDAVRTQYELTAQRSKDEAEALYQTK
YOELQITAGRHGDDLKNSKMEIAELNRTVORLOAEISNVKKQIEQMOSLISDAEERGEQA
LODAWQKLODLEEALQQSKEELARLLRDYQAMLGVKLSLDVEIATYRQLLEGEESRMSGE
LOSHVSISVONSQVSVNGGAGGGGSYGSGGYGGGSGGGYGGGRSYRGGGARGRSGGGYGS
GCGGGGGSYGGSGRSGRGSSRVQITQTSTNTSHRRILE
>sp|Q7Z3Y8|K1C27 HUMAN Keratin, type I cytoskeletal 27 OS=Homo
sapiens 0X=9606 GN=KRT27 PE=1 SV=2
MSVRESSTSRRLGSCGGTGSVRLSSGGAGEFGAGNTCGVPGIGSGEFSCAFGGSSSAGGYGG
GLGGGSASCAAFTGNEHGLLSGNEKVTMONLNDRLASYLENVRALEEANADLEQKIKGWY
EKFGPGSCRGLDHDYSRYFPIIDELKNQIISATTSNAHVVLONDNARLTADDFRLKFENE
LALHQSVEADINGLRRVLDELTLCRTDLEIQLETLSEELAYLKKNHEEEMKALQCAAGGN
VNVEMNAAPGVDLTVLLNNMRAEYEALAEQNRRDAEAWENEKSASLQQQISDDAGATTSA
RNELIEMKRTLOTLEIELOSLLATKHSLECSLTETESNYCAQLAQIQAQIGALEEQLHQV
RTETEGQKLEYEQLLDIKVHLEKEIETYCLLTIDGEDGSCSKSKGYGGPGNQTKDSSKTTI
VKTVVEEIDPRGKVLSSRVHTVEEKSTKVNNKNEQRVSS

>sp Q13867 |BLMH HUMAN Bleomycin hydrolase OS=Homo sapiens 0X=9606
GN=BLMH PE=1 SV=1
MSSSGLNSEKVAALTIQKLNSDPQEFVLAQNVGTTHDLLDICLKRATVQRAQHVEFQHAVPQE
GKPITNQKSSGRCWIFSCLNVMRLPFMKKLNIEEFEFSQSYLFFWDKVERCYFFLSAFVD
TAQRKEPEDGRLVQFLLMNPANDGGQWDMLVNIVEKYGVIPKKCFPESYTTEATRRMNDI
LNHKMREFCIRLRNLVHSGATKGEISATQDVMMEEIFRVVCICLGNPPETFTWEYRDKDK
NYQKIGPITPLEFYREHVKPLENMEDKICLVNDPRPOQHKYNKLYTVEYLSNMVGGRKTLY
NNQPIDFLKKMVAASIKDGEAVWEFGCDVGKHENSKLGLSDMNLYDHELVEGVSLKNMNKA
ERLTFGESLMTHAMTFTAVSEKDDOQDGAFTKWRVENSWGEDHGHKGYLCMTDEWESEYVY
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EVVVDRKHVPEEVLAVLEQEPITILPAWDPMGALAE

>sp|P68133|ACTS HUMAN Actin, alpha skeletal muscle OS=Homo sapiens
0X=9606 GN=ACTA1l PE=1 SV=1
MCDEDETTALVCDNGSGLVKAGFAGDDAPRAVFPSIVGRPRHQGVMVGMGQKDSYVGDEA
OSKRGILTLKYPIEHGIITNWDDMEKIWHHTFYNELRVAPEEHPTLLTEAPLNPKANREK
MTQIMFETEFNVPAMYVATIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHATMRL
DLAGRDLTDYLMKILTERGYSEVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEK
SYELPDGQVITIGNERFRCPETLFQPSEFIGMESAGIHETTYNSIMKCDIDIRKDLYANNV
MSGGTTMYPGIADRMOQKEITALAPSTMKIKITAPPERKYSVWIGGSILASLSTFQOMWIT
KQEYDEAGPSIVHRKCEF

>sp|P68032|ACTC_HUMAN Actin, alpha cardiac muscle 1 OS=Homo
sapiens 0X=9606 GN=ACTCl PE=1 SV=1
MCDDEETTALVCDNGSGLVKAGFAGDDAPRAVEFPSIVGRPRHQGVMVGMGQKDSYVGDEA
QSKRGILTLKYPIEHGIITNWDDMEKIWHHTFYNELRVAPEEHPTLLTEAPLNPKANREK
MTQIMFETENVPAMYVATIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHATMRL
DLAGRDLTDYLMKILTERGYSEVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEK
SYELPDGQVITIGNERFRCPETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNV
LSGGTTMYPGIADRMOQKETITTALAPSTMKIKITIAPPERKYSVWIGGSILASLSTEFQOMWIS
KOQEYDEAGPSIVHRKCF

>sp|P62736|ACTA HUMAN Actin, aortic smooth muscle OS=Homo sapiens
0X=9606 GN=ACTA2 PE=1 SV=1
MCEEEDSTALVCDNGSGLCKAGFAGDDAPRAVEFPSIVGRPRHQGVMVGMGQKDSYVGDEA
QSKRGILTLKYPIEHGIITNWDDMEKIWHHSFYNELRVAPEEHPTLLTEAPLNPKANREK
MTQIMFETENVPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHATIMRL
DLAGRDLTDYLMKILTERGYSEVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEK
SYELPDGQVITIGNERFRCPETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNV
LSGGTTMYPGIADRMOKEITALAPSTMKIKIIAPPERKYSVWIGGSILASLSTFQOMWIS
KQEYDEAGPSIVHRKCF

>sp|P63267|ACTH_HUMAN Actin, gamma-enteric smooth muscle OS=Homo
sapiens 0X=9606 GN=ACTG2 PE=1 SV=1
MCEEETTALVCDNGSGLCKAGFAGDDAPRAVFPSIVGRPRHOGVMVGMGQKDSYVGDEAQ
SKRGILTLKYPIEHGIITNWDDMEKIWHHSFYNELRVAPEEHPTLLTEAPLNPKANREKM
TQIMFETFNVPAMYVAIQAVLSLYASGRTTGIVLDSGDGVTHNVPIYEGYALPHAIMRLD
LAGRDLTDYLMKILTERGYSFVTTAEREIVRDIKEKLCYVALDFENEMATAASSSSLEKS
YELPDGQVITIGNERFRCPETLFQPSFIGMESAGIHETTYNSIMKCDIDIRKDLYANNVL
SGGTTMYPGIADRMQKEITALAPSTMKIKIIAPPERKYSVWIGGSILASLSTFQOMWISK
PEYDEAGPSIVHRKCF

>sp|Q6EQU4 | DMKN HUMAN Dermokine OS=Homo sapiens 0X=9606 GN=DMKN
PE=1 SV=3
MKFQGPLACLLLALCLGSGEAGPLOSGEESTGTNIGEALGHGLGDALSEGVGKAIGKEAG
GAAGSKVSEALGQGTREAVGTGVRQVPGFGVADALGNRVGEAAHALGNTGHE IGRQAEDV
TRHGADAVRGSWQGVPGHNGAWETSGGHGIFGSQGGLGGQGQGNPGGLGTPWVHGYPGNS
AGSFGMNPQGAPWGQGGNGGPPNEFGTNTQGAVAQPGYGSVRASNONEGCTNPPPSGSGGG
SSNSGGGSGSQSGSSGSGSNGDNNNGSSSGGSSSGSSSGGSSGGSSGGSSGNSGGSRGDS
GSESSWGSSTGSSSGNHGGSGGGNGHKPGCEKPGNEARGSGESGIQNSETSPGMENEFDTE
WKNFKSKLGFINWDAINKNQVPPPSTRALLYFSRLWEDFKONTPFLNWKAITIEGADASSL
QKRAGRDDONYNYNQHAYPTAYGGKYSVKTPAKGGVSPSSSASRVQPGLLOQWVKEW
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>sp|Q3SY84|K2C71 HUMAN Keratin, type II cytoskeletal 71 OS=Homo
sapiens 0X=9606 GN=KRT71 PE=1 SV=3
MSRQFTCKSGAAAKGGEFSGCSAVLSGGSSSSFRAGSKGLSGGFGSRSLYSLGGVRSLNVA
SGSGKSGGYGFGRGRASGFAGSMEFGSVALGPVCPTVCPPGGIHQVTVNESLLAPLNVELD
PEIQKVRAQEREQIKALNNKFASEFIDKVRELEQONQVLETKWELLQQLDLNNCKNNLEPT
LEGYISNLRKQLETLSGDRVRLDSELRNVRDVVEDYKKRYEEEINKRTAAENEFVLLKKD
VDAAYANKVELQAKVESMDQEIKFFRCLFEAEITQIQSHISDMSVILSMDNNRNLDLDST
IDEVRTQYEEIALKSKAEAEALYQTKFQELQLAAGRHGDDLKNTKNEISELTRLIQRIRS
ETENVKKQASNLETATADAEQRGDNALKDARAKLDELEGALHQAKEELARMLREYQELMS
LKLALDMEIATYRKLLESEECRMSGEFPSPVSISITISSTSGGSVYGFRPSMVSGGYVANS
SNCISGVCSVRGGEGRSRGSANDYKDTLGKGSSLSAPSKKTSR

>sp | Q96QAS5 | GSDMA HUMAN Gasdermin-A  OS=Homo sapiens 0X=9606
GN=GSDMA PE=1 SV=4
MTMFENVTRALARQLNPRGDLTPLDSLIDFKRFHPFCLVLRKRKSTLFWGARYVRTDYTL
LDVLEPGSSPSDPTDTGNFGFKNMLDTRVEGDVDVPKTVKVKGTAGLSOQNSTLEVQTLSV
APKALETVQERKLAADHPFLKEMQDQGENLYVVMEVVETVQEVTLERAGKAEACFSLPFEFF
APLGLOQGSINHKEAVTIPKGCVLAFRVRQLMVKGKDEWDIPHICNDNMQTFPPGEKSGEE
KVILIQASDVGDVHEGFRTLKEEVQRETQOQVEKLSRVGQSSLLSSLSKLLGKKKELQDLE
LALEGALDKGHEVTLEALPKDVLLSKEAVGAILYFVGALTELSEAQQKLLVKSMEKKILP
VOLKLVESTMEQNFLLDKEGVFPLOPELLSSLGDEELTLTEALVGLSGLEVQRSGPQYMW
DPDTLPRLCALYAGLSLLQQLTKAS

>sp|P55072 | TERA HUMAN Transitional endoplasmic reticulum ATPase
OS=Homo sapiens 0X=9606 GN=VCP PE=1 SV=4
MASGADSKGDDLSTAILKQKNRPNRLIVDEATINEDNSVVSLSQPKMDELQLFRGDTVLLK
GKKRREAVCIVLSDDTCSDEKIRMNRVVRNNLRVRLGDVISIQPCPDVKYGKRIHVLPID
DTVEGITGNLFEVYLKPYFLEAYRPIRKGDIFLVRGGMRAVEFKVVETDPSPYCIVAPDT
VIHCEGEPIKREDEEESLNEVGYDDIGGCRKQLAQIKEMVELPLRHPALFKATGVKPPRG
ILLYGPPGTGKTLIARAVANETGAFFFLINGPEIMSKLAGESESNLRKAFEEAEKNAPAT
IFIDELDATAPKREKTHGEVERRIVSQLLTLMDGLKQRAHVIVMAATNRPNSIDPALRRF
GRFDREVDIGIPDATGRLEILQIHTKNMKLADDVDLEQVANETHGHVGADLAALCSEAAL
QATRKKMDLIDLEDETIDAEVMNSLAVTMDDFRWALSQSNPSALRETVVEVPQVTWEDIG
GLEDVKRELQELVQYPVEHPDKFLKFGMTPSKGVLEFYGPPGCGKTLLAKATANECQANFT
SIKGPELLTMWEFGESEANVREIFDKARQAAPCVLEFFDELDSTIAKARGGNIGDGGGAADRV
INQILTEMDGMSTKKNVFIIGATNRPDIIDPAILRPGRLDQLIYIPLPDEKSRVAILKAN
LRKSPVAKDVDLEFLAKMTNGEFSGADLTEICQRACKLAIRESTIESEIRRERERQTNPSAM
EVEEDDPVPEIRRDHFEEAMRFARRSVSDNDIRKYEMFAQTLOOSRGFGSFRFPSGNQGG
AGPSQGSGGGTGGSVYTEDNDDDLYG

>sp|P00491 | PNPH HUMAN Purine nucleoside phosphorylase OS=Homo
sapiens 0X=9606 GN=PNP PE=1 SV=2
MENGYTYEDYKNTAEWLLSHTKHRPQVATICGSGLGGLTDKLTQAQIFDYGEIPNEFPRST
VPGHAGRLVFGFLNGRACVMMQGRFHMYEGYPLWKVTFPVRVFHLLGVDTLVVTNAAGGL
NPKFEVGDIMLIRDHINLPGEFSGONPLRGPNDERFGDRFPAMSDAYDRTMRQRALSTWKQ
MGEQRELQEGTYVMVAGPSFETVAECRVLOKLGADAVGMSTVPEVIVARHCGLRVEFGESL
ITNKVIMDYESLEKANHEEVLAAGKQAAQKLEQFVSILMASIPLPDKAS
>sp|Q96P63|SPB12 HUMAN  Serpin  Bl2 OS=Homo sapiens 0X=9606
GN=SERPINB12 PE=1 SV=1
MDSLVTANTKFCFDLFQEIGKDDRHKNIFFSPLSLSAALGMVRLGARSDSAHQIDEVLHFE
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NEFSONESKEPDPCLKSNKQKAGSLNNESGLVSCYFGQLLSKLDRIKTDYTLSTIANRLYG
EQEFPICQEYLDGVIQFYHTTIESVDFQKNPEKSROQEINFWVECQSQGKIKELFSKDAIN
AETVLVLVNAVYFKAKWETYFDHENTVDAPFCLNANENKSVKMMTQKGLYRIGFIEEVKA
QILEMRYTKGKLSMFVLLPSHSKDNLKGLEELERKITYEKMVAWSSSENMSEESVVLSFEFP
RFTLEDSYDLNSILODMGITDIFDETRADLTGISPSPNLYLSKITHKTEVEVDENGTQAA
AATGAVVSERSLRSWVEFNANHPFLFFTIRHNKTQTILEFYGRVCSP
>sp|P06396|GELS HUMAN Gelsolin OS=Homo sapiens 0X=9606 GN=GSN PE=1
Sv=1
MAPHRPAPALLCALSLALCALSLPVRAATASRGASQAGAPQGRVPEARPNSMVVEHPEFL
KAGKEPGLQIWRVEKFDLVPVPTNLYGDFFTGDAYVILKTVQLRNGNLQYDLHYWLGNEC
SODESGAAATIFTVQLDDYLNGRAVQHREVQGFESATFLGYFKSGLKYKKGGVASGFKHVV
PNEVVVOQRLFQVKGRRVVRATEVPVSWESENNGDCEFILDLGNNIHQWCGSNSNRYERLKA
TOVSKGIRDNERSGRARVHVSEEGTEPEAMLOQVLGPKPALPAGTEDTAKEDAANRKLAKL
YKVSNGAGTMSVSLVADENPFAQGALKSEDCFILDHGKDGKIFVWKGKQANTEERKAALK
TASDFITKMDYPKQTQVSVLPEGGETPLFKQFFKNWRDPDQTDGLGLSYLSSHTIANVERV
PFDAATLHTSTAMAAQHGMDDDGTGQKQIWRIEGSNKVPVDPATYGQFYGGDSYITILYNY
RHGGROGQTITYNWQGAQSTODEVAASATILTAQLDEELGGTPVQSRVVQGKEPAHLMSLFEG
GKPMITIYKGGTSREGGQTAPASTRLFQVRANSAGATRAVEVLPKAGALNSNDAFVLKTPS
AAYLWVGTGASEAEKTGAQELLRVLRAQPVOVAEGSEPDGFWEALGGKAAYRTSPRLKDK
KMDAHPPRLFACSNKIGREVIEEVPGELMQEDLATDDVMLLDTWDQVEVWVGKDSQEEEK
TEALTSAKRYIETDPANRDRRTPITVVKQGFEPPSEFVGWFLGWDDDYWSVDPLDRAMAEL
AA

>sp1Q09666 | AHNK HUMAN Neuroblast differentiation-associated
protein AHNAK OS=Homo sapiens 0X=9606 GN=AHNAK PE=1 SV=2
MEKEETTRELLLPNWQGSGSHGLTIAQRDDGVEVQEVTONSPAARTGVVKEGDQIVGATI
YEDNLOQSGEVTQLLNTMGHHTVGLKLHRKGDRSPEPGQTWTREVESSCSSEVVLSGDDEE
YORIYTTKIKPRLKSEDGVEGDLGETQSRTITVTRRVTAYTVDVTGREGAKDIDISSPEF
KIKIPRHELTEISNVDVETQSGKTVIRLPSGSGAASPTGSAVDIRAGAISASGPELQGAG
HSKLQVTMPGIKVGGSGVNVNAKGLDLGGRGGVQVPAVDISSSLGGRAVEVQGPSLESGD
HGKIKFPTMKVPKEFGVSTGREGQTPKAGLRVSAPEVSVGHKGGKPGLTIQAPQLEVSVPS
ANTEGLEGKLKGPQITGPSLEGDLGLKGAKPQGHIGVDASAPQIGGSITGPSVEVQAPDI
DVQGPGSKLNVPKMKVPKFSVSGAKGEETGIDVTLPTGEVTVPGVSGDVSLPETATGGLE
GKMKGTKVKTPEMIIQKPKISMQDVDLSLGSPKLKGDIKVSAPGVQGDVKGPQVALKGSR
VDIETPNLEGTLTGPRLGSPSGKTGTCRISMSEVDLNVAAPKVKGGVDVTLPRVEGKVKV
PEVDVRGPKVDVSAPDVEAHGPEWNLKMPKMKMPTESTPGAKGEGPDVHMTLPKGDISIS
GPKVNVEAPDVNLEGLGGKLKGPDVKLPDMSVKTPKISMPDVDLHVKGTKVKGEYDVTVP
KLEGELKGPKVDIDAPDVDVHGPDWHLKMPKMKMPKEFSVPGFKAEGPEVDVNLPKADVDI
SGPKIDVTAPDVSIEEPEGKLKGPKFKMPEMNIKVPKISMPDVDLHLKGPNVKGEYDVTM
PKVESEIKVPDVELKSAKMDIDVPDVEVQGPDWHLKMPKMKMPKEFSMPGFKAEGPEVDVN
LPKADVDISGPKVGVEVPDVNIEGPEGKLKGPKFKMPEMNIKAPKISMPDVDLHMKGPKV
KGEYDMTVPKLEGDLKGPKVDVSAPDVEMQGPDWNLKMPKIKMPKESMPSLKGEGPEFDV
NLSKANVDISAPKVDTNAPDLSLEGPEGKLKGPKFKMPEMHFRAPKMSLPDVDLDLKGPK
MKGNVDISAPKIEGEMQVPDVDIRGPKVDIKAPDVEGQGLDWSLKIPKMKMPKEFSMPSLK
GEGPEVDVNLPKADVVVSGPKVDIEAPDVSLEGPEGKLKGPKFKMPEMHEFKTPKISMPDV
DLHLKGPKVKGDVDVSVPKVEGEMKVPDVE IKGPKMDIDAPDVEVQGPDWHLKMPKMKMP
KFSMPGFKGEGREVDVNLPKADIDVSGPKVDVEVPDVSLEGPEGKLKGPKFKMPEMHEKA
PKISMPDVDLNLKGPKLKGDVDVSLPEVEGEMKVPDVDIKGPKVDISAPDVDVHGPDWHL
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KMPKVKMPKEFSMPGFKGEGPEVDVKLPKADVDVSGPKMDAEVPDVNIEGPDAKLKGPKEK
MPEMSIKPQOKISIPDVGLHLKGPKMKGDYDVITVPKVEGEIKAPDVDIKGPKVDINAPDVE
VHGPDWHLKMPKVKMPKFSMPGFKGEGPEVDMNLPKADLGVSGPKVDIDVPDVNLEAPEG
KLKGPKFKMPSMNIQTHKISMPDVGLNLKAPKLKTDVDVSLPKVEGDLKGPEIDVKAPKM
DVNVGDIDIEGPEGKLKGPKFKMPEMHFKAPKISMPDVDLHLKGPKVKGDMDVSVPKVEG
EMKVPDVDIKGPKVDIDAPDVEVHDPDWHLKMPKMKMPKESMPGFKAEGPEVDVNLPKAD
IDVSGPSVDTDAPDLDIEGPEGKLKGSKFKMPKLNIKAPKVSMPDVDLNLKGPKLKGEID
ASVPELEGDLRGPQVDVKGPFVEAEVPDVDLECPDAKLKGPKFKMPEMHFKAPKISMPDV
DLHLKGPKVKGDADVSVPKLEGDLTGPSVGVEVPDVELECPDAKLKGPKFKMPDMHFKAP
KISMPDVDLHLKGPKVKGDVDVSVPKLEGDLTGPSVGVEVPDVELECPDAKLKGPKEFKMP
EMHFKTPKISMPDVDLHLKGPKVKGDMDVSVPKVEGEMKVPDVDIKGPKMDIDAPDVDVH
GPDWHLKMPKMKMPKFESMPGFKAEGPEVDVNLPKADVVVSGPKVDVEVPDVSLEGPEGKL
KGPKLKMPEMHFKAPKISMPDVDLHLKGPKVKGDVDVSLPKLEGDLTGPSVDVEVPDVEL
ECPDAKLKGPKFKMPEMHFKTPKISMPDVNLNLKGPKVKGDMDVSVPKVEGEMKVPDVDI
RGPKVDIDAPDVDVHGPDWHLKMPKMKMPKESMPGFKGEGPEVDVNLPKADVDVSGPKVD
VEVPDVSLEGPEGKLKGPKFKMPEMHEFKTPKISMPDVDENLKGPKIKGDVDVSAPKLEGE
LKGPELDVKGPKLDADMPEVAVEGPNGKWKTPKFKMPDMHFKAPKISMPDLDLHLKSPKA
KGEVDVDVPKLEGDLKGPHVDVSGPDIDIEGPEGKLKGPKFKMPDMHFKAPNISMPDVDL
NLKGPKIKGDVDVSVPEVEGKLEVPDMNIRGPKVDVNAPDVQAPDWHLKMPKMKMPKESM
PGFKAEGPEVDVNLPKADVDISGPKVDIEGPDVNIEGPEGKLKGPKLKMPEMNIKAPKIS
MPDFDLHLKGPKVKGDVDVSLPKVEGDLKGPEVDIKGPKVDINAPDVGVQGPDWHLKMPK
VKMPKEFSMPGFKGEGPDGDVKLPKADIDVSGPKVDIEGPDVNIEGPEGKLKGPKFKMPEM
NIKAPKISMPDIDLNLKGPKVKGDVDVSLPKVEGDLKGPEVDIKGPKVDIDAPDVDVHGP
DWHLKMPKIKMPKISMPGFKGEGPDVDVNLPKADIDVSGPKVDVECPDVNIEGPEGKWKS
PKFKMPEMHFKTPKISMPDIDLNLTGPKIKGDVDVTGPKVEGDLKGPEVDLKGPKVDIDV
PDVNVQGPDWHLKMPKMKMPKFEF SMPGFKAEGPEVDVNLPKADVDVSGPKVDVEGPDVNIE
GPEGKLKGPKFKMPEMNIKAPKIPMPDFDLHLKGPKVKGDVDISLPKVEGDLKGPEVDIR
GPQVDIDVPDVGVQGPDWHLKMPKVKMPKESMPGFKGEGPDVDVNLPKADLDVSGPKVDT
DVPDVNIEGPEGKLKGPKFKMPEMNIKAPKISMPDIDLNLKGPKVKGDMDVSLPKVEGDM
KVPDVDIKGPKVDINAPDVDVQGPDWHLKMPKIKMPKISMPGFKGEGPEVDVNLPKADLD
VSGPKVDVDVPDVNIEGPDAKLKGPKFKMPEMNIKAPKISMPDLDLNLKGPKMKGEVDVS
LANVEGDLKGPALDIKGPKIDVDAPDIDIHGPDAKLKGPKLKMPDMHVNMPKISMPEIDL
NLKGSKLKGDVDVSGPKLEGDIKAPSLDIKGPEVDVSGPKLNIEGKSKKSRFKLPKENES
GSKVQTPEVDVKGKKPDIDITGPKVDINAPDVEVQGKVKGSKFKMPFLSISSPKVSMPDV
ELNLKSPKVKGDLDIAGPNLEGDFKGPKVDIKAPEVNLNAPDVDVHGPDWNLKMPKMKMP
KFSVSGLKAEGPDVAVDLPKGDINIEGPSMNIEGPDLNVEGPEGGLKGPKFKMPDMNIKA
PKISMPDIDLNLKGPKVKGDVDISLPKLEGDLKGPEVDIKGPKVDINAPDVDVHGPDWHL
KMPKVKMPKEFSMPGFKGEGPEVDVTLPKADIDISGPNVDVDVPDVNIEGPDAKLKGPKEK
MPEMNIKAPKISMPDFDLNLKGPKMKGDVVVSLPKVEGDLKGPEVDIKGPKVDIDTPDIN
IEGSEGKFKGPKFKIPEMHLKAPKISMPDIDLNLKGPKVKGDVDVSLPKMEGDLKGPEVD
IKGPKVDINAPDVDVQGPDWHLKMPKVKMPKESMPGFKGEGPDVDVNLPKADLDVSGPKV
DIDVPDVNIEGPEGKLKGPKFKMPEMNIKAPKISMPDIDLNLKGPKVKGDMDVSLPKVEG
DMQVPDLDIKGPKVDINAPDVDVRGPDWHLKMPKIKMPKISMPGFKGEGPEVDVNLPKAD
LDVSGPKVDVDVPDVNIEGPDAKLKGPKFKMPEMNIKAPKISMPDEFDLHLKGPKVKGDVD
VSLPKMEGDLKAPEVDIKGPKVDIDAPDVDVHGPDWHLKMPKVKMPKESMPGFKGEGPEV
DVNLPKADIDVSGPKVDIDTPDIDIHGPEGKLKGPKFKMPDLHLKAPKISMPEVDLNLKG
PKMKGDVDVSLPKVEGDLKGPEVDIKGPKVDIDVPDVDVQGPDWHLKMPKVKMPKESMPG
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FKGEGPDVDVNLPKADLDVSGPKVDIDVPDVNIEGPDAKLKGPKFKMPEMNIKAPKISMP
DFDLHLKGPKVKGDVDVSLPKVEGDLKGPEVDIKGPKVDIDAPDVDVHGPDWHLKMPKVK
MPKFSMPGFKGEGPDVDVTLPKADIETSGPKVDIDAPDVSIEGPDAKLKGPKFKMPEMNT
KAPKISMPDIDENLKGPKVKGDVDVSLPKVEGDLKGPEIDIKGPSLDIDTPDVNIEGPEG
KLKGPKFKMPEMNIKAPKISMPDFDLHLKGPKVKGDVDVSLPKVESDLKGPEVDIEGPEG
KLKGPKFKMPDVHFKSPQISMSDIDLNLKGPKIKGDMDI SVPKLEGDLKGPKVDVKGPKV
GIDTPDIDIHGPEGKLKGPKFKMPDLHLKAPKISMPEVDLNLKGPKVKGDMDISLPKVEG
DLKGPEVDIRDPKVDIDVPDVDVQGPDWHLKMPKVKMPKESMPGFKGEGPDVDVNLPKAD
IDVSGPKVDVDVPDVNIEGPDAKLKGPKFKMPEMSTIKAPKISMPDIDLNLKGPKVKGDVD
VTLPKVEGDLKGPEADIKGPKVDINTPDVDVHGPDWHLKMPKVKMPKFSMPGEFKGEGPDV
DVSLPKADIDVSGPKVDVDIPDVNIEGPDAKLKGPKFKMPEINIKAPKISIPDVDLDLKG
PKVKGDEFDVSVPKVEGTLKGPEVDLKGPRLDFEGPDAKLSGPSLKMPSLETISAPKVTAPD
VDLHLKAPKIGEFSGPKLEGGEVDLKGPKVEAPSLDVHMDSPDINIEGPDVKIPKFKKPKEF
GFGAKSPKADIKSPSLDVTVPEAELNLETPEISVGGKGKKSKEFKMPKTITHMSGPKIKAKKQ
GFDLNVPGGEIDASLKAPDVDVNIAGPDAALKVDVKSPKTKKTMFGKMYFPDVEFDIKSP
KFKAEAPLPSPKLEGELQAPDLELSLPATHVEGLDIKAKAPKVKMPDVDISVPKIEGDLK
GPKVQANLGAPDINIEGLDAKVKTPSFGISAPQVSTIPDVNVNLKGPKIKGDVPSVGLEGP
DVDLQGPEAKIKFPKFSMPKIGIPGVKMEGGGAEVHAQLPSLEGDLRGPDVKLEGPDVSL
KGPGVDLPSVNLSMPKVSGPDLDLNLKGPSLKGDLDASVPSMKVHAPGLNLSGVGGKMQV
GGDGVKVPGIDATTKLNVGAPDVTLRGPSLOGDLAVSGDIKCPKVSVGAPDLSLEASEGS
IKLPKMKLPQFGISTPGSDLHVNAKGPQVSGELKGPGVDVNLKGPRISAPNVDEFNLEGPK
VKGSLGATGEIKGPTVGGGLPGIGVQGLEGNLOMPGIKSSGCDVNLPGVNVKLPTGQISG
PEIKGGLKGSEVGFHGAAPDISVKGPAFNMASPESDFGINLKGPKIKGGADVSGGVSAPD
ISLGEGHLSVKGSGGEWKGPQVSSALNLDTSKFAGGLHFSGPKVEGGVKGGQIGLOAPGL
SVSGPQGHLESGSGKVTFPKMKIPKFTFSGRELVGREMGVDVHFPKAEASTIQAGAGDGEW
EESEVKLKKSKIKMPKENFSKPKGKGGVTGSPEASISGSKGDLKSSKASLGSLEGEAEAE
ASSPKGKFSLFKSKKPRHRSNSFSDEREFSGPSTPTGTLEFEGGEVSLEGGKVKGKHGKL
KFGTFGGLGSKSKGHYEVTGSDDETGKLQGSGVSLASKKSRLSSSSSNDSGNKVGIQLPE
VELSVSTKKE

>sp|Q86Y46|K2C73 HUMAN Keratin, type II cytoskeletal 73 OS=Homo
sapiens 0X=9606 GN=KRT73 PE=1 SV=1
MSRQFTYKSGAAAKGGFSGCSAVLSGGSSSSYRAGGKGLSGGEFSSRSLYSLGGARSISEN
VASGSGWAGGYGFGRGRASGFAGSMFGSVALGSVCPSLCPPGGIHQVTINKSLLAPLNVE
LDPEIQKVRAQEREQIKVLNNKFASFIDKVRFLEQONQVLETKWELLOQOLDLNNCKNNLE
PILEGYISNLRKQLETLSGDRVRLDSELRSVREVVEDYKKRYEEEINKRTTAENEFVVLK
KDVDAAYTSKVELQAKVDALDGEIKFFKCLYEGETAQIQSHISDTSIILSMDNNRNLDLD
SITIAEVRAQYEETARKSKAEAEALYQTKEFQELOQLAAGRHGDDLKHTKNEISELTRLTIQRL
RSEIESVKKQCANLETATIADAEQRGDCALKDARAKLDELEGALOQAKEELARMLREYQEL
LSVKLSLDIEIATYRKLLEGEECRMSGEYTNSVSISVINSSMAGMAGTGAGFGEFSNAGTY
GYWPSSVSGGYSMLPGGCVTGSGNCSPRGEARTRLGSASEFRDSQGKTLALSSPTKKTMR
>sp|P35222 | CTNB1 HUMAN Catenin beta-1 OS=Homo sapiens O0X=9606
GN=CTNNB1 PE=1 SV=1

MATQADLMELDMAME PDRKAAVSHWQQOSYLDSGIHSGATTTAPSLSGKGNPEEEDVDTS
QVLYEWEQGFESQSFTQEQVADIDGQYAMTRAQRVRAAMFPETLDEGMQIPSTQFDAAHPT
NVOQRLAEPSOQMLKHAVVNLINYQDDAELATRATPELTKLLNDEDQVVVNKAAVMVHQLSK
KEASRHATIMRSPOMVSAIVRTMONTNDVETARCTAGTLHNLSHHREGLLATIFKSGGIPAL
VKMLGSPVDSVLFYAITTLHNLLLHQEGAKMAVRLAGGLOQKMVALLNKTNVKEFLATITTDC
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LOILAYGNQESKLITILASGGPQALVNIMRTYTYEKLLWTTSRVLKVLSVCSSNKPAIVEA
GGMQALGLHLTDPSQRLVONCLWTLRNLSDAATKQEGMEGLLGTLVQLLGSDDINVVTCA
AGILSNLTCNNYKNKMMVCQVGGIEALVRTVLRAGDREDITEPATCALRHLTSRHQEAEM
AQNAVRLHYGLPVVVKLLHPPSHWPLIKATVGLIRNLALCPANHAPLREQGATIPRLVQLL
VRAHQDTQRRTSMGGTQQQFVEGVRMEEIVEGCTGALHILARDVHNRIVIRGLNTIPLEV
QLLYSPIENIQRVAAGVLCELAQDKEAAEATIEAEGATAPLTELLHSRNEGVATYAAAVLF
RMSEDKPODYKKRLSVELTSSLFRTEPMAWNETADLGLDIGAQGEPLGYRQDDPSYRSFH
SGGYGQDALGMDPMMEHEMGGHHPGADYPVDGLPDLGHAQDLMDGLPPGDSNQLAWEDTD
L

>sp|P46940 | IQGAL HUMAN Ras GTPase-activating-like protein IQGAP1
OS=Homo sapiens 0X=9606 GN=IQGAPl PE=1 SV=1
MSAADEVDGLGVARPHYGSVLDNERLTAEEMDERRRONVAYEYLCHLEEAKRWMEACLGE
DLPPTTELEEGLRNGVYLAKLGNFFSPKVVSLKKIYDREQTRYKATGLHFRHTDNVIQWL
NAMDEIGLPKIFYPETTDIYDRKNMPRCIYCIHALSLYLFKLGLAPQIQDLYGKVDFTEE
EINNMKTELEKYGIQMPAFSKIGGILANELSVDEAALHAAVIAINEAIDRRIPADTFAAL
KNPNAMLVNLEEPLASTYQDILYQAKQDKMTNAKNRTENSERERDVYEELLTQAETIQGNI
NKVNTFSALANIDLALEQGDALALFRALQSPALGLRGLQQONSDWYLKQLLSDKQQKRQS
GQTDPLOKEELQSGVDAANSAAQQYQRRLAAVALINAAIQKGVAEKTVLELMNPEAQLPQ
VYPFAADLYQKELATLQRQSPEHNLTHPELSVAVEMLSSVALINRALESGDVNTVWKQLS
SSVTGLTNIEEENCQRYLDELMKLKAQAHAENNEFTITWNDIQACVDHVNLVVQEEHERTL
ATIGLINEALDEGDAQKTLQALQIPAAKLEGVLAEVAQHYQDTLIRAKREKAQEIQDESAV
LWLDEIQGGIWQSNKDTQEAQKFALGIFAINEAVESGDVGKTLSALRSPDVGLYGVIPEC
GETYHSDLAEAKKKKLAVGDNNSKWVKHWVKGGYYYYHNLETQEGGWDEPPNFVQNSMQL
SREEIQSSISGVTAAYNREQLWLANEGLITRLQARCRGYLVRQEFRSRMNEFLKKQIPAIT
CIQSQWRGYKQKKAYQDRLAYLRSHKDEVVKIQSLARMHQARKRYRDRLQYFRDHINDITI
KIQAFIRANKARDDYKTLINAEDPPMVVVRKFVHLLDOSDODFQEELDLMKMREEVITLT
RSNQOQLENDLNLMDIKIGLLVKENKITLODVVSHSKKLTKKNKEQLSDMMMINKQKGGLKA
LSKEKREKLEAYQHLFYLLOTNPTYLAKLIFOMPONKSTKFMDSVIFTLYNYASNQREEY
LLLRLFKTALQEETIKSKVDQIQEIVTGNPTVIKMVVSFNRGARGONALRQILAPVVKEIM
DDKSLNIKTDPVDIYKSWVNQMESQTGEASKLPYDVTPEQALAHEEVKTRLDSSIRNMRA
VTDKFLSATIVSSVDKIPYGMRFIAKVLKDSLHEKFPDAGEDELLKIIGNLLYYRYMNPAT
VAPDAFDIIDLSAGGQLTTDQRRNLGSIAKMLQHAASNKMEFLGDNAHLSIINEYLSQSYQ
KFRRFFQTACDVPELQDKFNVDEYSDLVTLTKPVIYISIGEIINTHTLLLDHQDAIAPEH
NDPITHELLDDLGEVPTIESLIGESSGNLNDPNKEALAKTEVSLTLTNKFDVPGDENAEMD
ARTILLNTKRLIVDVIRFQPGETLTEILETPATSEQEAEHQRAMQRRAIRDAKTPDKMKK
SKSVKEDSNLTLOQEKKEKIQTGLKKLTELGTVDPKNKYQELINDIARDIRNQRRYRQRRK
AELVKLOQOQTYAALNSKATFYGEQVDYYKSYTIKTCLDNLASKGKVSKKPREMKGKKSKKIS
LKYTAARLHEKGVLLEIEDLQVNQFKNVIFEISPTEEVGDFEVKAKFMGVQMETEFMLHYQ
DLLOQLQYEGVAVMKLEFDRAKVNVNLLIFLLNKKFEYGK

>sp|P30041|PRDX6 HUMAN Peroxiredoxin-6 OS=Homo sapiens O0X=9606
GN=PRDX6 PE=1 SV=3
MPGGLLLGDVAPNFEANTTVGRIRFHDFLGDSWGILEFSHPRDFTPVCTTELGRAAKLAPE
FAKRNVKLIALSIDSVEDHLAWSKDINAYNCEEPTEKLPFPITIDDRNRELATLLGMLDPA
EKDEKGMPVTARVVFVFGPDKKLKLSILYPATTGRNFDEILRVVISLOQLTAEKRVATPVD
WKDGDSVMVLPTIPEEEAKKLFPKGVEFTKELPSGKKYLRYTPQP
>sp|PO08865|RSSA HUMAN 40S ribosomal protein SA OS=Homo sapiens
0X=9606 GN=RPSA PE=1 SV=4
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MSGALDVLOMKEEDVLKFLAAGTHLGGTNLDFOMEQYTYKRKSDGIYIINLKRTWEKLLL
AARAIVAIENPADVSVISSRNTGQRAVLKFAAATGATPIAGRFTPGTFTNQIQAAFREPR
LLVVTDPRADHQPLTEASYVNLPTTALCNTDSPLRYVDIATPCNNKGAHSVGLMWWMLAR
EVLRMRGTISREHPWEVMPDLYFYRDPEEIEKEEQAAAEKAVTKEEFQGEWTAPAPEFTA
TOQPEVADWSEGVQVPSVPIQQFPTEDWSAQPATEDWSAAPTAQATEWVGATTDWS
>sp|P06702|S10A9 HUMAN Protein S100-A9 OS=Homo sapiens O0X=9606
GN=S100A9 PE=1 SV=1
MTCKMSQLERNIETIINTFHQYSVKLGHPDTLNQGEFKELVRKDLONFLKKENKNEKVIE
HIMEDLDTNADKQLSFEEFIMLMARLTWASHEKMHEGDEGPGHHHKPGLGEGTP

>sp | PODOX5|IGG1 HUMAN Immunoglobulin gamma-1 heavy chain OS=Homo
sapiens 0X=9606 PE=1 SV=2
QVQLVOSGGGVVQPGRSLRLSCAASGEFTEFSRYTITHWVROQAPGKGLEWVAVMSYNGNNKHY
ADSVNGRFTISRNDSKNTLYLNMNSLRPEDTAVYYCARIRDTAMEFFAHWGQGTLVTVSSA
STKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSG
LYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGP
SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNS
TYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDEL
TKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSRWQ
QGNVFSCSVMHEALHNHYTQKSLSLSPGK

>sp|PO01857|IGHGL HUMAN Immunoglobulin heavy constant gamma 1
OS=Homo sapiens 0X=9606 GN=IGHG1l PE=1 SV=1
ASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG
PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYN
STYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEKTISKAKGQPREPQVYTLPPSRDE
LTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFEFLYSKLTVDKSRW
QOGNVFSCSVMHEALHNHYTQKSLSLSPGK

>sp|Q9CO075|K1C23 HUMAN Keratin, type I cytoskeletal 23 0OS=Homo
sapiens 0X=9606 GN=KRT23 PE=1 SV=2
MNSGHSFSQTPSASFHGAGGGWGRPRSFPRAPTVHGGAGGARISLSFTTRSCPPPGGSWG
SGRSSPLLGGNGKATMONLNDRLASYLEKVRALEEANMKLESRILKWHQQRDPGSKKDY S
QYEENITHLQEQIVDGKMTNAQIILLIDNARMAVDDEFNLKYENEHSFKKDLEIEVEGLRR
TLDNLTIVTTDLEQEVEGMRKELILMKKHHEQEMEKHHVPSDENVNVKVDTGPREDLIKV
LEDMRQEYELITKKKHRDLDTWYKEQSAAMSQEAASPATVQSROGDIHELKRTFQALETD
LOTQYSTKSALENMLSETQSRYSCKLODMQEITISHYEEELTQLRHELEROQNNEYQVLLGT
KTHLEKEITTYRRLLEGESEGTREESKSSMKVSATPKIKAITQETINGRLVLCQVNEIQK

HA

>sp| Q72320 |K1C25 HUMAN Keratin, type I cytoskeletal 25 OS=Homo
sapiens 0X=9606 GN=KRT25 PE=1 SV=1
MSLRLSSASRRSCPRPTTGSLRLYGGGTSEFGTGNSCGISGIGSGEFSSAFGGSSSGGNTGG
GNPCAGFTVNERGLLSGNEKVTMONLNDRLASYLDSVHALEEANADLEQKTIKGWYEKFGP
GSCRGLDHDYSRYFPIIDDLKNQITASTTSNANAVLOIDNARLTADDFRLKYENELALHQ
SVEADVNGLRRVLDEITLCRTDLEIQYETLSEEMTYLKKNHKEEMQVLOCAAGGNVNVEM
NAAPGVDLTVLLNNMRAEYEALAEQNRRDAEAWENEKSASLOQQISEDVGATTSARNELT
EMKRTLOQTLEIELQSTLLATKHSLECSLTETESNYCAQLAQIQAQIGALEEQLHQVRTETE
GOKLEYEQLLDIKLHLEKEIETYCLLIGGDDGACKSGGYKSKDYGSGNVGSQVKDPAKAT
VVKKVLEEVDQRSKILTTRLHSLEEKSQSN
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>sp Q14204 |DYHC1 HUMAN Cytoplasmic dynein 1 heavy chain 1 OS=Homo
sapiens 0X=9606 GN=DYNC1H1 PE=1 SV=5
MSEPGGGGGEDGSAGLEVSAVONVADVSVLOQKHLRKLVPLLLEDGGEAPAATLEAALEEKS
ALEQMRKFLSDPQVHTVLVERSTLKEDVGDEGEEEKEFISYNINIDIHYGVKSNSLAFIK
RTPVIDADKPVSSQLRVLTLSEDSPYETLHSFISNAVAPFFKSYIRESGKADRDGDKMAP
SVEKKITAELEMGLLHLOONIETIPEISLPTHPMITNVAKQCYERGEKPKVTDEFGDKVEDPT
FLNQLQSGVNRWIREIQKVTKLDRDPASGTALQEISFWLNLERALYRIQEKRESPEVLLT
LDILKHGKRFHATVSFDTDTGLKQALETVNDYNPLMKDFPLNDLLSATELDKIRQALVAT
FTHLRKIRNTKYPIQRALRLVEATSRDLSSQLLKVLGTRKLMHVAYEEFEKVMVACFEVF
QTWDDEYEKLQVLLRDIVKRKREENLKMVWRINPAHRKLQARLDOMRKFRROQHEQLRAVTI
VRVLRPQVTAVAQONQGEVPEPQDMKVAEVLFDAADANATIEEVNLAYENVKEVDGLDVSK
EGTEAWEAAMKRYDERIDRVETRITARLRDQLGTAKNANEMFRIFSRENALFVRPHIRGA
IREYQTQLIQRVKDDIESLHDKEFKVQYPQOSQACKMSHVRDLPPVSGSITIWAKQIDRQLTA
YMKRVEDVLGKGWENHVEGOQKLKQDGDSFRMKLNTQETEFDDWARKVQQORNLGVSGRIFTTI
ESTRVRGRTGNVLKLKVNFLPEIITLSKEVRNLKWLGEFRVPLATVNKAHQANQLYPFATIS
LIESVRTYERTCEKVEERNTISLLVAGLKKEVQALIAEGIALVWESYKLDPYVQRLAETV
FNFQEKVDDLLTITEEKIDLEVRSLETCMYDHKTFSEILNRVOQKAVDDLNLHSYSNLPTIWV
NKLDMETERILGVRLOQAGLRAWTQVLLGQAEDKAEVDMDTDAPQVSHKPGGEPKIKNVVH
ELRITNQVIYLNPPIEECRYKLYQEMFAWKMVVLSLPRIQSQORYQVGVHYELTEEEKFYR
NALTRMPDGPVALEESYSAVMGIVSEVEQYVKVWLOYQCLWDMQAENTIYNRLGEDLNKWQ
ALLVQIRKARGTEFDNAETKKEFGPVVIDYGKVQSKVNLKYDSWHKEVLSKEGOMLGSNMT
EFHSQISKSRQELEQHSVDTASTSDAVTFITYVQSLKRKIKQFEKQVELYRNGQRLLEKQ
REFQFPPSWLYIDNIEGEWGAFNDIMRRKDSATQQOVANLOMKIVQEDRAVESRTTDLLTD
WEKTKPVTGNLRPEEALQALTIYEGKFGRLKDDREKCAKAKEALELTDTGLLSGSEERVQ
VALEELQDLKGVWSELSKVWEQIDQOMKEQPWVSVQPRKLRONLDALLNQLKSFPARLRQY
ASYEFVORLLKGYMKINMLVIELKSEALKDRHWKQLMKRLHVNWVVSELTLGQIWDVDLQ
KNEATVKDVLLVAQGEMALEEFLKQIREVWNTYELDLVNYONKCRLIRGWDDLENKVKEH
INSVSAMKLSPYYKVFEEDALSWEDKLNRIMALEFDVWIDVQRRWVYLEGIFTGSADIKHL
LPVETQRFQSISTEFLALMKKVSKSPLVMDVLNIQGVORSLERLADLLGKIQKALGEYLE
RERSSFPREYFVGDEDLLETIIGNSKNVAKLOQKHFKKMFAGVSSIILNEDNSVVLGISSRE
GEEVMFKTPVSITEHPKINEWLTLVEKEMRVTLAKLLAESVTEVEIFGKATSIDPNTYIT
WIDKYQAQLVVLSAQIAWSENVETALSSMGGGGDAAPLHSVLSNVEVTLNVLADSVLMEQ
PPLRRRKLEHLITELVHQRDVTRSLIKSKIDNAKSFEWLSQMREFYFDPKQTDVLQQLSIQ
MANAKEFNYGFEYLGVQDKLVQTPLTDRCYLTMTQALEARLGGSPFGPAGTGKTESVKALG
HOLGRFVLVENCDETEFDFQAMGRIFVGLCQVGAWGCEFDEFNRLEERMLSAVSQQVQCIQE
ALREHSNPNYDKTSAPITCELLNKQVKVSPDMAIFITMNPGYAGRSNLPDNLKKLFRSLA
MTKPDROLTAQVMLYSQGFRTAEVLANKIVPFFKLCDEQLSSQSHYDFGLRALKSVLVSA
GNVKRERIQKIKREKEERGEAVDEGEIAENLPEQETILIQSVCETMVPKLVAEDIPLLFSL
LSDVFPGVQYHRGEMTALREELKKVCQEMYLTYGDGEEVGGMWVEKVLOLYQTTQINHGL
MMVGPSGSGKSMAWRVLLKALERLEGVEGVAHITIDPKATISKDHLYGTLDPNTREWTDGLF
THVLRKIIDSVRGELQKRQWIVEFDGDVDPEWVENLNSVLDDNKLLTLPNGERLSLPPNVR
IMFEVODLKYATLATVSRCGMVWEFSEDVLSTDMIFNNFLARLRSTIPLDEGEDEAQRRRKG
KEDEGEEAASPMLOTIQRDAATIMQPYFTSNGLVTKALEHAFQLEHIMDLTRLRCLGSLES
MLHQACRNVAQYNANHPDEFPMOQIEQLERYIQRYLVYAILWSLSGDSRLKMRAELGEYIRR
ITTVPLPTAPNIPIIDYEVSISGEWSPWQAKVPQIEVETHKVAAPDVVVPTLDTVRHEAL
LYTWLAEHKPLVLCGPPGSGKTMTLFSALRALPDMEVVGLNEFSSATTPELLLKTFDHYCE
YRRTPNGVVLAPVQLGKWLVLEFCDE INLPDMDKYGTQRVISFIROMVEHGGEYRTSDQTW
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VKLERIQFVGACNPPTDPGRKPLSHRFLRHVPVVYVDYPGPASLTQIYGTFNRAMLRLIP
SLRTYAEPLTAAMVEFYTMSQERFTODTQPHYTIYSPREMTRWVRGIFEALRPLETLPVEG
LIRIWAHEALRLFOQDRLVEDEERRWTDENIDTVALKHFPNIDREKAMSRPILYSNWLSKD
YIPVDQEELRDYVKARLKVEFYEEELDVPLVLENEVLDHVLRIDRIFRQPOGHLLLIGVSG
AGKTTLSREVAWMNGLSVYQIKVHRKYTGEDFDEDLRTVLRRSGCKNEKIAFIMDESNVL
DSGFLERMNTLLANGEVPGLFEGDEYATLMTQCKEGAQKEGLMLDSHEELYKWETSQVIR
NLHVVEFTMNPSSEGLKDRAATSPALFNRCVLNWEGDWSTEALYQVGKEFTSKMDLEKPNY
IVPDYMPVVYDKLPQPPSHREAIVNSCVEFVHQTLHQANARLAKRGGRTMAITPRHYLDFTI
NHYANLFHEKRSELEEQOMHILNVGLRKIKETVDQVEELRRDLRIKSQELEVKNAAANDKL
KKMVKDQQEAEKKKVMSQETQEQLHKQQEVIADKOMSVKEDLDKVEPAVIEAQNAVKSIK
KQHLVEVRSMANPPAAVKLALESICLLLGESTTDWKQIRSIIMRENFIPTIVNEFSAEEIS
DATREKMKKNYMSNPSYNYEIVNRASLACGPMVKWATAQLNYADMLKRVEPLRNELQKLE
DDAKDNQQKANEVEQMIRDLEASTARYKEEYAVLISEAQATKADLAAVEAKVNRSTALLK
SLSAERERWEKTSETFKNOMSTIAGDCLLSAAFTAYAGYFDQOMRONLFTTWSHHLOQAN
IQFRTDIARTEYLSNADERLRWOQASSLPADDLCTENATIMLKRENRYPLTIIDPSGQATEFT
MNEYKDRKITRTSFLDDAFRKNLESALRFGNPLLVQODVESYDPVLNPVLNREVRRTGGRV
LITLGDODIDLSPSEVIFLSTRDPTVEFPPDLCSRVTEFVNEFTVTRSSLOSQCLNEVLKAE
RPDVDEKRSDLLKLQGEFQLRLROQLEKSLLOATLNEVKGRILDDDTIITTLENLKREAAEV
TRKVEETDIVMQEVETVSQQYLPLSTACSSIYFTMESLKQIHFLYQYSLOFFLDIYHNVL
YENPNLKGVTDHTQRLSIITKDLFQVAFNRVARGMLHOQDHITFAMLLARTIKLKGTVGEPT
YDAEFQHFLRGNEIVLSAGSTPRIQGLTVEQAEAVVRLSCLPAFKDLIAKVQADEQEFGIW
LDSSSPEQTVPYLWSEETPATPIGOQATHRLLLIQAFRPDRLLAMAHMEVSTNLGESFMST
MEQPLDLTHIVGTEVKPNTPVLMCSVPGYDASGHVEDLAAEQNTQITSTIATGSAEGENQA
DKAINTAVKSGRWVMLKNVHLAPGWLMOQLEKKLHSLOPHACFRLFLTMEINPKVPVNLLR
AGRIFVFEPPPGVKANMLRTFSSIPVSRICKSPNERARLYFLLAWFHAITIQERLRYAPLG
WSKKYEFGESDLRSACDTVDTWLDDTAKGRONISPDKIPWSALKTLMAQSTIYGGRVDNEF
DORLLNTFLERLFTTRSFDSEFKLACKVDGHKDIQMPDGIRREEFVOQWVELLPDTQTPSW
LGLPNNAERVLLTTQGVDMI SKMLKMOMLEDEDDLAYAETEKKTRTDSTSDGRPAWMRTL
HTTASNWLHLIPQTLSHLKRTVENIKDPLFRFFEREVKMGAKLLODVRQDLADVVQVCEG
KKKQTNYLRTLINELVKGILPRSWSHYTVPAGMTVIQWVSDFSERIKQLONISLAAASGG
AKELKNIHVCLGGLFVPEAYITATROQYVAQANSWSLEELCLEVNVTTSQGATLDACSEFGV
TGLKLQGATCNNNKLSLSNAISTALPLTQLRWVKQTNTEKKASVVTLPVYLNFTRADLIF
TVDFEIATKEDPRSEFYERGVAVLCTE

>sp|P05787|K2C8 HUMAN Keratin, type II cytoskeletal 8 OS=Homo
sapiens 0X=9606 GN=KRT8 PE=1 SV=7
MSTIRVTQKSYKVSTSGPRAFSSRSYTSGPGSRISSSSEFSRVGSSNFRGGLGGGYGGASGM
GGITAVTVNQSLLSPLVLEVDPNIQAVRTQEKEQIKTLNNKFASFIDKVRFLEQONKMLE
TKWSLLOQOQKTARSNMDNMFESYINNLRROQLETLGQEKLKLEAELGNMOQGLVEDFKNKYE
DEINKRTEMENEFVLIKKDVDEAYMNKVELESRLEGLTDEINFLRQLYEEETRELQSQTIS
DTSVVLSMDNSRSLDMDSTIIAEVKAQYEDIANRSRAEAESMYQIKYEELQSTLAGKHGDDL
RRTKTEISEMNRNISRLOAEIEGLKGQRASLEAATADAEQRGELATKDANAKLSELEAAL
QRAKQDMARQLREYQELMNVKLALDIETATYRKLLEGEESRLESGMONMSTHTKTTSGYA
GGLSSAYGGLTSPGLSYSLGSSEFGSGAGSSSEFSRTSSSRAVVVKKIETRDGKLVSESSDV
LPK

>sp|P25311|ZA2G_HUMAN Zinc-alpha-2-glycoprotein OS=Homo sapiens
0X=9606 GN=AZGPl PE=1 SV=2
MVRMVPVLLSLLLLLGPAVPQENQDGRYSLTYIYTGLSKHVEDVPAFQALGSLNDLQFFR
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YNSKDRKSQPMGLWRQVEGMEDWKQDSQLOKAREDIFMETLKDIVEYYNDSNGSHVLQGR
FGCEIENNRSSGAFWKYYYDGKDYIEFNKEIPAWVPFDPAAQITKQKWEAEPVYVQRAKA
YLEEECPATLRKYLKYSKNILDRODPPSVVVTSHQAPGEKKKLKCLAYDEFYPGKIDVHWT
RAGEVQEPELRGDVLHNGNGTYQSWVVVAVPPODTAPYSCHVQHSSLAQPLVVPWEAS
>sp|P08729|K2C7 HUMAN Keratin, type II cytoskeletal 7 OS=Homo
sapiens 0X=9606 GN=KRT7 PE=1 SV=5
MSTHFSSPVFTSRSAAFSGRGAQVRLSSARPGGLGSSSLYGLGASRPRVAVRSAYGGPVG
AGIREVTINQSLLAPLRLDADPSLQRVRQEESEQIKTLNNKFASFIDKVRFLEQONKLLE
TKWTLLOEQKSAKSSRLPDIFEAQTIAGLRGQLEALQVDGGRLEAELRSMODVVEDFKNKY
EDEINHRTAAENEFVVLKKDVDAAYMSKVELEAKVDALNDE INFLRTLNETELTELQSQT
SDTSVVLSMDNSRSLDLDGIIAEVKAQYEEMAKCSRAEAEAWYQTKFETLQAQAGKHGDD
LRNTRNETISEMNRATQRLOAEIDNIKNQRAKLEAATAEAEERGELALKDARAKQEELEAA
LORGKQODMARQLREYQELMSVKLALDIEIATYRKLLEGEESRLAGDGVGAVNISVMNSTG
GSSSGGGIGLTLGGTMGSNALSFSSSAGPGLLKAYSTIRTASASRRSARD
>sp|P02675|FIBB HUMAN Fibrinogen beta chain OS=Homo sapiens
0X=9606 GN=FGB PE=1 SV=2
MKRMVSWSFHKLKTMKHLLLLLLCVFLVKSQGVNDNEEGFFSARGHRPLDKKREEAPSLR
PAPPPTISGGGYRARPAKAAATQKKVERKAPDAGGCLHADPDLGVLCPTGCQLOQEALLQQE
RPIRNSVDELNNNVEAVSQTSSSSFQYMYLLKDLWQKRQKQVKDNENVVNEYSSELEKHQ
LYTIDETVNSNIPTNLRVLRSILENLRSKIQKLESDVSAQMEYCRTPCTVSCNIPVVSGKE
CEETTIRKGGETSEMYLIQPDSSVKPYRVYCDMNTENGGWTVIQNRQDGSVDEFGRKWDPYK
QGFGNVATNTDGKNYCGLPGEYWLGNDKISQLTRMGPTELLIEMEDWKGDKVKAHYGGET
VONEANKYQISVNKYRGTAGNALMDGASQLMGENRTMTIHNGMFEFSTYDRDNDGWLTSDP
RKQCSKEDGGGWWYNRCHAANPNGRYYWGGQYTWDMAKHGTDDGVVWMNWKGSWY SMRKM
SMKIRPFFPQQ

>sp|P30086| PEBP1 HUMAN Phosphatidylethanolamine-binding protein 1
OS=Homo sapiens 0X=9606 GN=PEBP1 PE=1 SV=3
MPVDLSKWSGPLSLOQEVDEQPOQHPLHVTYAGAAVDELGKVLTPTQVKNRPTSISWDGLDS
GKLYTLVLTDPDAPSRKDPKYREWHHFLVVNMKGNDISSGTVLSDYVGSGPPKGTGLHRY
VWLVYEQDRPLKCDEPILSNRSGDHRGKFKVASFRKKYELRAPVAGTCYQAEWDDYVPKL
YEQLSGK

>sp|Ql4134|TRI2Z9 HUMAN Tripartite motif-containing protein 29
OS=Homo sapiens 0X=9606 GN=TRIM29 PE=1 SV=2
MEAADASRSNGSSPEARDARSPSGPSGSLENGTKADGKDAKTTNGHGGEAAEGKSLGSAL
KPGEGRSALFAGNEWRRPITIQFVESGDDKNSNYEFSMDSMEGKRSPYAGLOLGAAKKPPVT
FAEKGELRKSIFSESRKPTVSIMEPGETRRNSYPRADTGLESRSKSGSEEVLCDSCIGNK
QKAVKSCLVCQASFCELHLKPHLEGAAFRDHQLLEPIRDFEARKCPVHGKTMELEFCQTDQ
TCICYLCMFQEHKNHSTVTVEEAKAEKETELSLOKEQLQLKITETEDEAEKWQKEKDRIK
SEFTTNEKATILEQNFRDLVRDLEKQKEEVRAALEQREQDAVDQVKVIMDALDERAKVLHED
KOTREQLHSISDSVLFLQEFGALMSNYSLPPPLPTYHVLLEGEGLGQSLGNFKDDLLNVC
MRHVEKMCKADLSRNFIERNHMENGGDHRYVNNYTNSFGGEWSAPDTMKRYSMYLTPKGG
VRTSYQPSSPGREFTKETTQKNEFNNLYGTKGNYTSRVWEYSSSTIQNSDNDLPVVQGSSSE'S
LKGYPSLMRSQSPKAQPOQTWKSGKQTMLSHYRPFYVNKGNGIGSNEAP

>sp Q02487 |DSC2 HUMAN Desmocollin-2 OS=Homo sapiens 0X=96006
GN=DSC2 PE=1 SV=1
MEAARPSGSWNGALCRLLLLTLAILTFASDACKNVTLHVPSKLDAEKLVGRVNLKECFTA
ANLTHSSDPDFQILEDGSVYTTNTILLSSEKRSFTILLSNTENQEKKKIFVFLEHQTKVL
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KKRHTKEKVLRRAKRRWAPTIPCSMLENSLGPFPLEFLQQVQSDTAQNYTIYYSTIRGPGVDQ
EPRNLFYVERDTGNLYCTRPVDREQYESFEITAFATTPDGYTPELPLPLITIKIEDENDNY
PIFTEETYTFTIFENCRVGTTVGQVCATDKDEPDTMHTRLKYSITIGQVPPSPTLEFSMHPT
TGVITTTSSQLDRELIDKYQLKIKVQODMDGQYFGLQTTSTCIINIDDVNDHLPTEFTRTSY
VTSVEENTVDVEILRVTVEDKDLVNTANWRANYTILKGNENGNEFKIVTDAKTNEGVLCVV
KPLNYEEKQOMILOTIGVVNEAPFSREASPRSAMSTATVTVNVEDQDEGPECNPPIQTVRM
KENAEVGTTSNGYKAYDPETRSSSGIRYKKLTDPTGWVTIDENTGSIKVFRSLDREAETT
KNGIYNITVLASDQGGRTCTGTLGIILQODVNDNSPFIPKKTVIICKPTMSSAEIVAVDPD
EPTHGPPFDEFSLESSTSEVOQRMWRLKAINDTAARLSYQNDPPEFGSYVVPITVRDRLGMSS
VTSLDVTLCDCITENDCTHRVDPRIGGGGVQLGKWAILAILLGIALLFCILFTLVCGASG
TSKQPKVIPDDLAQONLIVSNTEAPGDDKVYSANGEFTTQTVGASAQGVCGTVGSGIKNGG
QETTEMVKGGHQTSESCRGAGHHHTLDSCRGGHTEVDNCRYTYSEWHSFTQPRLGEKVYL
CNQDENHKHAQDYVLTYNYEGRGSVAGSVGCCSERQEEDGLEFLDNLEPKFRTLAEACMK
R

>sp|Q7RTS7|K2C74 HUMAN Keratin, type II cytoskeletal 74 OS=Homo
sapiens 0X=9606 GN=KRT74 PE=1 SV=2
MSRQLNIKSSGDKGNEFSVHSAVVPRKAVGSLASYCAAGRGAGAGEFGSRSLYSLGGNRRIS
FNVAGGGVRAGGYGFRPGSGYGGGRASGFAGSMFGSVALGPACLSVCPPGGIHQVTVNKS
LLAPLNVELDPEIQKVRAQEREQIKVLNDKFASFIDKVRFLEQONQVLETKWELLQQLDL
NNCKKNLEPILEGYISNLRKQLETLSGDRVRLDSELRSMRDLVEDYKKRYEVEINRRTTA
ENEFVVLKKDADAAYAVKVELQAKVDSLDKEIKFLKCLYDAETAQTIQTHASETSVILSMD
NNRDLDLDSITAEVRMHYEETALKSKAEAEALYQTKIQELQLAASRHGDDLKHTRSEMVE
ILNRLIQRIRCEIGNVKKQRASLETATADAEQRGDNALKDAQAKLDELEGALHQAKEELAR
MLREYQELMSLKLALDME IATYRKLLEGEECRMSGENPSSVSISVISSSSYSYHHPSSAG
VDLGASAVAGSSGSTQSGQTKTTEARGGDLKDTQGKSTPASIPARKATR
>sp|P07900|HS90A HUMAN Heat shock protein HSP 90-alpha OS=Homo
sapiens 0X=9606 GN=HSPY90AAl PE=1 SV=5
MPEETQTODOPMEEEEVETFAFQAETAQIMSLIINTEFYSNKEIFLRELISNSSDALDKIR
YESLTDPSKLDSGKELHINLIPNKQDRTLTIVDTGIGMTKADLINNLGTIAKSGTKAFME
ALQAGADISMIGQFGVGEFYSAYLVAEKVTVITKHNDDEQYAWESSAGGSETVRTDTGEPM
GRGTKVILHLKEDQTEYLEERRIKEIVKKHSQFIGYPITLFVEKERDKEVSDDEAEEKED
KEEEKEKEEKESEDKPEIEDVGSDEEEEKKDGDKKKKKKIKEKY IDQEELNKTKPIWTRN
PDDITNEEYGEFYKSLTNDWEDHLAVKHFSVEGQLEFRALLFVPRRAPFDLFENRKKKNN
IKLYVRRVFIMDNCEELIPEYLNFIRGVVDSEDLPLNISREMLQQSKILKVIRKNLVKKC
LELFTELAEDKENYKKFYEQFSKNIKLGIHEDSQNRKKLSELLRYYTSASGDEMVSLKDY
CTRMKENQKHIYYITGETKDQVANSAFVERLRKHGLEVIYMIEPIDEYCVQQLKEFEGKT
LVSVTKEGLELPEDEEEKKKQEEKKTKFENLCKIMKDILEKKVEKVVVSNRLVTSPCCIV
TSTYGWTANMERIMKAQALRDNSTMGYMAAKKHLEINPDHSITETLRQKAEADKNDKSVK
DLVILLYETALLSSGEFSLEDPQTHANRIYRMIKLGLGIDEDDPTADDTSAAVTEEMPPLE
GDDDTSRMEEVD

>sp|Q58FGO|HS905 HUMAN Putative heat shock protein HSP 90-alpha A5
OS=Homo sapiens 0X=9606 GN=HSPY90AASP PE=2 3V=1
MGFHEVGQAGLELLTSGHPALERRPEYLEERRIKEIVKKHSQFIGYPITLEVEKKRNKQV
SDAEAEKKEDKRKKKKESNDKPEIEDVGSDEEEEKKDADKKKKKSKEKYIDQELNKTKPI
WTRNPDAITNEEYGEFHQSLTNNWEDHLAVKHEFSVEGQLEELKDSRRVMKANQKHIYYTIT
GETKDQVANSAFVECLOQKHGLEVIYMIELIDKYCVQOQLKELESKTVVSVAKEGLELPEDE
EEKKKQEEKKTKFENLCKIMKDMLEKKVKKVVVSNCMEDPQRHTNKIYRMIKLGLGVDEY
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DPTANDINAAITKEMPPLRGGDDTSRMEEVGGSG

>sp|P07237 | PDIAL HUMAN Protein disulfide-isomerase OS=Homo
sapiens 0X=9606 GN=P4HB PE=1 SV=3
MLRRALLCLAVAALVRADAPEEEDHVLVLRKSNFAEALAAHKYLLVEFYAPWCGHCKALA
PEYAKAAGKLKAEGSEIRLAKVDATEESDLAQQYGVRGYPTIKFFRNGDTASPKEYTAGR
EADDIVNWLKKRTGPAATTLPDGAAAESLVESSEVAVIGFFKDVESDSAKQFLOQAAEATID
DIPFGITSNSDVFSKYQLDKDGVVLFKKFDEGRNNFEGEVTKENLLDFIKHNQLPLVIEF
TEQTAPKIFGGEIKTHILLFLPKSVSDYDGKLSNFKTAAESFKGKILFIFIDSDHTDNQR
ILEFFGLKKEECPAVRLITLEEEMTKYKPESEELTAERITEFCHRFLEGKIKPHLMSQEL
PEDWDKQPVKVLVGKNFEDVAFDEKKNVEVEFYAPWCGHCKQLAPIWDKLGETYKDHENT
VIAKMDSTANEVEAVKVHSFPTLKFFPASADRTVIDYNGERTLDGFKKFLESGGQDGAGD
DDDLEDLEEAEEPDMEEDDDQKAVKDEL

>sp|P08727|K1C19 HUMAN Keratin, type I cytoskeletal 19 OS=Homo
sapiens 0X=9606 GN=KRT19 PE=1 SV=4
MTSYSYROSSATSSEFGGLGGGSVRFGPGVAFRAPSTHGGSGGRGVSVSSAREFVSSSSSGA
YGGGYGGVLTASDGLLAGNEKLTMONLNDRLASYLDKVRALEAANGELEVKIRDWYQKQG
PGPSRDYSHYYTTIQDLRDKILGATIENSRIVLQTIDNARLAADDFRTKFETEQALRMSVE
ADINGLRRVLDELTLARTDLEMQIEGLKEELAYLKKNHEEETISTLRGQVGGQVSVEVDSA
PGTDLAKILSDMRSQYEVMAEQNRKDAEAWFTSRTEELNREVAGHTEQLQMSRSEVTDLR
RTLOGLEIELQSQLSMKAALEDTLAETEARFGAQLAHTIQALISGIEAQLGDVRADSERQN
QEYQRILMDIKSRLEQETATYRSLLEGQEDHYNNLSASKVL

>sp|P12814|ACTN1 HUMAN Alpha-actinin-1 OS=Homo sapiens O0X=9606
GN=ACTN1 PE=1 SV=2
MDHYDSQQTNDYMQPEEDWDRDLLLDPAWEKQQORKTFTAWCNSHLRKAGTQIENIEEDFEFR
DGLKLMLLLEVISGERLAKPERGKMRVHKISNVNKALDFIASKGVKLVSIGAEEIVDGNV
KMTLGMIWTITILRFATQDISVEETSAKEGLLLWCQRKTAPYKNVNIQNFHISWKDGLGEC
ALTHRHRPELIDYGKLRKDDPLTNLNTAFDVAEKYLDIPKMLDAEDIVGTARPDEKAIMT
YVSSEFYHAFSGAQKAETAANRICKVLAVNQENEQLMEDYEKLASDLLEWIRRTIPWLENR
VPENTMHAMQQOKLEDFRDYRRLHKPPKVQEKCQLEINFNTLOQTKLRLSNRPAFMPSEGRM
VSDINNAWGCLEQVEKGYEEWLLNEIRRLERLDHLAEKFRQKASTHEAWTDGKEAMLRQK
DYETATLSEIKALLKKHEAFESDLAAHQDRVEQTAATAQELNELDYYDSPSVNARCQKIC
DOWDNLGALTQKRREALERTEKLLETIDQLYLEYAKRAAPFNNWMEGAMEDLODTEFIVHT
IEEIQGLTTAHEQFKATLPDADKERLAILGIHNEVSKIVQTYHVNMAGTNPYTTITPQET
NGKWDHVRQLVPRRDOQALTEEHARQOQHNERLRKQFGAQANVIGPWIQTKMEEIGRISTIEM
HGTLEDQLSHLRQYEKSIVNYKPKIDQLEGDHQLIQEALIFDNKHTNYTMEHIRVGWEQL
LTTIARTINEVENQILTRDAKGISQEQMNEFRASFNHFDRDHSGTLGPEEFKACLISLGY
DIGNDPQGEAEFARIMSIVDPNRLGVVTFQAFIDFMSRETADTDTADQVMASEFKILAGDK
NYITMDELRRELPPDQAEYCIARMAPYTGPDSVPGALDYMSFSTALYGESDL
>sp|P37802 | TAGL2Z HUMAN Transgelin-2 OS=Homo sapiens 0X=9606
GN=TAGLN2 PE=1 SV=3
MANRGPAYGLSREVQOKIEKQYDADLEQILIQWITTQCRKDVGRPQPGRENFONWLKDGT
VLCELINALYPEGQAPVKKIQASTMAFKOMEQISQFLQAAERYGINTTDIFQTVDLWEGK
NMACVQRTLMNLGGLAVARDDGLEFSGDPNWFPKKSKENPRNFSDNQLQEGKNVIGLOMGT
NRGASQAGMTGYGMPRQIL

>sp | POCT7H8 |[KRA23 HUMAN Keratin-associated protein 2-3 0OS=Homo
sapiens 0X=9606 GN=KRTAP2-3 PE=1 SV=2
MTGSCCGSTLSSLSYGGGCCQPCCCRDPCCCRPVTCQTTVCRPVTCVPRCTRPICEPCRR
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PVCCDPCSLOQEGCCRPITCCPSSCTAVVCRPCCWATTCCQPVSVQSPCCRPPCGQPTPCS
TTCRTSSC

>sp | Q9BYUS |[KRA21 HUMAN Keratin-associated protein 2-1 0OS=Homo

sapiens 0X=9606 GN=KRTAP2-1 PE=2 SV=2
MTGSCCGSTFEFSSLSYGGGCCQPCCCRDPCCCRPVTCQTTVCRPVTCVPRCTRPICEPCRR
PVCCDPCSLQEGCCRPITCCPSSCTAVVCRPCCWATTCCQPVSVQSPCCRPPCGQPTPCS
TTCRTSSC

>sp|Q9BYRY |[KRA24 HUMAN Keratin-associated protein 2-4 0OS=Homo

sapiens 0X=9606 GN=KRTAP2-4 PE=1 SV=1
MTGSCCGSTLSSLSYGGGCCQPCCCRDPCCCRPVTCQTTVCRPVTCVPRCTRPICEPCRR
PVCCDPCSLQEGCCRPITCCPSSCTAVVCRPCCWATTCCQPVSVQSPCCRPPCGQPTPCS
TTCRTSSC

>sp|Q9BYTS |KRA22 HUMAN Keratin-associated protein 2-2 0OS=Homo

sapiens 0X=9606 GN=KRTAP2-2 PE=2 SV=3
MTGSCCGSTFSSLSYGGGCCQPCCCRDPCCCRPVTCQTTVCRPVTCVPRCTRPICEPCRR
PVCCDPCSLQEGCCRPITCCPSSCTAVVCRPCCWATTCCQPVSVQSPCGQPTPCSTTCRT
SSC

>sp| Q07283 | TRHY HUMAN Trichohyalin OS=Homo sapiens 0X=9606 GN=TCHH

PE=1 SV=2

MSPLLRSICDITEIFNQYVSHDCDGAALTKKDLKNLLEREFGAVLRRPHDPKTVDLILEL
LDLDSNGRVDEFNEFLLEFIFKVAQACYYALGOATGLDEEKRARCDGKESLLODRRQEEDQR
RFEPRDRQLEEEPGORRROKROEQERELAEGEEQSEKQERLEQRDROQRRDEELWRQRQEW
QEREERRAEEEQLOSCKGHETEEFPDEEQLRRRELLELRRKGREEKQQORRERQDRVEQE
EEEKEWRKRETVLRKEEEKLOQEEEPOQRORELOEEEEQLRKLERQELRRERQEEEQQOQORL
RREQOLRRKQEEERREQQEERREQQERREQQEERREQOLRREQEERREQQLRREQEEERR
EQOLRREQEEERREQOLRREQOTLRREQOLRREQOLRREQOLRREQOLRREQOLRREQQOLR
REQOLRREQEEERHEQKHEQERREQRLKREQEERRDWLKREEETERHEQERRKQQLKRDQ
EEERRERWLKLEEEERREQOQERREQOLRREQEERREQRLKROEEEERLOQRLRSEQQLRR
EQEERREQLLKREEEKRLEQERREQRLKREQEERRDOQLLKREEERROQQRLKREQEERLEQ
RLKREEVERLEQEERREQRLKREEPEEERRQOLLKSEEQEERRQQQLRREQQERREQRLK
REEEEERLEQRLKREHEEERREQELAEEEQEQARERIKSRIPKWOQWQLESEADARQSKVY
SRPRKQEGORRROEQEEKRRRRESELOQWOEEERAHRQQOEEEQRRDETWOQWQAEEKSERG
RORLSARPPLREQRERQLRAEERQOREQRFLPEEEEKEQRRROQRREREKELQFLEEEEQL
QRRERAQOQLOEEEDGLOEDQERRRSQEQRRDOKWRWOQLEEERKRRRHTLYAKPALQEQLR
KEQOLLOQEEEEELOQREEREKRRROEQERQYREEEQLOQOEEEQLLREEREKRRROERERQY
RKDKKLQOKEEQLLGEEPEKRRROQEREKKYREEEELQQEEEQLLREEREKRRROQEWERQY
RKKDELQOQEEEQLLREEREKRRLOERERQYREEEELQOEEEQLLGEERETRRROELERQY
RKEEELQOEEEQLLREEPEKRRROERERQCREEEELQOEEEQLLREEREKRRROELERQY
REEEEVQOEEEQLLREEPEKRRROQELERQYREEEELOQQEEEQLLREEQEKRRQERERQYR
EEEELOQROKRKQRYRDEDQRSDLKWOWE PEKENAVRDNKVYCKGRENEQFRQLEDSQLRD
ROSOODLOHLLGEQQERDREQERRRWOORDRHFPEEEQLEREEQKEAKRRDRKSQEEKQL
LREEREEKRRROQETDRKFREEEQLLOEREEQPLRROQERDRKFREEELRHOEQGRKFLEEE
QRLRROERERKFLKEEQQLRCOQEREQQLRODRDRKFREEEQQLSROQERDRKFREEEQQVR
ROERERKFLEEEQQLRQERHRKFREEEQLLOQEREEQQTLHRQERDRKFLEEEQQLRRQERD
RKFREQELRSQEPERKFLEEEQOLHRQORORKFLOEEQOQLRROERGOORRODRDRKFREE
EQLRQEREEQQLSRQERDRKFRLEEQKVRROQEQERKFMEDEQQLRROQEGOQOLROQERDRK
FREDEQLLOEREEQOLHROQERDRKFLEEEPOQLRROEREQQLRHDRDRKFREEEQLLOEGE
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EQQOLRRQERDRKFREEEQQLRRQERERKFLOEEQQOLRROQELERKFREEEQLRQETEQEQL
RROERYRKILEEEQLRPEREEQQLRRQERDRKFREEEQLROQEREEQQLRSQESDRKFREE
EQLROEREEQOLRPOORDGKYRWEEEQLQLEEQEQRLRQERDRQYRAEEQFATQEKSRRE
EQELWQEEEQKRRQERERKLREEHTIRRQOKEEQRHRQVGE IKSQEGKGHGRLLEPGTHQF
ASVPVRSSPLYEYIQEQRSQYRP

>sp | Q5VVQ6 |OTULl HUMAN Ubiquitin thiocesterase OTUl OS=Homo sapiens
0X=9606 GN=YOD1l PE=1 SV=1
MFGPAKGRHFGVHPAPGFPGGVSQQAAGTKAGPAGAWPVGSRTDTMWRLRCKAKDGTHVL
QGLSSRTRVRELQGQTAATITGIAPGGQRILVGYPPECLDLSNGDTILEDLPIQSGDMLIT
EEDQTRPRSSPAFTKRGASSYVRETLPVLTRTVVPADNSCLETSVYYVVEGGVLNPACAP
EMRRLIAQIVASDPDEFYSEATLGKTNQEYCDWIKRDDTWGGAIEISILSKEYQCEICVVD
TQTVRIDRFGEDAGYTKRVLLIYDGIHYDPLORNFPDPDTPPLTIFSSNDDIVLVQALEL
ADEARRRRQFTDVNRFTLRCMVCQKGLTGQAEAREHAKETGHTNEGEV

>sp |P28838|AMPL HUMAN Cytosol aminopeptidase OS=Homo sapiens
0X=9606 GN=LAP3 PE=1 SV=3
MFLLPLPAAGRVVVRRLAVRRFGSRSLSTADMTKGLVLGIYSKEKEDDVPQFTSAGENED
KLLAGKLRETLNISGPPLKAGKTRTFYGLHQDFPSVVLVGLGKKAAGIDEQENWHEGKEN
TRAAVAAGCRQIQDLELSSVEVDPCGDAQAAAEGAVLGLYEYDDLKQKKKMAVSAKLYGS
GDQEAWQKGVLFASGONLARQLMETPANEMTPTRFAETI ITEKNLKSASSKTEVHIRPKSWI
EEQAMGSFLSVAKGSDEPPVEFLEIHYKGSPNANEPPLVEVGKGITEFDSGGISIKASANMD
LMRADMGGAATICSATIVSAAKLNLPINIIGLAPLCENMPSGKANKPGDVVRAKNGKTIQV
DNTDAEGRLILADALCYAHTFNPKVILNAATLTGAMDVALGSGATGVEFTNSSWLWNKLFEFE
ASTETGDRVWRMPLFEHYTROQVVDCQLADVNNIGKYRSAGACTAAAFLKEFVTHPKWAHL
DIAGVMTNKDEVPYLRKGMTGRPTRTLIEFLLRFSQDNA
>sp|P32119|PRDX2 HUMAN Peroxiredoxin-2 OS=Homo sapiens O0X=9606
GN=PRDX2 PE=1 SV=5
MASGNARIGKPAPDFKATAVVDGAFKEVKLSDYKGKYVVLEFFYPLDFTEVCPTEITAFSN
RAEDFRKLGCEVLGVSVDSQFTHLAWINTPRKEGGLGPLNIPLLADVTRRLSEDYGVLKT
DEGIAYRGLFITIDGKGVLRQITVNDLPVGRSVDEALRLVQAFQYTDEHGEVCPAGWKPGS
DTIKPNVDDSKEYFSKHN

>sp|P21333|FLNA HUMAN Filamin-A OS=Homo sapiens O0X=9606 GN=FLNA
PE=1 Sv=4
MSSSHSRAGQSAAGAAPGGGVDTRDAEMPATEKDLAEDAPWKKIQONTFTRWCNEHLKCV
SKRIANLOTDLSDGLRLIALLEVLSQKKMHRKHNQRPTFROMOLENVSVALEFLDRESTIK
LVSIDSKAIVDGNLKLILGLIWTLILHYSISMPMWDEEEDEEAKKQTPKQRLLGWIQNKL
POLPITNFSRDWQSGRALGALVDSCAPGLCPDWDSWDASKPVTNAREAMQQADDWLGIPQ
VITPEEIVDPNVDEHSVMTYLSQFPKAKLKPGAPLRPKLNPKKARAYGPGIEPTGNMVKK
RAEFTVETRSAGQGEVLVYVEDPAGHQEEAKVTANNDKNRTFSVWYVPEVTGTHKVTVLFEF
AGQHIAKSPFEVYVDKSQGDASKVTAQGPGLEPSGNIANKTTYFETFTAGAGTGEVEVVI
ODPMGOKGTVEPQLEARGDSTYRCSYQPTMEGVHTVHVTFAGVPIPRSPYTVTVGQACNP
SACRAVGRGLOQPKGVRVKETADFKVYTKGAGSGELKVTVKGPKGEERVKQKDLGDGVYGF
EYYPMVPGTYIVTITWGGONIGRSPFEVKVGTECGNQKVRAWGPGLEGGVVGKSADFVVE
ATIGDDVGTLGEFSVEGPSQAKIECDDKGDGSCDVRYWPQEAGEYAVHVLCNSEDIRLSPEFM
ADIRDAPQDFHPDRVKARGPGLEKTGVAVNKPAEFTVDAKHGGKAPLRVQVQDNEGCPVE
ATLVKDNGNGTYSCSYVPRKPVKHTAMVSWGGVSIPNSPFRVNVGAGSHPNKVKVYGPGVA
KTGLKAHEPTYFTVDCAEAGQGDVSIGIKCAPGVVGPAEADIDEDIIRNDNDTFTVKYTP
RGAGSYTIMVLFADQATPTSPIRVKVEPSHDASKVKAEGPGLSRTGVELGKPTHETVNAK
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AAGKGKLDVQFSGLTKGDAVRDVDIIDHHDNTYTVKYTPVOQGPVGVNVTYGGDPIPKSP
FSVAVSPSLDLSKIKVSGLGEKVDVGKDQEFTVKSKGAGGQGKVASKIVGPSGAAVPCKV
EPGLGADNSVVRFLPREEGPYEVEVTYDGVPVPGSPFPLEAVAPTKPSKVKAFGPGLOGG
SAGSPARFTIDTKGAGTGGLGLTVEGPCEAQLECLDNGDGTCSVSYVPTEPGDYNINILF
ADTHIPGSPFKAHVVPCEFDASKVKCSGPGLERATAGEVGQFQVDCSSAGSAELTIEICSE
AGLPAEVYIQDHGDGTHTITYIPLCPGAYTVTIKYGGQPVPNFPSKLOVEPAVDTSGVQC
YGPGIEGQGVFREATTEFSVDARALTQTGGPHVKARVANPSGNLTETYVQDRGDGMYKVE
YTPYEEGLHSVDVTYDGSPVPSSPFQVPVTEGCDPSRVRVHGPGIQSGTTNKPNKEFTVET
RGAGTGGLGLAVEGPSEAKMSCMDNKDGSCSVEYIPYEAGTYSLNVTYGGHQVPGSPEKV
PVHDVTDASKVKCSGPGLSPGMVRANLPQSFQVDTSKAGVAPLQVKVQGPKGLVEPVDVV
DNADGTQTVNYVPSREGPYSISVLYGDEEVPRSPFKVKVLPTHDASKVKASGPGLNTTGV
PASLPVEFTIDAKDAGEGLLAVQITDPEGKPKKTHIQDNHDGTYTVAYVPDVTGRYTILI
KYGGDEIPFSPYRVRAVPTGDASKCTVTVSIGGHGLGAGIGPTIQIGEETVITVDTKAAG
KGKVTCTVCTPDGSEVDVDVVENEDGTFDIFYTAPQPGKYVICVREGGEHVPNSPFQVTA
LAGDOPSVQPPLRSQOLAPQYTYAQGGOOQTWAPERPLVGVNGLDVTSLRPEFDLVIPEFTIK
KGEITGEVRMPSGKVAQPTITDNKDGTVTVRYAPSEAGLHEMDIRYDNMHIPGSPLQFYV
DYVNCGHVTAYGPGLTHGVVNKPATFTVNTKDAGEGGLSLATEGPSKAETISCTDNQDGTC
SVSYLPVLPGDYSILVKYNEQHVPGSPFTARVIGDDSMRMSHLKVGSAADIPINISETDL
SLLTATVVPPSGREEPCLLKRLRNGHVGISFVPKETGEHLVHVKKNGQHVASSPIPVVIS
QSEIGDASRVRVSGQGLHEGHTFEPAEFTIIDTRDAGYGGLSLSIEGPSKVDINTEDLEDG
TCRVTYCPTEPGNYIINIKFADQHVPGSPFSVKVTGEGRVKESITRRRRAPSVANVGSHC
DLSLKIPEISIQDMTAQVTSPSGKTHEAEIVEGENHTYCIRFVPAEMGTHTVSVKYKGQH
VPGSPFQFTVGPLGEGGAHKVRAGGPGLERAEAGVPAEFSIWTREAGAGGLATIAVEGPSK
AETISFEDRKDGSCGVAYVVQEPGDYEVSVKENEEHTIPDSPFVVPVASPSGDARRLTVSSL
QESGLKVNQPASFAVSLNGAKGAIDAKVHSPSGALEECYVTEIDQDKYAVRFIPRENGVY
LIDVKENGTHIPGSPFKIRVGEPGHGGDPGLVSAYGAGLEGGVTGNPAEFVVNTSNAGAG
ALSVTIDGPSKVKMDCOQECPEGYRVTYTPMAPGSYLISIKYGGPYHIGGSPFKAKVTGPR
LVSNHSLHETSSVEVDSLTKATCAPQHGAPGPGPADASKVVAKGLGLSKAYVGQKSSEFTV
DCSKAGNNMLLVGVHGPRTPCEEILVKHVGSRLYSVSYLLKDKGEYTLVVKWGDEHIPGS
PYRVVVP

>sp|Q14315|FLNC _HUMAN Filamin-C OS=Homo sapiens O0X=9606 GN=FLNC
PE=1 SV=3
MMNNSGYSDAGLGLGDETDEMPSTEKDLAEDAPWKKIQONTFTRWCNEHLKCVGKRLTDL
QRDLSDGLRLIALLEVLSQKRMYRKFHPRPNFROMKLENVSVALEFLEREHIKLVSIDSK
AIVDGNLKLILGLIWTLILHYSISMPMWEDEDDEDARKQTPKORLLGWIQNKVPQLPITN
FNRDWQDGKALGALVDNCAPGLCPDWEAWDPNQPVENAREAMOQADDWLGVPQVIAPEET
VDPNVDEHSVMTYLSQFPKAKLKPGAPVRSKQLNPKKATAYGPGIEPQOGNTVLOPAHFTV
QTVDAGVGEVLVYIEDPEGHTEEAKVVPNNDKDRTYAVSYVPKVAGLHKVTVLEFAGONIE
RSPFEVNVGMALGDANKVSARGPGLEPVGNVANKPTYFDIYTAGAGTGDVAVVIVDPQGR
RDTVEVALEDKGDSTFRCTYRPAMEGPHTVHVAFAGAPITRSPFPVHVSEACNPNACRAS
GRGLOPKGVRVKEVADFKVFTKGAGSGELKVTVKGPKGTEEPVKVREAGDGVFECEYYPV
VPGKYVVTITWGGYAIPRSPFEVQVSPEAGVQKVRAWGPGLETGQVGKSADFVVEAIGTE
VGTLGFSIEGPSQAKIECDDKGDGSCDVRYWPTEPGEYAVHVICDDEDIRDSPFIAHILP
APPDCFPDKVKAFGPGLEPTGCIVDKPAEFTIDARAAGKGDLKLYAQDADGCPIDIKVIP
NGDGTFRCSYVPTKPIKHTITIISWGGVNVPKSPFRVNVGEGSHPERVKVYGPGVEKTGLK
ANEPTYFTVDCSEAGQGDVSIGIKCAPGVVGPAEADIDEDIIKNDNDTEFTVKYTPPGAGR
YTIMVLFANQEIPASPFHIKVDPSHDASKVKAEGPGLNRTGVEVGKPTHFTVLTKGAGKA
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KLDVQFAGTAKGEVVRDFEIIDNHDYSYTVKYTAVQQOGNMAVITVTYGGDPVPKSPEVVNV
APPLDLSKIKVQGLNSKVAVGQEQAFSVNTRGAGGQGQLDVRMTSPSRRPIPCKLEPGGG
AFEAQAVRYMPPEEGPYKVDITYDGHPVPGSPFAVEGVLPPDPSKVCAYGPGLKGGLVGTP
APFSIDTKGAGTGGLGLTVEGPCEAKIECQODNGDGSCAVSYLPTEPGEYTINILFAEAHT
PGSPFKATIRPVEDPSKVRASGPGLERGKVGEAATEFTVDCSEAGEAELTIEILSDAGVKA
EVLIHNNADGTYHITYSPAFPGTYTITIKYGGHPVPKEFPTRVHVQPAVDTSGVKVSGPGV
EPHGVLREVTTEFTVDARSLTATGGNHVTARVLNPSGAKTDTYVTDNGDGTYRVQYTAYE
EGVHLVEVLYDEVAVPKSPFRVGVTEGCDPTRVRAFGPGLEGGLVNKANRETVETRGAGT
GGLGLATIEGPSEAKMSCKDNKDGSCTVEYIPFTPGDYDVNITFGGRPIPGSPEFRVPVKDV
VDPGKVKCSGPGLGAGVRARVPQTFTVDCSQAGRAPLQVAVLGPTGVAEPVEVRDNGDGT
HTVHYTPATDGPYTVAVKYADQEVPRSPFKIKVLPAHDASKVRASGPGLNASGIPASLPV
EFTIDARDAGEGLLTVQILDPEGKPKKANIRDNGDGTYTVSYLPDMSGRYTITIKYGGDE
IPYSPFRIHALPTGDASKCLVTVSIGGHGLGACLGPRIQIGQETVITVDAKAAGEGKVTC
TVSTPDGAELDVDVVENHDGTEFDIYYTAPEPGKYVITIRFGGEHIPNSPFHVLACDPLPH
EEEPSEVPQLROPYAPPRPGARPTHWATEEPVVPVEPMESMLRPENLVIPEFAVOKGELTG
EVRMPSGKTARPNITDNKDGTITVRYAPTEKGLHOMGIKYDGNHIPGSPLQEFYVDAINSR
HVSAYGPGLSHGMVNKPATFTIVTKDAGEGGLSLAVEGPSKAEITCKDNKDGTCTVSYLP
TAPGDYSITIVRFDDKHIPGSPFTAKITGDDSMRTSQLNVGTSTDVSLKITESDLSQLTAS
IRAPSGNEEPCLLKRLPNRHIGISEFTPKEVGEHVVSVRKSGKHVTINSPEFKILVGPSEIGD
ASKVRVWGKGLSEGHTFQVAEFIVDTRNAGYGGLGLSIEGPSKVDINCEDMEDGTCKVTY
CPTEPGTYIINIKFADKHVPGSPFTVKVTIGEGRMKESITRRRQAPSTIATIGSTCDLNLKI
PGNWEOMVSAQERLTRTFTRSSHTYTRTERTEISKTRGGETKREVRVEESTQVGGDPEPA
VEGDEFLGRERLGSEFGSITRQOEGEASSQDMTAQVTSPSGKVEAAEIVEGEDSAYSVREVP
QEMGPHTVAVKYRGQHVPGSPFQFTVGPLGEGGAHKVRAGGTGLERGVAGVPAEFSIWTR
EAGAGGLSIAVEGPSKAEIAFEDRKDGSCGVSYVVQEPGDYEVSIKENDEHIPDSPEVVP
VASLSDDARRLTVTSLOETGLKVNQPASFAVQLNGARGVIDARVHTPSGAVEECYVSELD
SDKHTIRFIPHENGVHSIDVKENGAHIPGSPFKIRVGEQSQAGDPGLVSAYGPGLEGGTT
GVSSEFIVNTLNAGSGALSVTIDGPSKVQLDCRECPEGHVVTYTPMAPGNYLIATIKYGGP
QHIVGSPFKAKVTGPRLSGGHSLHETSTVLVETVTKSSSSRGSSYSSIPKESSDASKVVT
RGPGLSQAFVGOKNSEFTVDCSKAGTNMMMVGVHGPKTPCEEVYVKHMGNRVYNVTYTVKE
KGDYILIVKWGDESVPGSPEKVKVP

>sp|P08238|HS90B HUMAN Heat shock protein HSP 90-beta 0OS=Homo
sapiens 0X=9606 GN=HSPY90ABl PE=1 SV=4
MPEEVHHGEEEVETFAFQAETIAQLMSLIINTFYSNKETIFLRELTISNASDALDKIRYESLT
DPSKLDSGKELKIDIIPNPQERTLTLVDTGIGMTKADLINNLGTIAKSGTKAFMEALQAG
ADISMIGQFGVGEFYSAYLVAEKVVVITKHNDDEQYAWESSAGGSEFTVRADHGEPIGRGTK
VILHLKEDQTEYLEERRVKEVVKKHSQFIGYPITLYLEKEREKEISDDEAEEEKGEKEEE
DKDDEEKPKIEDVGSDEEDDSGKDKKKKTKKIKEKYIDQEELNKTKPIWTRNPDDITQEE
YGEFYKSLTNDWEDHLAVKHFSVEGOLEFRALLEFIPRRAPFDLEFENKKKKNNIKLYVRRV
FIMDSCDELIPEYLNEFIRGVVDSEDLPLNISREMLOOSKILKVIRKNIVKKCLELEFSELA
EDKENYKKFYEAFSKNLKLGIHEDSTNRRRLSELLRYHTSQSGDEMTSLSEYVSRMKETQ
KSIYYITGESKEQVANSAFVERVRKRGFEVVYMTEPIDEYCVQQOLKEEFDGKSLVSVTKEG
LELPEDEEEKKKMEESKAKFENLCKLMKEILDKKVEKVTISNRLVSSPCCIVTSTYGWTA
NMERIMKAQALRDNSTMGYMMAKKHLEINPDHPIVETLROKAEADKNDKAVKDLVVLLFE
TALLSSGFSLEDPQTHSNRIYRMIKLGLGIDEDEVAAEEPNAAVPDEIPPLEGDEDASRM
EEVD
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>sp|Q58FF8|HO90B2 HUMAN Putative heat shock protein HSP 90-beta 2
OS=Homo sapiens 0X=9606 GN=HSPOOAB2P PE=1 SV=2
MPEEVHLGEKEVETFAFQAETAQIMSLIINTEFYSNKEIFLWELISNASDALDKIRYESLT
DPSKLDSGKELKIDIIPNTQEHTLTLVDTGIGMTKADLINNLGTIAKFQDQTEYLEEMQV
KEVVEKHSQFLGYPITLYLEKEREKEISDGKAEEEKGEKEEENKDDEEKPKIEDVGSDEE
DDSGKDKKKKTKKIKEKYIDQEELNKTKPIWTRNTEDITQEEYGEFYKSLTNDWKDHLAV
RYFSVEEYVSRMKEIQKSIYYITGESKEQVANSAFVEQVWKRDSRVVYMTEPIDGYQLKE
FDGKSLVSVTKEGLELPEDGEEKKRMEERKAKFENLCKEFMKETLDKKVEMVTVSNRLVSS
SCCIVTSTYSWTANMEQIMKA

>sp|Q58FF7|H90B3 HUMAN Putative heat shock protein HSP 90-beta-3
OS=Homo sapiens 0X=9606 GN=HSPOS0OAB3P PE=5 SV=1
MPEEVHHGEEEVETFAFQAETAQLISLIINTEFYSNEEIFLOELISNASDALDKIRYESLT
DPSKLDSGKELKIDIIPNPQERTLALVDTGIGMTKADLINNLRTIAKSGTKACMEALQAE
KLVVITKHNDDEQYAWESSAGGSFTVHADHGEPIGRGTKVILHLKEDQTEYLEERRVKEV
VKKHSQFIGYPITLYLEKEQDKETISDDEAEEEKGEKEEEDKDDEEKPKIKDVGSDEEDDS
KEYGEFYKSLTSDWEDHLAVKHFSVEGQLEFRALLFSPRRAPFDLFENKKKKNNIKLYVR
RVFIMDSCDELIPEYLNFIHGVVDSEDLPLNISREMLOQSKILKYVSHMKETQKSTYYIT
GESKEQVANSAFVERVRKQGFEVVYMTEPIDEYCVQQLKEFDGKSLVSVTKEGLELPEDE
EEKKKMEESKEKFENLCKLMKEILDKKVEKVTISNRLVSSPCCIVTSTYGWTANMEQIMK
AQALRDNSTMGYMMAKKHLEINPDHPIMETLROQKAEADKNDKAVKDLVVLLFETALLSSG
FSLEDPQTHSNHIYHMIKLGLGTDEDEVAAEEPSDAVPDEIPPLEGDEDASRMEEVD
>sp|P07737|PROF1 _HUMAN Profilin-1 OS=Homo sapiens 0X=9606 GN=PFN1
PE=1 SV=2
MAGWNAYIDNLMADGTCQDAAIVGYKDSPSVWAAVPGKTEVNITPAEVGVLVGKDRSSEY
VNGLTLGGQKCSVIRDSLLODGEFSMDLRTKSTGGAPTEFNVTVTKTDKTLVLLMGKEGVH
GGLINKKCYEMASHLRRSQY

>sp|P16152|CBR1 HUMAN Carbonyl reductase [NADPH] 1 OS=Homo sapiens
0X=9606 GN=CBR1 PE=1 SV=3
MSSGIHVALVTGGNKGIGLAIVRDLCRLESGDVVLTARDVTRGQAAVOQLOAEGLSPRFEFH
QLDIDDLOSIRALRDFLRKEYGGLDVLVNNAGIAFKVADPTPFHIQAEVTMKTNFFGTRD
VCTELLPLTIKPQGRVVNVSSIMSVRALKSCSPELQOQKFRSETITEEELVGLMNKFVEDTK
KGVHQKEGWPSSAYGVTKIGVTVLSRIHARKLSEQRKGDKILLNACCPGWVRTDMAGPKA
TKSPEEGAETPVYLALLPPDAEGPHGQFVSEKRVEQW

>sp 075828 | CBR3_HUMAN Carbonyl reductase [NADPH] 3 OS=Homo sapiens
0X=9606 GN=CBR3 PE=1 SV=3
MSSCSRVALVTGANRGIGLAIARELCRQFSGDVVLTARDVARGQAAVQQLOAEGLSPRFEFH
QLDIDDLOQSTRALRDFLRKEYGGLNVLVNNAAVAFKSDDPMPEFDIKAEMTLKTNEFEFATRN
MCNELLPIMKPHGRVVNISSLQCLRAFENCSEDLQERFHSETLTEGDLVDLMKKEVEDTK
NEVHEREGWPNSPYGVSKLGVTVLSRILARRLDEKRKADRILVNACCPGPVKTDMDGKDS
IRTVEEGAETPVYLALLPPDATEPQGQLVHDKVVQONW

>sp | PODOX7 | IGK HUMAN Immunoglobulin kappa 1light chain OS=Homo
sapiens 0X=9606 PE=1 SV=1
DIOMTQSPSTLSASVGDRVTITCRASQSINTWLAWYQQKPGKAPKLLMYKASSLESGVPS
RFIGSGSGTEFTLTISSLOQPDDFATYYCQQYNSDSKMFGQGTKVEVKGTVAAPSVFIFPP
SDEQLKSGTASVVCLLNNFEYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLT
LSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC
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>sp |P01834 | IGKC HUMAN Immunoglobulin kappa constant 0OS=Homo
sapiens 0X=9606 GN=IGKC PE=1 SV=2
RTVAAPSVEFIFPPSDEQLKSGTASVVCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQD
SKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC
>sp|P18669 | PGAM1 HUMAN Phosphoglycerate mutase 1 OS=Homo sapiens
0X=9606 GN=PGAMI1 PE=1 SV=2
MAAYKLVLIRHGESAWNLENRFSGWYDADLSPAGHEEAKRGGQALRDAGYEFDICFETSVQ
KRAIRTLWTVLDAIDOMWLPVVRTWRLNERHYGGLTGLNKAETAAKHGEAQVKIWRRSYD
VPPPPMEPDHPEFYSNISKDRRYADLTEDQLPSCESLKDTIARALPFWNEEIVPQIKEGKR
VLIAAHGNSLRGIVKHLEGLSEEAIMELNLPTGIPIVYELDKNLKPIKPMQFLGDEETVR
KAMEAVAAQGKAKK

>sp|P15259| PGAMZ HUMAN Phosphoglycerate mutase 2 OS=Homo sapiens
0X=9606 GN=PGAMZ2 PE=1 SV=3
MATHRLVMVRHGESTWNQENRFCGWEFDAELSEKGTEEAKRGAKATKDAKMEFDICYTSVL
KRATRTLWATLDGTDOMWLPVVRTWRLNERHYGGLTGLNKAETAAKHGEEQVKIWRRSED
IPPPPMDEKHPYYNSISKERRYAGLKPGELPTCESLKDTIARALPFWNEEIVPQIKAGKR
VLIAAHGNSLRGIVKHLEGMSDQATMELNLPTGIPIVYELNKELKPTKPMQFLGDEETVR
KAMEAVAAQGKAK

>sp|Q8NOY7 | PGAM4 HUMAN Probable phosphoglycerate mutase 4 OS=Homo
sapiens 0X=9606 GN=PGAM4 PE=3 SV=1
MAAYKLVLIRHGESTWNLENRFSCWYDADLSPAGHEEAKRGGQALRDAGYEFDICLTSVQ
KRVIRTLWTVLDAIDOMWLPVVRTWRLNERHYGGLTGLNKAETAAKHGEAQVKIWRRSYD
VPPPPMEPDHPEFYSNISKDRRYADLTEDQLPSYESPKDTIARALPFWNEEIVPQIKEGKR
VLIAAHGNSLQGIAKHVEGLSEEAIMELNLPTGIPIVYELDKNLKPIKPMQFLGDEETVC
KATIEAVAAQGKAKK

>sp|P22314|UBA1 HUMAN Ubiquitin-like modifier-activating enzyme 1
OS=Homo sapiens 0X=9606 GN=UBAl PE=1 SV=3
MSSSPLSKKRRVSGPDPKPGSNCSPAQSVLSEVPSVPTNGMAKNGSEADIDEGLYSRQLY
VLGHEAMKRLQOTSSVLVSGLRGLGVEIAKNI ILGGVKAVTLHDQGTAQWADLSSQFYLRE
EDIGKNRAEVSQPRLAELNSYVPVTAYTGPLVEDFLSGFQVVVLTNTPLEDQLRVGEFCH
NRGIKLVVADTRGLFGQLFCDFGEEMILTDSNGEQPLSAMVSMVTKDNPGVVTCLDEARH
GFESGDEFVSFSEVQOGMVELNGNQPMEIKVLGPYTFSICDTSNESDYIRGGIVSQVKVPKK
ISFKSLVASLAEPDFVVTDFAKFSRPAQLHIGFQALHQFCAQHGRPPRPRNEEDAAELVA
LAQAVNARALPAVQONNLDEDLIRKLAYVAAGDLAPINAFIGGLAAQEVMKACSGKFMPI
MOWLYFDALECLPEDKEVLTEDKCLOQRONRYDGQVAVEGSDLOQEKLGKQKYFLVGAGAIG
CELLKNFAMIGLGCGEGGEIIVTDMDTIEKSNLNRQFLFRPWDVTKLKSDTAAAAVRQMN
PHIRVTSHONRVGPDTERIYDDDEFFONLDGVANALDNVDARMYMDRRCVYYRKPLLESGT
LGTKGNVQVVIPFLTESYSSSQDPPEKSIPICTLKNEFPNAIEHTLOWARDEFEGLFKQPA
ENVNQYLTDPKFVERTLRLAGTQPLEVLEAVQRSLVLORPOQTWADCVTWACHHWHTQYSN
NIRQLLHNFPPDOQLTSSGAPFWSGPKRCPHPLTEFDVNNPLHLDYVMAAANLFAQTYGLTG
SQDRAAVATFLQSVQVPEFTPKSGVKIHVSDQELQSANASVDDSRLEELKATLPSPDKLP
GFKMYPIDFEKDDDSNFHMDFIVAASNLRAENYDIPSADRHKSKLIAGKIIPAIATTTAA
VVGLVCLELYKVVQGHRQLDSYKNGFLNLALPFFGEFSEPLAAPRHQYYNQEWTLWDREFEV
OGLOPNGEEMTLKQFLDYFKTEHKLEITMLSQGVSMLYSFFMPAAKLKERLDQPMTEIVS
RVSKRKLGRHVRALVLELCCNDESGEDVEVPYVRYTIR

>sp|P05388 |RLAO_HUMAN 60S acidic ribosomal protein PO OS=Homo
sapiens 0X=9606 GN=RPLPO PE=1 SV=1
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MPREDRATWKSNYFLKIIQLLDDYPKCEFIVGADNVGSKOMOQIRMSLRGKAVVLMGKNTM
MRKATIRGHLENNPALEKLLPHIRGNVGEFVFTKEDLTEIRDMLLANKVPAAARAGAIAPCE
VTVPAQONTGLGPEKTSFFQALGITTKISRGTIEILSDVQLIKTGDKVGASEATLLNMLNT
SPFSFGLVIQQVEFDNGSIYNPEVLDITEETLHSRFLEGVRNVASVCLQIGYPTVASVPHS
IINGYKRVLALSVETDYTFPLAEKVKAFLADPSAFVAAAPVAAATTAAPAAAAAPAKVEA
KEESEESDEDMGFGLFD

>sp | Q8NHWS | RLAOL HUMAN 60S acidic ribosomal protein PO-like
OS=Homo sapiens 0X=9606 GN=RPLPOP6 PE=5 SV=1
MPREDRATWKSNYFLKITQLLDDYPKCEFIVGADNVGSKOMQQTIRMSLRGKVVVLMGKNTM
MRKATIRGHLENNPALEKLLPHIWGNVGEVFTKEDLTEIRDMLLANKVPAAARAGAIAPCE
VTVPAQNTGLGPEKTSFFQALGITTKISRGTIEILSDVQLIKTGDKVGASEATLLNMLNI
SPESEFGLVIQQVEDNGSIYNPEVLDKTEETLHSRELEGVRNVASVCLQTGYPTVASVPHS
IINGYKRVLALSVETDYTFPLAENVKAFLADPSAFVAAAPVAADTTAAPAAAAAPAKVEA
KEESEESDEDMGFGLFD

>sp|P15090 | FABP4 HUMAN Fatty acid-binding protein, adipocyte
OS=Homo sapiens 0X=9606 GN=FABP4 PE=1 SV=3
MCDAFVGTWKLVSSENFDDYMKEVGVGFATRKVAGMAKPNMI ISVNGDVITIKSESTFEFKN
TEISFILGQEFDEVTADDRKVKSTITLDGGVLVHVQKWDGKSTTIKRKREDDKLVVECVM
KGVTSTRVYERA

>sp|P02689|MYP2 HUMAN Myelin P2 protein OS=Homo sapiens O0X=9606
GN=PMP2 PE=1 SV=3
MSNKFLGTWKLVSSENFDDYMKALGVGLATRKLGNLAKPTVIISKKGDIITIRTESTEFKN
TEISFKLGQEFEETTADNRKTKSIVTLQRGSLNQVQRWDGKETTIKRKLVNGKMVAECKM
KGVVCTRIYEKV

>sp|P29401 | TKT HUMAN Transketolase OS=Homo sapiens 0X=9606 GN=TKT
PE=1 SV=3
MESYHKPDQQKLOALKDTANRLRISSIQATTAAGSGHPTSCCSAAEIMAVLEFFHTMRYKS
ODPRNPHNDRFVLSKGHAAPILYAVWAEAGFLAEAELLNLRKISSDLDGHPVPKQAFTDV
ATGSLGQGLGAACGMAYTGKYFDKASYRVYCLLGDGELSEGSVWEAMAFASTYKLDNLVA
ILDINRLGQSDPAPLQHOMDIYQKRCEAFGWHAIIVDGHSVEELCKAFGQAKHQPTAIIA
KTFKGRGITGVEDKESWHGKPLPKNMAEQIIQEIYSQIQSKKKILATPPQEDAPSVDIAN
IRMPSLPSYKVGDKIATRKAYGQALAKLGHASDRIIALDGDTKNSTFSEIFKKEHPDRFI
ECYIAEQNMVSIAVGCATRNRTVPFCSTFAAFFTRAFDOQIRMAAISESNINLCGSHCGVS
IGEDGPSQMALEDLAMFRSVPTSTVFYPSDGVATEKAVELAANTKGICFIRTSRPENATI
YNNNEDFQVGQAKVVLKSKDDQVTVIGAGVTLHEALAAAELLKKEKINIRVLDPFTIKPL
DRKLILDSARATKGRILTVEDHYYEGGIGEAVSSAVVGEPGITVTHLAVNRVPRSGKPAE
LLKMFGIDRDATAQAVRGLITKA

>sp|P60842|IF4A1 HUMAN Eukaryotic initiation factor 4A-I OS=Homo
sapiens 0X=9606 GN=EIF4Al PE=1 SV=1

MSASQDSRSRDNGPDGMEPEGVIESNWNE IVDSEFDDMNLSESLLRGIYAYGFEKPSATQQ
RATLPCIKGYDVIAQAQSGTGKTATFAISILQQIELDLKATQALVLAPTRELAQQIQKVV
MALGDYMGASCHACIGGTNVRAEVQKLOMEAPHIIVGTPGRVEDMLNRRYLSPKYIKMEV
LDEADEMLSRGFKDQIYDIFQKLNSNTQVVLLSATMPSDVLEVTKKFMRDPIRILVKKEE
LTLEGIRQFYINVEREEWKLDTLCDLYETLTITQAVIFINTRRKVDWLTEKMHARDFTVS
AMHGDMDQKERDVIMREFRSGSSRVLITTDLLARGIDVQQVSLVINYDLPTNRENYIHRT
GRGGRFGRKGVAINMVTEEDKRTLRDIETFYNTSIEEMPLNVADLI
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>sp|Q14240|IF4A2 HUMAN Eukaryotic initiation factor 4A-II OS=Homo
sapiens 0X=9606 GN=EIF4A2 PE=1 SV=2
MSGGSADYNREHGGPEGMDPDGVIESNWNE IVDNEDDMNLKESLLRGIYAYGFEKPSATQ
QRATITPCIKGYDVIAQAQSGTGKTATFAISILOQQLEIEFKETQALVLAPTRELAQQIQKV
ILALGDYMGATCHACIGGTNVRNEMOKLOAEAPHIVVGTPGRVEDMLNRRYLSPKWIKMFEF
VLDEADEMLSRGFKDQIYETIFQKLNTSIQVVLLSATMPTDVLEVTKKFMRDPTIRILVKKE
ELTLEGIKQFYINVEREEWKLDTLCDLYETLTITQAVIFLNTRRKVDWLTEKMHARDETV
SALHGDMDQKERDVIMREFRSGSSRVLITTDLLARGIDVQQVSLVINYDLPTNRENYTHR
IGRGGRFGRKGVAINFVTEEDKRILRDIETFYNTTVEEMPMNVADLT
>sp|P38919|IF4A3 HUMAN Eukaryotic initiation factor 4A-III OS=Homo
sapiens 0X=9606 GN=EIF4A3 PE=1 SV=4
MATTATMATSGSARKRLLKEEDMTKVEFETSEEVDVTPTEFDTMGLREDLLRGIYAYGFEK
PSATQORATKQITKGRDVIAQSQSGTGKTATFSISVLQCLDIQVRETQALILAPTRELAV
QIQKGLLALGDYMNVQCHACIGGTNVGEDIRKLDYGQHVVAGTPGRVFDMIRRRSTLRTRA
IKMLVLDEADEMLNKGFKEQIYDVYRYLPPATQVVLISATLPHEILEMTNKFMTDPIRIL
VKRDELTLEGIKQFFVAVEREEWKEFDTLCDLYDTLTITQAVIFCNTKRKVDWLTEKMREA
NFTVSSMHGDMPOQKERESIMKEFRSGASRVLISTDVWARGLDVPQVSLIINYDLPNNREL
YTHRIGRSGRYGRKGVAINEFVKNDDIRILRDIEQYYSTQIDEMPMNVADL T
>sp|P01860|IGHG3 HUMAN Immunoglobulin heavy constant gamma 3
OS=Homo sapiens 0X=9606 GN=IGHG3 PE=1 SV=2
ASTKGPSVFPLAPCSRSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSSLGTQTYTCNVNHKPSNTKVDKRVELKTPLGDTTHTCPRCPEPKSC
DTPPPCPRCPEPKSCDTPPPCPRCPEPKSCDTPPPCPRCPAPELLGGPSVEFLEFPPKPKDT
LMISRTPEVTCVVVDVSHEDPEVQFKWYVDGVEVHNAKTKPREEQYNSTFRVVSVLTVLH
ODWLNGKEYKCKVSNKALPAPIEKTISKTKGQPREPQVYTLPPSREEMTKNQVSLTCLVK
GEFYPSDIAVEWESSGQPENNYNTTPPMLDSDGSFFLYSKLTVDKSRWQOGNIFSCSVMHE
ALHNRFTQKSLSLSPGK

>sp|P11216|PYGB HUMAN Glycogen phosphorylase, brain form OS=Homo
sapiens 0X=9606 GN=PYGB PE=1 SV=5
MAKPLTDSEKRKQISVRGLAGLGDVAEVRKSFNRHLHFTLVKDRNVATPRDYFFALAHTV
RDHLVGRWIRTQQHYYERDPKRIYYLSLEFYMGRTLONTMVNLGLONACDEATYQLGLDL
EELEEIEEDAGLGNGGLGRLAACFLDSMATLGLAAYGYGIRYEFGIFNQKIVNGWQVEEA
DDWLRYGNPWEKARPEYMLPVHEYGRVEHTPDGVKWLDTQVVLAMPYDTPVPGYKNNTVN
TMRLWSAKAPNDFKLODEFNVGDYIEAVLDRNLAENISRVLYPNDNFFEGKELRLKQEYFEFV
VAATLOQDITRRFKSSKFGCRDPVRTCFETFPDKVAIQLNDTHPALSIPELMRILVDVEKV
DWDKAWEITKKTCAYTNHTVLPEALERWPVSMFEKLLPRHLEITIYAINQRHLDHVAALFP
GDVDRLRRMSVIEEGDCKRINMAHLCVIGSHAVNGVARIHSEIVKQSVFKDFYELEPEKFE
ONKTNGITPRRWLLLCNPGLADTIVEKIGEEFLTDLSQLKKLLPLVSDEVFIRDVAKVKQ
ENKLKFSAFLEKEYKVKINPSSMFDVHVKRIHEYKRQLLNCLHVVTLYNRIKRDPAKAFV
PRTVMIGGKAAPGYHMAKLIIKLVTSIGDVVNHDPVVGDRLKVIFLENYRVSLAEKVIPA
ADLSQQISTAGTEASGTGNMKEFMLNGALTIGTMDGANVEMAEEAGAENLFIFGLRVEDVE
ATLDRKGYNAREYYDHLPELKQAVDQISSGFFSPKEPDCFKDIVNMLMHHDRFKVFADYEA
YMQCQAQVDOQLYRNPKEWTKKVIRNIACSGKESSDRTITEYAREIWGVEPSDLQIPPPNI

PRD

>sp|P13489|RINI HUMAN Ribonuclease inhibitor OS=Homo sapiens
0X=9606 GN=RNH1 PE=1 SV=2
MSLDIQSLDIQCEELSDARWAELLPLLOQCQVVRLDDCGLTEARCKDISSALRVNPALAE
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LNLRSNELGDVGVHCVLQGLQTPSCKIQKLSLONCCLTGAGCGVLSSTLRTLPTLQELHL
SDNLLGDAGLQLLCEGLLDPQCRLEKLQLEYCSLSAASCEPLASVLRAKPDFKELTVSNN
DINEAGVRVLCQGLKDSPCQLEALKLESCGVTSDNCRDLCGIVASKASLRELALGSNKLG
DVGMAELCPGLLHPSSRLRTLWIWECGITAKGCGDLCRVLRAKESLKELSLAGNELGDEG
ARLLCETLLEPGCQLESLWVKSCSFTAACCSHFSSVLAQNRFLLELQISNNRLEDAGVRE
LCOGLGQPGSVLRVLWLADCDVSDSSCSSLAATLLANHSLRELDLSNNCLGDAGILQLVE
SVROPGCLLEQLVLYDIYWSEEMEDRLOQALEKDKPSLRVIS
>sp|Q6Al163|K1IC39 HUMAN Keratin, type I cytoskeletal 39 0OS=Homo
sapiens 0X=9606 GN=KRT39 PE=1 SV=2
MDTKGCTTTNSPSTPCONCSRITNVSTISSNNGCHPGGLTVNNCQPAGHVLRIPWDQGCQ
PTPRFCRKPIYLMNNENAREFSLDDCSWYGEGINSNEKETMQILNERLANYLQKVRMLERE
NAELESKIQEESNKELPVLCPDYLSYYTTIEELQOKILCTKAENSRLVSQIDNTKLTADD
LRAKYEAEVSLRQLVESDANGLKQILNVLTLGKADLEAQVQSLKEELLCLKNNHKEEINS
LOCOLGERLDIEVTAAPSADLNQVLOQEMRCQYEPIMETNRKDVEQWENTQIEELNQQVVT
SSOQQOQCCOQKETTELRRSVNTLEVELQAQHRMRDSQECILTETEARYTALLTQIQSLIDN
LEAQLAEIRCALERONQEYEILLDVKSRLECEITTYRSLLESSDGKRPCYPRATKCEPSP
WTSCKSGAIESTAPACTSSSPCSLKEHCSACGPLSRILVKICTITKEIKDGKVISSYEHV
QPCFIIRPAKV

>sp|PO01859|IGHGZ HUMAN Immunoglobulin heavy constant gamma 2
OS=Homo sapiens 0X=9606 GN=IGHG2 PE=1 SV=2
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSS
GLYSLSSVVTVPSSNFGTQTYTCNVDHKPSNTKVDKTVERKCCVECPPCPAPPVAGPSVFE
LFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVOFNWYVDGVEVHNAKTKPREEQENSTER
VVSVLTVVHQDWLNGKEYKCKVSNKGLPAPIEKTISKTKGQPREPQVYTLPPSREEMTKN
QVSLTCLVKGEFYPSDISVEWESNGQPENNYKTTPPMLDSDGSFEFLYSKLTVDKSRWQQOGN
VESCSVMHEALHNHYTQKSLSLSPGK

>sp|P01861|IGHG4 HUMAN Immunoglobulin heavy constant gamma 4
OS=Homo sapiens 0X=9606 GN=IGHG4 PE=1 SV=1
ASTKGPSVFPLAPCSRSTSESTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLQSS
GLYSLSSVVTVPSSSLGTKTYTCNVDHKPSNTKVDKRVESKYGPPCPSCPAPEFLGGPSV
FLEFPPKPKDTLMISRTPEVTCVVVDVSQEDPEVQFNWYVDGVEVHNAKTKPREEQFNSTY
RVVSVLTVLHQDWLNGKEYKCKVSNKGLPSSTEKTISKAKGQPREPQVYTLPPSQEEMTK
NQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSRLTVDKSRWQEG
NVFSCSVMHEALHNHYTQKSLSLSLGK

>sp|000391|QSOX1 HUMAN Sulfhydryl oxidase 1 OS=Homo sapiens
0X=9606 GN=QSOX1l PE=1 SV=3
MRRCNSGSGPPPSLLLLLLWLLAVPGANAAPRSALYSPSDPLTLLOADTVRGAVLGSRSA
WAVEFFASWCGHCIAFAPTWKALAEDVKAWRPALYLAALDCAEETNSAVCRDENIPGEPT
VRFFKAFTKNGSGAVFPVAGADVQTLRERLIDALESHHDTWPPACPPLEPAKLEEIDGFEF
ARNNEEYLALIFEKGGSYLGREVALDLSQHKGVAVRRVLNTEANVVRKFGVTDEFPSCYLL
FRNGSVSRVPVLMESRSFYTAYLOQRLSGLTREAAQTTVAPTTANKIAPTVWKLADRSKIY
MADLESALHYILRIEVGRFPVLEGQRLVALKKEFVAVLAKYFPGRPLVONFLHSVNEWLKR
QKRNKIPYSFFKTALDDRKEGAVLAKKVNWIGCQGSEPHFRGFPCSLWVLFHFLTVQAAR
ONVDHSQEAAKAKEVLPAIRGYVHYFFGCRDCASHFEQMAAASMHRVGSPNAAVLWLWSS
HNRVNARLAGAPSEDPQFPKVQWPPRELCSACHNERLDVPVWDVEATLNFLKAHFSPSNI
ILDFPAAGSAARRDVONVAAAPELAMGALELESRNSTLDPGKPEMMKSPTNTTPHVPAEG
PEASRPPKLHPGLRAAPGQEPPEHMAELQRNEQEQPLGOWHLSKRDTGAALLAESRAEKN
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RLWGPLEVRRVGRSSKQLVDIPEGQLEARAGRGRGOQWLQVLGGGFSYLDISLCVGLYSLS
FMGLLAMYTYFQAKIRALKGHAGHPAA

>sp|P62258|1433E HUMAN 14-3-3 protein epsilon OS=Homo sapiens
0X=9606 GN=YWHAE PE=1 SV=1
MDDREDLVYQAKLAEQAERYDEMVESMKKVAGMDVELTVEERNLLSVAYKNVIGARRASW
RIISSIEQKEENKGGEDKLKMIREYROMVETELKLICCDILDVLDKHLIPAANTGESKVEF
YYKMKGDYHRYLAEFATGNDRKEAAENSLVAYKAASDIAMTELPPTHPIRLGLALNFSVFE
YYEILNSPDRACRLAKAAFDDAIAELDTLSEESYKDSTLIMOLLRDNLTLWTSDMQGDGE
EQONKEALQDVEDENQ

>sp|P13797|PLST HUMAN Plastin-3 OS=Homo sapiens 0X=9606 GN=PLS3
PE=1 SV=4
MDEMATTQISKDELDELKEAFAKVDLNSNGFICDYELHELFKEANMPLPGYKVREITIQKL
MLDGDRNKDGKISFDEEFVYIFQEVKSSDIAKTFRKAINRKEGICALGGTSELSSEGTQHS
YSEEEKYAFVNWINKALENDPDCRHVIPMNPNTDDLFKAVGDGIVLCKMINLSVPDTIDE
RAINKKKLTPFIIQENLNLALNSASAIGCHVVNIGAEDLRAGKPHLVLGLLWQIIKIGLF
ADIELSRNEALAALLRDGETLEELMKLSPEELLLRWANFHLENSGWQKINNFSADIKDSK
AYFHLLNQTIAPKGQKEGEPRIDINMSGENETDDLKRAESMLQQADKLGCRQFVTPADVVS
GNPKLNLAFVANLEFNKYPALTKPENQDIDWTLLEGETREERTFRNWMNSLGVNPHVNHLY
ADLQDALVILQLYERIKVPVDWSKVNKPPYPKLGANMKKLENCNYAVELGKHPAKFSLVG
IGGQDLNDGNQTLTLALVWQLMRRYTLNVLEDLGDGQKANDDIIVNWVNRTLSEAGKSTS
IQSFKDKTISSSLAVVDLIDAIQPGCINYDLVKSGNLTEDDKHNNAKYAVSMARRIGARV
YALPEDLVEVKPKMVMTVFACLMGRGMKRV

>sp|P13796|PLSL HUMAN Plastin-2 OS=Homo sapiens O0X=9606 GN=LCP1
PE=1 SV=6
MARGSVSDEEMMELREAFAKVDTDGNGYISEFNELNDLFKAACLPLPGYRVREITENLMAT
GDLDQDGRISFDEFIKIFHGLKSTDVAKTFRKAINKKEGICAIGGTSEQSSVGTQHSYSE
EEKYAFVNWINKALENDPDCRHVIPMNPNTNDLENAVGDGIVLCKMINLSVPDTIDERTI
NKKKLTPFTIQENLNLALNSASATIGCHVVNIGAEDLKEGKPYLVLGLLWQVIKIGLFADIT
ELSRNEALTALLREGESLEDLMKLSPEELLLRWANYHLENAGCNKIGNFSTDIKDSKAYY
HLLEQVAPKGDEEGVPAVVIDMSGLREKDDIQRAECMLOQAERLGCRQFVTATDVVRGNP
KLNLAFIANLFNRYPALHKPENQDIDWGALEGETREERTFRNWMNSLGVNPRVNHLYSDL
SDALVIFQLYEKIKVPVDWNRVNKPPYPKLGGNMKKLENCNYAVELGKNQAKFSLVGIGG
ODLNEGNRTLTLALIWQLMRRYTLNILEEIGGGQKVNDDI IVNWVNETLREAKKSSSISS
FKDPKISTSLPVLDLIDATQPGSINYDLLKTENLNDDEKLNNAKYATSMARKIGARVYAL
PEDLVEVNPKMVMTVFACLMGKGMKRV

>sp|Q14651|PLSI HUMAN Plastin-1 OS=Homo sapiens 0X=9606 GN=PLS1
PE=1 SV=2
MENSTTTISREELEELQEAFNKIDIDNSGYVSDYELQDLFKEASLPLPGYKVREIVEKIL
SVADSNKDGKISFEEFVSLMOQELKSKDISKTFRKIINKREGITATGGTSTISSEGTQHSY
SEEEKVAFVNWINKALENDPDCKHLI PMNPNDDSLEFKSLADGILLCKMINLSEPDTIDER
AINKKKLTPFTISENLNLALNSASAIGCTVVNIGASDLKEGKPHLVLGLLWQIIKVGLFA
DIEISRNEALTALLNEGEELEELMKLSPEELLLRWVNYHLTNAGWHTISNESQDIKDSRA
YFHLLNQIAPKGGEDGPATIAIDLSGINETNDLKRAGLMLQEADKLGCKQFVTPADVVSGN
PKLNLAFVANLENTYPCLHKPNNNDIDMNLLEGESKEERTFRNWMNSLGVNPYINHLYSD
LADALVIFQLYEMIRVPVNWSHVNKPPYPALGGNMKKIENCNYAVELGKNKAKFSLVGIA
GODLNEGNSTLTLALVWQLMRRYTLNVLSDLGEGEKVNDEITIKWVNQTLKSANKKTSIS
SFKDKSISTSLPVLDLIDATIAPNAVRQEMIRRENLSDEDKLNNAKYAISVARKIGARIYA
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LPDDLVEVKPKMVMTVFACLMGKGLNRIK

>sp|Q52LG2 |KR132 HUMAN Keratin-associated protein 13-2 0OS=Homo
sapiens 0X=9606 GN=KRTAP13-2 PE=1 SV=1
MSYNCCSGNFSSRSCGDYLRYPASSRGFSYPSNLVYSTDLCSPSTCQLGSSLYRGCQEIC
WEPTSCQTSYVESSPCQTSCYRPRTSLLCSPCKTTYSGSLGFGSSSCRSLGYGSRSCYSV
GCGSSGVRSLGYGSCGFPSLGYGSGEFCRPTYLASRSCQSPCYRPAYGSTFCRSTC
>sp|P63244 | RACK1 HUMAN Receptor of activated protein C kinase 1
OS=Homo sapiens 0X=9606 GN=RACKl PE=1 SV=3
MTEQMTLRGTLKGHNGWVTQIATTPQFPDMILSASRDKTI IMWKLTRDETNYGI PQRALR
GHSHFVSDVVISSDGQFALSGSWDGTLRLWDLTTGTTTRRFVGHTKDVLSVAFSSDNRQT
VSGSRDKTIKLWNTLGVCKYTVQDESHSEWVSCVRESPNSSNPIIVSCGWDKLVKVWNLA
NCKLKTNHIGHTGYLNTVTVSPDGSLCASGGKDGQAMLWDLNEGKHLYTLDGGDIINALC
FSPNRYWLCAATGPSIKIWDLEGKIIVDELKQEVISTSSKAEPPQCTSLAWSADGQTLFA
GYTDNLVRVWQVTIGTR

>sp Q15517 |CDSN_HUMAN Corneodesmosin OS=Homo sapiens 0X=9606
GN=CDSN PE=1 3V=3
MGSSRAPWMGRVGGHGMMALLLAGLLLPGTLAKSIGTEFSDPCKDPTRITSPNDPCLTGKG
DSSGFSSYSGSSSSGSSISSARSSGGGSSGSSSGSSTIAQGGSAGSFKPGTGYSQVSYSSG
SGSSLOGASGSSQLGSSSSHSGNSGSHSGSSSSHSSSSSSFQFSSSSFQVGNGSALPTND
NSYRGILNPSQPGQSSSSSQTSGVSSSGQSVSSNQRPCSSDIPDSPCSGGPIVSHSGPYT
PSSHSVSGGQRPVVVVVDQHGSGAPGVVQGPPCSNGGLPGKPCPPITSVDKSYGGYEVVG
GSSDSYLVPGMTYSKGKIYPVGYFTKENPVKGSPGVPSFAAGPPISEGKYFSSNPIIPSQ
SAASSATIAFQPVGTGGVQLCGGGSTGSKGPCSPSSSRVPSSSSISSSSGSPYHPCGSASQ
SPCSPPGTGSFSSSSSSQSSGKITILQPCGSKSSSSGHPCMSVSSLTLTGGPDGSPHPDPS
AGAKPCGSSSAGKIPCRSIRDILAQVKPLGPQLADPEVFLPQGELLDSP

>sp |P81605|DCD _HUMAN Dermcidin OS=Homo sapiens 0X=9606 GN=DCD PE=1
SvV=2

MRFMTLLFLTALAGALVCAYDPEAASAPGSGNPCHEASAAQKENAGEDPGLARQAPKPRK
ORSSLLEKGLDGAKKAVGGLGKLGKDAVEDLESVGKGAVHDVKDVLDSVL

>sp| 000571 | DDX3X HUMAN ATP-dependent RNA helicase DDX3X OS=Homo
sapiens 0X=9606 GN=DDX3X PE=1 SV=3
MSHVAVENALGLDQQFAGLDLNSSDNQSGGSTASKGRYIPPHLRNREATKGEFYDKDSSGW
SSSKDKDAYSSFGSRSDSRGKSSEFEFSDRGSGSRGREDDRGRSDYDGIGSRGDRSGFGKEE
RGGNSRWCDKSDEDDWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIE
SEFSDVEMGEIIMGNIELTRYTRPTPVQKHAIPITIKEKRDLMACAQTGSGKTAAFLLPILS
QIYSDGPGEALRAMKENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVV
YGGADIGQQIRDLERGCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQ
IRRIVEQDTMPPKGVRHTMMFEFSATFPKEIQMLARDFLDEYIFLAVGRVGSTSENITQKVV
WVEESDKRSFLLDLLNATGKDSLTLVEVETKKGADSLEDFLYHEGYACTSTIHGDRSQRDR
EEALHQFRSGKSPILVATAVAARGLDISNVKHVINFDLPSDIEEYVHRIGRTGRVGNLGL
ATSFFNERNINITKDLLDLLVEAKQEVPSWLENMAYEHHYKGSSRGRSKSSRESGGFGAR
DYRQSSGASSSSFSSSRASSSRSGGGGHGSSRGFGGGGYGGEFYNSDGYGGNYNSQGVDWW

GN

>sp|015523 | DDX3Y HUMAN ATP-dependent RNA helicase DDX3Y OS=Homo
sapiens 0X=9606 GN=DDX3Y PE=1 SV=2
MSHVVVKNDPELDQQLANLDLNSEKQSGGASTASKGRYIPPHLRNREASKGFHDKDSSGW
SCSKDKDAYSSFGSRDSRGKPGYFSERGSGSRGRFDDRGRSDYDGIGNRERPGEFGRFERS
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GHSRWCDKSVEDDWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGSNCPPHIENF
SDIDMGEIIMGNIELTRYTRPTPVQKHATIPIIKGKRDLMACAQTGSGKTAAFLLPILSQI
YTDGPGEALKAVKENGRYGRRKQYPISTLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYG
GADIGQQIRDLERGCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIR
RIVEQDTMPPKGVRHTMMFSATFPKEIQOMLARDFLDEYIFLAVGRVGSTSENITQKVVIWV
EDLDKRSFLLDILGATGSDSLTLVEFVETKKGADSLEDFLYHEGYACTSTHGDRSQRDREE
ALHQFRSGKSPILVATAVAARGLDISNVRHVINFDLPSDIEEYVHRIGRTGRVGNLGLAT
SEFEFNEKNMNITKDLLDLLVEAKQEVPSWLENMAYEHHYKGGSRGRSKSNREFSGGFGARDY
ROSSGSSSSGFGASRGSSSRSGGGGYGNSRGEFGGGGYGGEFYNSDGYGGNYNSQGVDWWGN
>sp|P60201 |MYPR HUMAN Myelin proteolipid protein OS=Homo sapiens
0X=9606 GN=PLP1l PE=1 SV=2
MGLLECCARCLVGAPFASLVATGLCFFGVALFCGCGHEALTGTEKLIETYFSKNYQDYEY
LINVIHAFQYVIYGTASFFFLYGALLLAEGEYTTGAVRQIFGDYKTTICGKGLSATVTGG
QKGRGSRGQHQOAHSLERVCHCLGKWLGHPDKEFVGITYALTVVWLLVFACSAVPVYIYENT
WTTCQSIAFPSKTSASIGSLCADARMYGVLPWNAFPGKVCGSNLLSICKTAEFQMTEFHLE
IAAFVGAAATLVSLLTFMIAATYNFAVLKLMGRGTKF

>sp|P51178 | PLCD1 HUMAN  1l-phosphatidylinositol 4, 5-bisphosphate
phosphodiesterase delta-1 0OS=Homo sapiens 0X=9606 GN=PLCDl1 PE=1
SV=2

MDSGRDFLTLHGLODDEDLQALLKGSQLLKVKSSSWRRERFYKLOQEDCKTIWQESRKVMR
TPESQLFSIEDIQEVRMGHRTEGLEKFARDVPEDRCESIVFKDORNTLDLIAPSPADAQH
WVLGLHKITHHSGSMDQROKLOHWIHSCLRKADKNKDNKMSFKELONFLKELNIQVDDSY
ARKIFRECDHSQTDSLEDEETIEAFYKMLTQRVEIDRTFAEAAGSGETLSVDQLVTEFLQHQ
QREEAAGPALALSLIERYEPSETAKAQROMTKDGFLMYLLSADGSAFSLAHRRVYQDMGQ
PLSHYLVSSSHNTYLLEDQLAGPSSTEAYTIRALCKGCRCLELDCWDGPNQEPITIYHGYTF
TSKILFCDVLRATRDYAFKASPYPVILSLENHCTLEQQRVMARHLHATLGPMLLNRPLDG
VINSLPSPEQLKGKILLKGKKLGGLLPPGGEGGPEATVVSDEDEAAEMEDEAVRSRVQHK
PKEDKLRLAQELSDMVIYCKSVHFGGEFSSPGTPGQAFYEMASESENRALRLLOQESGNGEV
RHNVGHLSRIYPAGWRTDSSNYSPVEMWNGGCQIVALNEFQTPGPEMDVYQGRFQDNGACG
YVLKPAFLRDPNGTFNPRALAQGPWWARKRLNIRVISGQOQLPKVNKNKNSIVDPKVTVEI
HGVSRDVASRQTAVITNNGFNPWWDTEFAFEVVVPDLALIRFLVEDYDASSKNDFIGQST
IPLNSLKQGYRHVHLMSKNGDQHPSATLEVKISLQOD

>sp| Q06830 | PRDX1 HUMAN Peroxiredoxin-1 OS=Homo sapiens 0X=9606
GN=PRDX1 PE=1 SV=1
MSSGNAKIGHPAPNFKATAVMPDGQFKDISLSDYKGKYVVEFFEFYPLDFTEVCPTEIIAFS
DRAEEFKKLNCQVIGASVDSHEFCHLAWVNTPKKQGGLGPMNIPLVSDPKRTIAQDYGVLK
ADEGISFRGLEFIIDDKGILRQITVNDLPVGRSVDETLRLVQAFQFTDKHGEVCPAGWKPG
SDTIKPDVQKSKEYFEFSKQK

>sp|Q13162 | PRDX4 HUMAN Peroxiredoxin-4 OS=Homo sapiens 0X=9606
GN=PRDX4 PE=1 SV=1
MEALPLLAATTPDHGRHRRLLLLPLLLFLLPAGAVOGWETEERPRTREEECHEFYAGGQVY
PGEASRVSVADHSLHLSKAKISKPAPYWEGTAVIDGEFKELKLTDYRGKYLVFFEFYPLDF
TEVCPTEITAFGDRLEEFRSINTEVVACSVDSQFTHLAWINTPRROGGLGPIRIPLLSDL
THQISKDYGVYLEDSGHTLRGLFIIDDKGILRQITLNDLPVGRSVDETLRLVQAFQYTDK
HGEVCPAGWKPGSETIIPDPAGKLKYFDKLN

>sp|Q8IUCO|KR131 HUMAN Keratin-associated protein 13-1 0OS=Homo
sapiens 0X=9606 GN=KRTAP13-1 PE=2 SV=2

71



MSYNCCSGNFSSRSCGGYLHYPASSCGEFSYPSNQVYSTDLCSPSTCQLGSSLYRGCQQTC
WEPTSCQTSYVESSPCQTSCYRPRTSLLCSPCQTTYSGSLGFGSSSCRSLGYGSRSCYSV
GCGSSGFRSLGYGGCGFPSLGYGVGFCRPTYLASRSCQSSCYRPTCGSGEYY
>sp|P67936|TPM4 HUMAN Tropomyosin alpha-4 chain OS=Homo sapiens
0X=9606 GN=TPM4 PE=1 SV=3
MAGLNSLEAVKRKIQATLQQOQADEAEDRAQGLOQRELDGERERREKAEGDVAALNRRIQLVE
EELDRAQERLATALQKLEEAEKAADESERGMKVIENRAMKDEEKME IQEMOQLKEAKHTIAE
EADRKYEEVARKLVILEGELERAEERAEVSELKCGDLEEELKNVTNNLKSLEAASEKYSE
KEDKYEEETKLLSDKLKEAETRAEFAERTVAKLEKTIDDLEEKLAQAKEENVGLHQTLDQ
TLNELNCI

>sp|P07951|TPM2 HUMAN Tropomyosin beta chain 0OS=Homo sapiens
0X=9606 GN=TPM2 PE=1 SV=1
MDATIKKKMOMLKLDKENAIDRAEQAEADKKQAEDRCKQLEEEQQALQKKLKGTEDEVEKY
SESVKEAQEKLEQAEKKATDAEADVASLNRRIQLVEEELDRAQERLATALQKLEEAEKAA
DESERGMKVIENRAMKDEEKMELQEMQLKEAKHIAEDSDRKYEEVARKLVILEGELERSE
ERAEVAESKCGDLEEELKIVTNNLKSLEAQADKYSTKEDKYEEEIKLLEEKLKEAETRAE
FAERSVAKLEKTIDDLEDEVYAQKMKYKATSEELDNALNDITSL
>sp|P01040|CYTA HUMAN Cystatin-A OS=Homo sapiens 0X=9606 GN=CSTA
PE=1 SvV=1
MIPGGLSEAKPATPEIQEIVDKVKPQLEEKTNETYGKLEAVQYKTQVVAGTNYYIKVRAG
DNKYMHLKVFKSLPGONEDLVLTGYQVDKNKDDELTGF

>sp | P22528 | SPR1IB HUMAN Cornifin-B OS=Homo sapiens 0X=9606
GN=SPRR1B PE=1 SV=2
MSSQQOKQPCTPPPOLQOOQVKQPCQPPPOEPCIPKTKEPCHPKVPEPCHPKVPEPCQPK
VPEPCHPKVPEPCPSIVTPAPAQQKTKQK

>sp|075635|SPB7_ HUMAN Serpin B7 OS=Homo sapiens 0X=9606
GN=SERPINB7 PE=1 Sv=1
MASLAAANAEFCENLFREMDDNQGNGNVFFSSLSLFAALALVRLGAQDDSLSQIDKLLHV
NTASGYGNSSNSQSGLOSQLKRVEFSDINASHKDYDLSIVNGLFAEKVYGFHKDYIECAEK
LYDAKVERVDFTNHLEDTRRNINKWVENETHGKIKNVIGEGGISSSAVMVLVNAVYFKGK
WOSAFTKSETINCHFKSPKCSGKAVAMMHQERKENLSVIEDPSMKILELRYNGGINMYVL
LPENDLSEIENKLTFONLMEWTNPRRMTSKYVEVFFPQFKIEKNYEMKQYLRALGLKDIF
DESKADLSGIASGGRLYISRMMHKSYIEVTEEGTEATAATGSNIVEKQLPQSTLFRADHP
FLFVIRKDDITILFSGKVSCP

>sp|P23528 |COF1 HUMAN Cofilin-1 OS=Homo sapiens 0X=9606 GN=CFL1
PE=1 SV=3
MASGVAVSDGVIKVENDMKVRKSSTPEEVKKRKKAVLFCLSEDKKNIILEEGKEILVGDV
GOTVDDPYATEFVKMLPDKDCRYALYDATYETKESKKEDLVFIFWAPESAPLKSKMIYASS
KDATKKKLTGIKHELQANCYEEVKDRCTLAEKLGGSAVISLEGKPL
>sp|Q9Y281|COF2 HUMAN Cofilin-2 OS=Homo sapiens 0X=9606 GN=CFL2
PE=1 sv=1
MASGVTVNDEVIKVENDMKVRKSSTQEETKKRKKAVLFCLSDDKRQIIVEEAKQILVGDI
GDTVEDPYTSEFVKLLPLNDCRYALYDATYETKESKKEDLVEFIFWAPESAPLKSKMIYASS
KDATKKKFTGIKHEWQVNGLDDIKDRSTLGEKLGGNVVVSLEGKPL
>sp|P19971|TYPH HUMAN Thymidine phosphorylase OS=Homo sapiens
0X=9606 GN=TYMP PE=1 SV=2
MAALMTPGTGAPPAPGDFSGEGSQGLPDPSPEPKQLPELIRMKRDGGRLSEADIRGFVAA
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VVNGSAQGAQIGAMLMATRLRGMDLEETSVLTQALAQSGQQLEWPEAWRQQOLVDKHSTGG
VGDKVSLVLAPALAACGCKVPMISGRGLGHTGGTLDKLESTIPGENVIQSPEQMOVLLDQA
GCCIVGQSEQLVPADGILYAARDVTATVDSLPLITASILSKKLVEGLSALVVDVKFGGAA
VFPNQEQARELAKTLVGVGASLGLRVAAALTAMDKPLGRCVGHALEVEEALLCMDGAGPP
DLRDLVTTLGGALLWLSGHAGTQAQGAARVAAALDDGSALGRFERMLAAQGVDPGLARAL
CSGSPAERRQLLPRAREQEELLAPADGTVELVRALPLALVLHELGAGRSRAGEPLRLGVG
AELLVDVGQRLRRGTPWLRVHRDGPALSGPOSRALQEALVLSDRAPFAAPSPFAELVLPP
Q0

>sp|Q7Z3Y7|K1C28 HUMAN Keratin, type I cytoskeletal 28 OS=Homo
sapiens 0X=9606 GN=KRT28 PE=1 SV=2
MSLQOFSNGSRHVCLRSGAGSVRPLNGGAGFAGSSACGGSVAGSEFSCALGGGLGSVPGGS
HAGGALGNAACIGFAGSEGGLLSGNEKVTMONLNDRLASYLDNVRALEEANAELERKIKG
WYEKYGPGSCRGLDHDYSRYHLTIEDLKNKITSSTTTNANVILQIDNARLAADDFRLKYE
NELTLHONVEADINGLRRVLDELTLCRTDQELQYESLSEEMTYLKKNHEEEMKALQCAAG
GNVNVEMNAAPGVDLAVLLNNMRAEYEALAEQNRKDAEAWEFNEKSASTLOOQISHDSGAAT
FARSQLTEMRRTLOTLEIQLQSLMATKHSLECSLTETESNYCTQLAQIQAQIGALEEQLH
QVRTETEGOKLEYEHLLDVKVHLEKETETYCRLIDGDGNSCSKSKGFGSGSPGNSSKDLS
KTTLVKTVVEELDQRGKVLSSRIHSTEEKTSKMTNGKTEQRVPF

>sp|P35321 | SPR1IA HUMAN Cornifin-A OS=Homo sapiens 0X=9606
GN=SPRR1A PE=1 SV=2
MNSQQOKQPCTPPPOPQOOQVKQPCQPPPOEPCIPKTKEPCHPKVPEPCHPKVPEPCQPK
VPEPCQPKVPEPCPSTVTPAPAQQKTKQK

>sp|P17931|LEG3 HUMAN Galectin-3 OS=Homo sapiens 0X=9606 GN=LGALS3
PE=1 SV=5
MADNEFSLHDALSGSGNPNPQGWPGAWGNQPAGAGGYPGASYPGAYPGQAPPGAYPGQAPP
GAYPGAPGAYPGAPAPGVYPGPPSGPGAYPSSGQPSATGAYPATGPYGAPAGPLIVPYNL
PLPGGVVPRMLITILGTVKPNANRIALDFQRGNDVAFHENPRFNENNRRVIVCNTKLDNN
WGREERQSVFPFESGKPFKIQVLVEPDHFKVAVNDAHLLOQYNHRVKKLNETISKLGISGDI
DLTSASYTMI

>sp|P02671|FIBA HUMAN Fibrinogen alpha chain 0OS=Homo sapiens
0X=9606 GN=FGA PE=1 SV=2
MFSMRIVCLVLSVVGTAWTADSGEGDFLAEGGGVRGPRVVERHQSACKDSDWPFCSDEDW
NYKCPSGCRMKGLIDEVNQDFTNRINKLKNSLFEYQKNNKDSHSLTTNIMEILRGDFESSA
NNRDNTYNRVSEDLRSRIEVLKRKVIEKVOHIQLLOKNVRAQLVDMKRLEVDIDIKIRSC
RGSCSRALAREVDLKDYEDQOKQLEQVIAKDLLPSRDRQHLPLIKMKPVPDLVPGNFKSQ
LOKVPPEWKALTDMPOMRMELERPGGNEITRGGSTSYGTGSETESPRNPSSAGSWNSGSS
GPGSTGNRNPGSSGTGGTATWKPGSSGPGSTGSWNSGSSGTGSTGNOQNPGSPRPGSTGTW
NPGSSERGSAGHWTSESSVSGSTGQWHSESGSFRPDSPGSGNARPNNPDWGTFEEVSGNV
SPGTRREYHTEKLVTSKGDKELRTGKEKVTSGSTTTTRRSCSKTVTKTVIGPDGHKEVTK
EVVTSEDGSDCPEAMDLGTLSGIGTLDGFRHRHPDEAAFFDTASTGKTFPGFFSPMLGEF
VSETESRGSESGIFTNTKESSSHHPGIAEFPSRGKSSSYSKQFTSSTSYNRGDSTFESKS
YKMADEAGSEADHEGTHSTKRGHAKSRPVRDCDDVLQTHPSGTQSGIFNIKLPGSSKIFES
VYCDQETSLGGWLLIQQRMDGSLNENRTWODYKRGEFGSLNDEGEGEFWLGNDYLHLLTQR
GSVLRVELEDWAGNEAYAEYHFRVGSEAEGYALQVSSYEGTAGDALIEGSVEEGAEYTSH
NNMQEFSTFDRDADQWEENCAEVYGGGWWYNNCQAANLNGIYYPGGSYDPRNNSPYETENG
VVWVSFRGADYSLRAVRMKIRPLVTQ
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>sp|PO1023|AZMG_ HUMAN Alpha-2-macroglobulin OS=Homo sapiens
0X=9606 GN=A2M PE=1 SV=3
MGKNKLLHPSLVLLLLVLLPTDASVSGKPQYMVLVPSLLHTETTEKGCVLLSYLNETVTV
SASLESVRGNRSLFTDLEAENDVLHCVAFAVPKSSSNEEVMEFLTVQVKGPTQEFKKRTTV
MVKNEDSLVEVQTDKSIYKPGQTVKFRVVSMDENFHPLNELIPLVYIQDPKGNRIAQWQS
FOLEGGLKQFSFPLSSEPFQGSYKVVVQKKSGGRTEHPFTVEEFVLPKFEVQVTVPKIIT
ILEEEMNVSVCGLYTYGKPVPGHVTVSICRKYSDASDCHGEDSQAFCEKFSGQLNSHGCF
YOOVKTKVFQLKRKEYEMKLHTEAQIQEEGTVVELTGRQSSEITRTITKLSFVKVDSHEFR
QGIPFFGQVRLVDGKGVPIPNKVIFIRGNEANYYSNATTDEHGLVQFSINTTNVMGTSLT
VRVNYKDRSPCYGYQWVSEEHEEAHHTAYLVESPSKSFVHLEPMSHELPCGHTQTVQAHY
ILNGGTLLGLKKLSEFYYLIMAKGGIVRTGTHGLLVKQEDMKGHEFSISIPVKSDIAPVARL
LIYAVLPTGDVIGDSAKYDVENCLANKVDLSEFSPSQSLPASHAHLRVTAAPQSVCALRAV
DOQSVLLMKPDAELSASSVYNLLPEKDLTGFPGPLNDODNEDCINRHNVYINGITYTPVSS
TNEKDMYSFLEDMGLKAFTNSKIRKPKMCPQLOQYEMHGPEGLRVGEFYESDVMGRGHARL
VHVEEPHTETVRKYFPETWIWDLVVVNSAGVAEVGVTVPDTITEWKAGAFCLSEDAGLGI
SSTASLRAFQPFFVELTMPYSVIRGEAFTLKATVLNYLPKCIRVSVQLEASPAFLAVPVE
KEQAPHCICANGRQTVSWAVTPKSLGNVNFTVSAEALESQELCGTEVPSVPEHGRKDTVI
KPLLVEPEGLEKETTENSLLCPSGGEVSEELSLKLPPNVVEESARASVSVLGDILGSAMQ
NTONLLOMPYGCGEQNMVLFAPNIYVLDYLNETQQLTPETIKSKAIGYLNTGYQRQLNYKH
YDGSYSTFGERYGRNQGNTWLTAFVLKTFAQARAYIFIDEAHTITQALIWLSQRQKDNGCEF
RSSGSLLNNATIKGGVEDEVTLSAYITIALLEIPLTVTHPVVRNALFCLESAWKTAQEGDH
GSHVYTKALLAYAFALAGNQDKRKEVLKSLNEEAVKKDNSVHWERPQKPKAPVGHFYEPQ
APSAEVEMTSYVLLAYLTAQPAPTSEDLTSATNIVKWITKQONAQGGESSTQDTVVALHA
LSKYGAATFTRTGKAAQVTIQSSGTFSSKFQVDNNNRLLLOQVSLPELPGEYSMKVTGEG
CVYLQTSLKYNILPEKEEFPFALGVQTLPQTCDEPKAHTSFQISLSVSYTGSRSASNMAT
VDVKMVSGFIPLKPTVKMLERSNHVSRTEVSSNHVLIYLDKVSNQTLSLFFTVLQODVPVR
DLKPATIVKVYDYYETDEFATAEYNAPCSKDLGNA

>sp|P20742|PZP_HUMAN Pregnancy zone protein OS=Homo sapiens
0X=9606 GN=PZP PE=1 SV=4
MRKDRLLHLCLVLLLILLSASDSNSTEPQYMVLVPSLLHTEAPKKGCVLLSHLNETVTVS
ASLESGRENRSLEFTDLVAEKDLFHCVSFTLPRISASSEVAFLSIQIKGPTQDFRKRNTVL
VLNTQSLVEVQTDKPMYKPGQTVRFRVVSVDENFRPRNELTIPLIYLENPRRNRTAQWQSL
KLEAGINQLSFPLSSEPIQGSYRVVVQTESGGRIQHPFTVEEFVLPKFEVKVQVPKIISI
MDEKVNITVCGEYTYGKPVPGLATVSLCRKLSRVLNCDKQEVCEEFSQQLNSNGCITQQV
HTKMLQITNTGFEMKLRVEARTIREEGTDLEVTANRISEITNIVSKLKEVKVDSHFRQGIP
FFAQVLLVDGKGVPIPNKLFFISVNDANYYSNATTNEQGLAQFSINTTSISVNKLEVRVFE
TVHPNLCFHYSWVAEDHQGAQHTANRVFSLSGSYIHLEPVAGTLPCGHTETITAHYTLNR
QAMGELSELSFHYLIMAKGVIVRSGTHTLPVESGDMKGSFALSFPVESDVAPIARMEFIFA
ILPDGEVVGDSEKFETENCLANKVDLSFSPAQSPPASHAHLQVAAAPQSTL.CALRAVDQSV
LLMKPEAELSVSSVYNLLTVKDLTNEFPDNVDQOEEEQGHCPRPFFIHNGAIYVPLSSNEA
DIYSFLKGMGLKVEFTNSKIRKPKSCSVIPSVSAGAVGQGYYGAGLGVVERPYVPQLGTYN
VIPLNNEQSSGPVPETVRSYFPETWIWELVAVNSSGVAEVGVTVPDTITEWKAGAFCLSE
DAGLGISSTASLRAFQPFEFVELTMPYSVIRGEVFTLKATVLNYLPKCIRVSVQLKASPAF
LASONTKGEESYCICGNERQTLSWITVTPKTLGNVNEFSVSAEAMOQSLELCGNEVVEVPEIK
RKDTVIKTLLVEAEGIEQEKTEFSSMTCASGANVSEQLSLKLPSNVVKESARASFSVLGDI
LGSAMONIQONLLOMPYGCGEQNMVLFAPNIYVLNYLNETQQLTQETKAKAVGYLITGYQR
QLNYKHODGSYSTFGERYGRNQGNTWLTAFVLKTFAQARSYIFIDEAHTITQSLTWLSQMQ
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KDNGCFRSSGSLLNNATIKGGVEDEATLSAYVTIALLEIPLPVTITNPIVRNALFCLESAWNV
AKEGTHGSHVYTKALLAYAFSLLGKONONREILNSLDKEAVKEDNLVHWERPQRPKAPVG
HLYQTQAPSAEVEMTSYVLLAYLTAQPAPTSGDLTSATNIVKWIMKQONAQGGESSTQDT
VVALHALSRYGAATFTRTEKTAQVTVQODSQTFSTNFQVDNNNLLLLOQQISTLPELPGEYVI
TVTGERCVYLQTSMKYNILPEKEDSPFALKVQTVPQTCDGHKAHTSFQISLTISYTGNRP
ASNMVIVDVKMVSGFIPLKPTVKMLERSSSVSRTEVSNNHVLIYVEQVTNQTLSEFSEFMVL
QDIPVGDLKPAIVKVYDYYETDESVVAEYIAPCSTDTEHGNV

>sp|P40121|CAPG_HUMAN Macrophage-capping protein OS=Homo sapiens
0X=9606 GN=CAPG PE=1 SV=2
MYTAIPQSGSPFPGSVQDPGLHVWRVEKLKPVPVAQENQGVFFSGDSYLVLHNGPEEVSH
LEHLWIGQQSSRDEQGACAVLAVHLNTLLGERPVQHREVQGNESDLFMSYFPRGLKYQEGG
VESAFHKTSTGAPAATKKLYQVKGKKNIRATERALNWDSENTGDCEFILDLGONIFAWCGG
KSNILERNKARDLALATRDSERQGKAQVEIVTDGEEPAEMIQVLGPKPALKEGNPEEDLT
ADKANAQAAALYKRVSDATGOQMNLTKVADSSPFALELLISDDCEVLDNGLCGKIYIWKGRK
ANEKERQAALQVAEGFISRMQYAPNTQVEILPQGHESPIFKQFFKDWK

>sp Q92820 |GGH_HUMAN Gamma-glutamyl hydrolase OS=Homo sapiens
0X=9606 GN=GGH PE=1 SV=2
MASPGCLLCVLGLLLCGAASLELSRPHGDTAKKPITIGILMQKCRNKVMKNYGRYYTIAASY
VKYLESAGARVVPVRLDLTEKDYEILFKSINGILFPGGSVDLRRSDYAKVAKIFYNLSIQ
SEFDDGDYFPVWGTCLGFEELSLLISGECLLTATDTVDVAMPLNFTGGQLHSRMEFONEFPTE
LLLSLAVEPLTANFHKWSLSVKNFTMNEKLKKFENVLTTNTDGKIEFISTMEGYKYPVYG
VOWHPEKAPYEWKNLDGISHAPNAVKTAFYLAEFFVNEARKNNHHFKSESEEEKALTIYQF
SPIYTGNISSFQQCYIFD

>sp|P62805|H4 HUMAN Histone H4 OS=Homo sapiens 0X=9606 GN=H4-16
PE=1 SV=2
MSGRGKGGKGLGKGGAKRHRKVLRDNIQGITKPATRRLARRGGVKRISGLIYEETRGVLK
VFLENVIRDAVTYTEHAKRKTVTAMDVVYALKRQGRTLYGEFGG

>sp|PO07339|CATD HUMAN Cathepsin D OS=Homo sapiens 0X=9606 GN=CTSD
PE=1 Sv=1
MOPSSLLPLALCLLAAPASALVRIPLHKFTSIRRTMSEVGGSVEDLIAKGPVSKYSQAVP
AVTEGPIPEVLKNYMDAQYYGETIGIGTPPQCFTVVEFDTGSSNLWVPSTHCKLLDIACWIH
HKYNSDKSSTYVKNGTSFDIHYGSGSLSGYLSQDTVSVPCQSASSASALGGVKVERQVFEG
EATKQPGITFIAAKFDGILGMAYPRISVNNVLPVEFDNLMOOKLVDONIFSEYLSRDPDAQ
PGGELMLGGTDSKYYKGSLSYLNVTRKAYWOQVHLDQVEVASGLTLCKEGCEATVDTGTSL
MVGPVDEVRELOQKATGAVPLIQGEYMIPCEKVSTLPATTLKLGGKGYKLSPEDYTLKVSQ
AGKTLCLSGFMGMDIPPPSGPLWILGDVFIGRYYTVFDRDNNRVGFAEAARL
>sp|P12273|PIP_HUMAN Prolactin-inducible protein OS=Homo sapiens
0X=9606 GN=PIP PE=1 SV=1
MRLLOLLFRASPATLLLVLCLOQLGANKAQDNTRKITIIKNFDIPKSVRPNDEVTAVLAVQT
ELKECMVVKTYLISSIPLQGAFNYKYTACLCDDNPKTEYWDEFYTNRTVQIAAVVDVIREL
GICPDDAAVIPIKNNRFYTIEILKVE

>sp|Q562R1|ACTBL HUMAN Beta-actin-like protein 2 OS=Homo sapiens
0X=9606 GN=ACTBLZ PE=1 SV=2
MTDNELSALVVDNGSGMCKAGFGGDDAPRAVFPSMIGRPRHOQGVMVGMGQKDCYVGDEAQ
SKRGVLTLKYPTIEHGVVTNWDDMEKIWYHTFYNELRVAPDEHPILLTEAPLNPKINREKM
TOIMFEAFNTPAMYVAIQAVLSLYASGRTTGIVMDSGDGVTHIVPIYEGYALPHAILRLD
LAGRDLTDYLMKILTERGYNFTTTAERE IVRDVKEKLCYVALDFEQEMVRAAASSSPERS
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YELPDGQVITIGNERFRCPEAIFQPSFLGIESSGIHETTENSIMKCDVDIRKDLYANTVL
SGGSTMYPGIADRMQKETITLAPSTMKIKITAPPERKYSVWIGGSILASLSTFQOMWISK
QEYDEAGPPIVHRKCF

>sp|P01876|IGHAL HUMAN Immunoglobulin heavy constant alpha 1
OS=Homo sapiens 0X=9606 GN=IGHAl PE=1 SV=2
ASPTSPKVFPLSLCSTQPDGNVVIACLVQGFFPQEPLSVIWSESGQGVTARNEFPPSQDAS
GDLYTTSSQLTLPATQCLAGKSVTCHVKHYTNPSQDVTVPCPVPSTPPTPSPSTPPTPSP
SCCHPRLSLHRPALEDLLLGSEANLTCTLTGLRDASGVTEFTWTPSSGKSAVQGPPERDLC
GCYSVSSVLPGCAEPWNHGKTFTCTAAYPESKTPLTATLSKSGNTFRPEVHLLPPPSEEL
ALNELVTLTCLARGFSPKDVLVRWLQGSQELPREKYLTWASRQEPSQGTTTFAVTSILRV
AAEDWKKGDTFSCMVGHEALPLAFTQKTIDRLAGKPTHVNVSVVMAEVDGTCY
>sp|P01877|IGHAZ HUMAN Immunoglobulin heavy constant alpha 2
OS=Homo sapiens 0X=9606 GN=IGHA2 PE=1 SV=4
ASPTSPKVFPLSLDSTPODGNVVVACLVQGFFPQEPLSVTIWSESGONVTARNEFPPSQDAS
GDLYTTSSQLTLPATQCPDGKSVTCHVKHYTNSSQDVTVPCRVPPPPPCCHPRLSLHRPA
LEDLLLGSEANLTCTLTGLRDASGATFTWTPSSGKSAVQGPPERDLCGCYSVSSVLPGCA
QPWNHGETFTCTAAHPELKTPLTANITKSGNTFRPEVHLLPPPSEELALNELVTLTCLAR
GESPKDVLVRWLOGSQELPREKYLTWASRQEPSQGTTTYAVTSILRVAAEDWKKGETFESC
MVGHEALPLAFTQKTIDRMAGKPTHINVSVVMAEADGTCY

>sp | PODOX2 | IGAZ HUMAN Immunoglobulin alpha-2 heavy chain OS=Homo
sapiens 0X=9606 PE=1 SV=2
EVOLVETGGGLIQPGGSLRLSCAASGEFTVSNHSMSWVRQAPGKALEWVSAIYRGGTTYYA
DSVKGREFTISRDDSRNTVYLOMNSLRAEDTAVYYCARDLAAARLFGKGTTVTVSSASPTS
PKVFPLSLDSTPODGNVVVACLVQGFFPQEPLSVTWSESGONVTARNEFPPSQDASGDLYT
TSSQLTLPATQCPDGKSVTCHVKHYTNSSQDVTVPCRVPPPPPCCHPRLSLHRPALEDLL
LGSEANLTCTLTGLRDASGATFTWTPSSGKSAVEGPPERDLCGCYSVSSVLPGCAQPWNH
GETFTCTAAHPELKTPLTANITKSGNTFRPEVHLLPPPSEELALNELVTLTCLARGESPK
DVLVRWLOGSQELPREKYLTWASRQEPSQGTTTYAVTSILRVAAEDWKKGETEFSCMVGHE
ALPLAFTQKTIDRLAGKPTHINVSVVMAEADGTCY

>sp|P58876|H2B1D HUMAN Histone H2Z2B type 1-D OS=Homo sapiens
0X=9606 GN=H2BCS5 PE=1 SV=2
MPEPTKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|Q50ONW6 |H2B2F HUMAN Histone H2B type 2-F OS=Homo sapiens
0X=9606 GN=H2BC1l8 PE=1 SV=3
MPDPAKSAPAPKKGSKKAVTKVQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|Q93079|H2B1H HUMAN Histone H2B type 1-H OS=Homo sapiens
0X=9606 GN=H2BC9 PE=1 SV=3
MPDPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERTIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp Q99880 |H2B1L HUMAN Histone H2B type 1-L OS=Homo sapiens
0X=9606 GN=H2BC1l3 PE=1 SV=3
MPELAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
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GIMNSEFVNDIFERIASEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|P57053|H2BFS HUMAN Histone H2B type F-S OS=Homo sapiens
0X=9606 GN=H2BC1l2L PE=1 SV=2
MPEPAKSAPAPKKGSKKAVTKAQKKDGRKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERTAGEASRLPHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSAK

>sp|P62807 |H2B1C HUMAN Histone H2B type 1-C/E/F/G/I 0OS=Homo
sapiens 0X=9606 GN=H2BC10 PE=1 SV=4
MPEPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|060814 |H2B1K HUMAN Histone H2ZB type 1-K O0OS=Homo sapiens
0X=9606 GN=H2BC12 PE=1 SV=3
MPEPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSAK

>sp|Q99877|H2BIN HUMAN Histone H2B type 1-N OS=Homo sapiens
0X=9606 GN=H2BC15 PE=1 SV=3
MPEPSKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|Q99879|H2B1IM HUMAN Histone H2B type 1-M OS=Homo sapiens
0X=9606 GN=H2BCl14 PE=1 SV=3
MPEPVKSAPVPKKGSKKAINKAQKKDGKKRKRSRKESYSVYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERTIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp Q02878 |RL6_HUMAN 60S ribosomal protein L6 OS=Homo sapiens
0X=9606 GN=RPL6 PE=1 SV=3
MAGEKVEKPDTKEKKPEAKKVDAGGKVKKGNLKAKKPKKGKPHCSRNPVLVRGIGRYSRS
AMYSRKAMYKRKYSAAKSKVEKKKKEKVLATVTKPVGGDKNGGTRVVKLRKMPRYYPTED
VPRKLLSHGKKPFSQHVRKLRASTITPGTILIILTGRHRGKRVVFLKQLASGLLLVTGPLV
LNRVPLRRTHQKFVIATSTKIDISNVKIPKHLTDAYFKKKKLRKPRHQEGEIFDTEKEKY
EITEQRKIDQKAVDSQILPKIKAIPQLOGYLRSVFALTNGIYPHKLVFEF
>sp|P12277|KCRB HUMAN Creatine kinase B-type OS=Homo sapiens
0X=9606 GN=CKB PE=1 SV=1
MPFSNSHNALKLRFPAEDEFPDLSAHNNHMAKVLTPELYAELRAKSTPSGEFTLDDVIQTG
VDNPGHPYIMTVGCVAGDEESYEVFKDLFDPITEDRHGGYKPSDEHKTDLNPDNLQGGDD
LDPNYVLSSRVRTGRSIRGFCLPPHCSRGERRAIEKLAVEALSSLDGDLAGRYYALKSMT
EAEQQOQOLIDDHFLFDKPVSPLLLASGMARDWPDARGIWHNDNKTFLVWVNEEDHLRVISM
QKGGNMKEVFTRFCTGLTQIETLFKSKDYEFMWNPHLGYILTCPSNLGTGLRAGVHIKLP
NLGKHEKFSEVLKRLRLOKRGTGGVDTAAVGGVEDVSNADRLGFSEVELVOMVVDGVKLL
IEMEQRLEQGQAIDDLMPAQK

>sp|P52907|CAZAL HUMAN F-actin-capping protein subunit alpha-1
OS=Homo sapiens 0X=9606 GN=CAPZA1l PE=1 SV=3
MADFDDRVSDEEKVRIAAKFITHAPPGEFNEVENDVRLLLNNDNLLREGAAHAFAQYNMD
QFTPVKIEGYEDQVLITEHGDLGNSRFLDPRNKISFKEFDHLRKEASDPQPEEADGGLKSW
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RESCDSALRAYVKDHYSNGEFCTVYAKTIDGQQTITACIESHQFOQPKNFWNGRWRSEWKET
ITPPTAQVVGVLKIQVHYYEDGNVQLVSHKDVQODSLTVSNEAQTAKEFTIKITENAENEYQ
TATSENYQTMSDTTFKALRRQLPVTRTKIDWNKILSYKIGKEMQONA
>sp|Q53RT3|APRV1 HUMAN Retroviral-like aspartic protease 1 OS=Homo
sapiens 0X=9606 GN=ASPRV1 PE=1 SV=1
MGSPGASLGIKKALQSEQATALPASAPAVSQPTAPAPSCLPKAGQVIPTLLREAPESSVI
APTLLCGFLFLAWVAAEVPEESSRMAGSGARSEEGRRQHAFVPEPFDGANVVPNLWLHSE
EVINDLNHWDHITKLRFLKESLRGEALGVYNRLSPODOGDYGTVKEALLKAFGVPGAAPS
HLPKEIVFANSMGKGYYLKGKIGKVPVRFLVDSGAQVSVVHPNLWEEVTDGDLDTLQPFE
NVVKVANGAEMKILGVWDTAVSLGKLKLKAQFLVANASAEEAITGTDVLQDHNAILDFEH
RTCTLKGKKFRLLPVGGSLEDEFDLELIEEDPSSEEGRQELSH

>sp|Q9NZH8 |IL36G HUMAN Interleukin-36 gamma OS=Homo sapiens
0X=9606 GN=IL36G PE=1 SV=1
MRGTPGDADGGGRAVYQSMCKPITGTINDLNQQVWTLOQGONLVAVPRSDSVTPVTVAVIT
CKYPEALEQGRGDPIYLGIQNPEMCLYCEKVGEQPTLOLKEQKIMDLYGQPEPVKPFLEY
RAKTGRTSTLESVAFPDWFIASSKRDQPIILTSELGKSYNTAFELNIND
>sp|Q07065|CKAP4 HUMAN Cytoskeleton-associated protein 4 OS=Homo
sapiens 0X=9606 GN=CKAP4 PE=1 SV=2
MPSAKQRGSKGGHGAASPSEKGAHPSGGADDVAKKPPPAPQOQPPPPPAPHPQQHPQQHPQ
NQAHGKGGHRGGGGGGGKSSSSSSASAAAAAAAASSSASCSRRLGRALNFLEFYLALVAAA
AFSGWCVHHVLEEVQQOVRRSHODEFSROQREELGQGLOGVEQKVQSLOQATFGTFESILRSSQ
HKODLTEKAVKQGESEVSRISEVLOKLONEILKDLSDGIHVVKDARERDFTSLENTVEER
LTELTKSINDNIATFTEVQKRSQKEINDMKAKVASLEESEGNKOQDLKALKEAVKEIQTSA
KSREWDMEALRSTLOQTMESDIYTEVRELVSLKQEQQAFKEAADTERLALQALTEKLLRSE
ESVSRLPEEIRRLEEELRQLKSDSHGPKEDGGFRHSEAFEALQQOKSQOGLDSRLOHVEDGV
LSMOVASARQTESLESLLSKSQEHEQRLAALQGRLEGLGSSEADQDGLASTVRSLGETQL
VLYGDVEELKRSVGELPSTVESLQKVQEQVHTLLSQDQAQAARLPPQDFLDRLSSLDNLK
ASVSQVEADLKMLRTAVDSLVAYSVKIETNENNLESAKGLLDDLRNDLDRLEVKVEKIHE

KV

>sp|P31946]1433B HUMAN 14-3-3 protein beta/alpha OS=Homo sapiens
0X=9606 GN=YWHABR PE=1 SV=3
MTMDKSELVQKAKLAEQAERYDDMAAAMKAVTEQGHELSNEERNLLSVAYKNVVGARRSS
WRVISSIEQKTERNEKKQOMGKEYREKIEAELQDICNDVLELLDKYLIPNATQPESKVEY
LKMKGDYFRYLSEVASGDNKQTTVSNSQQAYQEAFEISKKEMQPTHPIRLGLALNEFSVEY
YEILNSPEKACSLAKTAFDEATAELDTLNEESYKDSTLIMQLLRDNLTLWTSENQGDEGD
AGEGEN

>sp|P35749|MYH11 HUMAN Myosin-11 OS=Homo sapiens 0OX=9606 GN=MYHI11
PE=1 SV=3
MAQKGQLSDDEKFLEVDKNEFINSPVAQADWAAKRLVWVPSEKQGFEAASTKEEKGDEVVV
ELVENGKKVTVGKDDIQKMNPPKFSKVEDMAELTCLNEASVLHNLRERYEFSGLIYTYSGL
FCVVVNPYKHLPIYSEKTIVDMYKGKKRHEMPPHIYATADTAYRSMLQDREDQSTILCTGES
GAGKTENTKKVIQYLAVVASSHKGKKDTSITGELEKQLLOQANPILEAFGNAKTVKNDNSS
REFGKFIRINEFDVTGYIVGANIETYLLEKSRATROQARDERTFHIFYYMIAGAKEKMRSDLL
LEGFNNYTFLSNGFVPIPAAQDDEMFQETVEAMAIMGFSEEEQLSILKVVSSVLQLGNIV
FKKERNTDQASMPDNTAAQKVCHLMGINVTDEFTRSILTPRIKVGRDVVQKAQTKEQADFEFA
VEALAKATYERLFRWILTRVNKALDKTHRQGASFLGILDIAGFEIFEVNSFEQLCINYTN
EKLOQOLFNHTMFILEQEEYQREGIEWNFIDFGLDLQPCIELIERPNNPPGVLALLDEECW
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FPKATDKSFVEKLCTEQGSHPKFQKPKQLKDKTEFSIIHYAGKVDYNASAWLTKNMDPLN
DNVTSLLNASSDKEFVADLWKDVDRIVGLDOQMAKMTESSLPSASKTKKGMFRTVGQLYKEQ
LGKLMTTLRNTTPNFVRCIIPNHEKRSGKLDAFLVLEQLRCNGVLEGIRICRQGFPNRIV
FOQEFRQRYEILAANAIPKGFMDGKQACILMIKALELDPNLYRIGQSKIFFRTGVLAHLEE
ERDLKITDVIMAFQAMCRGYLARKAFAKROQOQOLTAMKVIQRNCAAYLKLRNWOWWRLFTK
VKPLLOQVTRQEEEMQAKEDELQKTKERQQKAENELKELEQKHSQLTEEKNLLOEQLQAET
ELYAEAEEMRVRLAAKKQELEEILHEMEARLEEEEDRGQOLOQAERKKMAQOMLDLEEQLE
EEEAARQKLOLEKVTAEAKIKKLEDEILVMDDONNKLSKERKLLEERISDLTTNLAEEEE
KAKNLTKLKNKHESMISELEVRLKKEEKSROELEKLKRKLEGDASDFHEQIADLQAQTIAE
LKMOLAKKEEELQAALARLDDEIAQKNNALKKIRELEGHISDLQEDLDSERAARNKAEKQ
KRDLGEELEALKTELEDTLDSTATQQOELRAKREQEVTVLKKALDEETRSHEAQVQEMRQOK
HAQAVEELTEQLEQFKRAKANLDKNKQTLEKENADLAGELRVLGQAKQEVEHKKKKLEAQ
VOELQSKCSDGERARAELNDKVHKLONEVESVTGMLNEAEGKAIKLAKDVASLSSQLQDT
QELLOEETROKLNVSTKLROQLEEERNSLODQLDEEMEAKONLERHISTLNIQLSDSKKKL
ODFASTVEALEEGKKRFOKEIENLTOQOYEEKAAAYDKLEKTKNRLOOQELDDLVVDLDNQR
QOLVSNLEKKQRKFDOLLAEEKNISSKYADERDRAEAEAREKETKALSLARALEEALEAKE
ELERTNKMLKAEMEDLVSSKDDVGKNVHELEKSKRALETOMEEMKTQLEELEDELQATED
AKLRLEVNMQALKGQFERDLQARDEQNEEKRRQLOROQLHEYETELEDERKQRALAAAAKK
KLEGDLKDLELQADSAIKGREEAIKQLRKLOAQMKDFORELEDARASRDEIFATAKENEK
KAKSLEADLMQLOQEDLAAAERARKQADLEKEELAEELASSLSGRNALQDEKRRLEARIAQ
LEEELEEEQGNMEAMSDRVRKATQQAEQLSNELATERSTAQKNESARQQLERQNKELRSK
LHEMEGAVKSKFKSTIAALEAKIAQLEEQVEQEAREKQAATKSLKQKDKKLKEILLQVED
ERKMAEQYKEQAEKGNARVKOLKROLEEAEEESQRINANRRKLORELDEATESNEAMGRE
VNALKSKLRRGNETSEFVPSRRSGGRRVIENADGSEEETDTRDADENGTKASE
>sp|P31949|S10AB HUMAN Protein S100-All OS=Homo sapiens O0X=9606
GN=S100All PE=1 SV=2
MAKISSPTETERCIESLIAVFQKYAGKDGYNYTLSKTEFLSFMNTELAAFTKNQKDPGVL
DRMMKKLDTNSDGQLDEFSEFLNLTIGGLAMACHDSFLKAVPSQKRT
>sp|P40926 |MDHM HUMAN Malate dehydrogenase, mitochondrial OS=Homo
sapiens 0X=9606 GN=MDH2 PE=1 SV=3
MLSALARPASAALRRSEFSTSAQNNAKVAVLGASGGIGQPLSLLLKNSPLVSRLTLYDIAH
TPGVAADLSHIETKAAVKGYLGPEQLPDCLKGCDVVVIPAGVPRKPGMTRDDLENTNATI
VATLTAACAQHCPEAMICVIANPVNSTIPITAEVFKKHGVYNPNKIFGVTTLDIVRANTF
VAELKGLDPARVNVPVIGGHAGKTITIPLISQCTPKVDEFPQDQLTALTGRIQEAGTEVVKA
KAGAGSATLSMAYAGARFVEFSLVDAMNGKEGVVECSFVKSQETECTYFSTPLLLGKKGIE
KNLGIGKVSSFEEKMISDAIPELKASIKKGEDFVKTLK

>sp|P06753|TPM3 HUMAN Tropomyosin alpha-3 chain OS=Homo sapiens
0X=9606 GN=TPM3 PE=1 SV=2
MMEATKKKMOMLKLDKENALDRAEQAEAEQKQAEERSKQLEDELAAMQKKLKGTEDELDK
YSEALKDAQEKLELAEKKAADAEAEVASLNRRIQLVEEELDRAQERLATALQKLEEAEKA
ADESERGMKVIENRALKDEEKMELQEIQLKEAKHIAEEADRKYEEVARKLVITIEGDLERT
EERAELAESKCSELEEELKNVTNNLKSLEAQAEKYSQOKEDKYEEEIKILTDKLKEAETRA
EFAERSVAKLEKTIDDLEDELYAQKLKYKAISEELDHALNDMTST
>sp|P23527|H2B10 HUMAN Histone H2Z2B type 1-O OS=Homo sapiens
0X=9606 GN=H2BC17 PE=1 SV=3
MPDPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSIYVYKVLKQVHPDTGISSKAM
GIMNSFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
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KYTSSK

>sp|P06899|H2B1J HUMAN Histone H2Z2B type 1-J OS=Homo sapiens
0X=9606 GN=H2BC11 PE=1 SV=3
MPEPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSIYVYKVLKQVHPDTGISSKAM
GIMNSFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSAK

>sp|Ql6778 |H2B2E HUMAN Histone H2Z2B type 2-E 0OS=Homo sapiens
0X=9606 GN=H2BC21 PE=1 SV=3
MPEPAKSAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSTYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|P33778|H2B1B _HUMAN Histone H2B type 1-B OS=Homo sapiens
0X=9606 GN=H2BC3 PE=1 SV=2
MPEPSKSAPAPKKGSKKAITKAQKKDGKKRKRSRKESYSTYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERIAGEASRLAHYNKRSTITSREIQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|Q8N257|H2B3B HUMAN Histone H2B type 3-B OS=Homo sapiens
0X=9606 GN=H2BUl PE=1 SV=3
MPDPSKSAPAPKKGSKKAVTKAQKKDGKKRKRGRKESYSIYVYKVLKQVHPDTGISSKAM
GIMNSEFVNDIFERTIASEASRLAHYNKRSTITSREVQTAVRLLLPGELAKHAVSEGTKAVT
KYTSSK

>sp|Q6DRA6 |H2B2D HUMAN Putative histone H2B type 2-D 0OS=Homo
sapiens 0X=9606 GN=H2BC1l9P PE=5 SV=3
MPEPAKFAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSIYVYKVLKRVHPDTGIWCKAM
GIMNSFLNDIFERIAGEASRLAHYNKRSTITSRRSRRPCACCCPASWPSTPCPRAPRRSP
STPAPSESLPGPGARSLPPSLPPRVAGCEFVSKGSFQGHLTPLVK

>sp|Q6DNO3 |H2B2C HUMAN Putative histone H2B type 2-C 0OS=Homo
sapiens 0X=9606 GN=H2BC20P PE=5 SV=3
MPEPAKFAPAPKKGSKKAVTKAQKKDGKKRKRSRKESYSTYVYKVLKRVHPDTGIWCKAM
GIMNSFLNDIFERIAGEASRLAHYNKRSTITSRRSRRPCACCCPASWPSTPCPRAPRRSP
STPAPSESLPGPGARSLPPSLPPRVAGCEFVSKGSFQGHLTTSVKESFLCCQSQLMFLASR
LVNFRRAHNTKHR

>sp|P62987 |RL40 HUMAN Ubiquitin-60S ribosomal protein L40 OS=Homo
sapiens 0X=9606 GN=UBAS52 PE=1 SV=2
MOIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLTIFAGKQLEDGRTLSDYN
IQKESTLHLVLRLRGGIIEPSLRQLAQKYNCDKMICRKCYARLHPRAVNCRKKKCGHTNN
LRPKKKVK

>sp|P62979|RS27A HUMAN Ubiquitin-40S ribosomal protein S27a
OS=Homo sapiens 0X=9606 GN=RPS27A PE=1 SV=2
MOIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLIFAGKQLEDGRTLSDYN
IQKESTLHLVLRLRGGAKKRKKKSYTTPKKNKHKRKKVKLAVLKYYKVDENGKISRLRRE
CPSDECGAGVFMASHFDRHYCGKCCLTYCFEFNKPEDK

>sp|POCG47|UBB_HUMAN Polyubiquitin-B OS=Homo sapiens 0X=9606
GN=UBB PE=1 SV=1
MOIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLIFAGKQLEDGRTLSDYN
IQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQQRILT
FAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVEPSDTIENVKA
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KIQDKEGIPPDQORLIFAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGC

>sp | POCG48 |UBC _HUMAN Polyubiquitin-C OS=Homo sapiens 0X=9606
GN=UBC PE=1 SV=3
MOIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLTIFAGKQLEDGRTLSDYN
IQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLI
FAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGMQTIFVKTLTGKTITLEVEPSDTIENVKA
KIQODKEGIPPDOQORLIFAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGMQIFVKTLTGKT
ITLEVEPSDTIENVKAKIQDKEGIPPDOORLIFAGKQLEDGRTLSDYNIQKESTLHLVLR
LRGGMQIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDOQRLTITFAGKQLEDGRTL
SDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQ
ORLIFAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGMQIFVKTLTGKTITLEVEPSDTIE
NVKAKIQDKEGIPPDQORLIFAGKQLEDGRTLSDYNIQKESTLHLVLRLRGGMQIFVKTL
TGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLIFAGKQLEDGRTLSDYNIQKESTLH
LVLRLRGGMQIFVKTLTGKTITLEVEPSDTIENVKAKIQDKEGIPPDQORLIFAGKQLED
GRTLSDYNIQKESTLHLVLRLRGGV

>sp|P07478 | TRY2 HUMAN Trypsin-2 OS=Homo sapiens 0X=9606 GN=PRSS2
PE=1 SvV=1
MNLLLILTEVAAAVAAPFDDDDKIVGGYICEENSVPYQVSLNSGYHFCGGSLISEQWVVS
AGHCYKSRIQVRLGEHNIEVLEGNEQFINAAKITIRHPKYNSRTLDNDILLIKLSSPAVIN
SRVSATSLPTAPPAAGTESLISGWGNTLSSGADYPDELQCLDAPVLSQAECEASYPGKIT
NNMFCVGFLEGGKDSCQGDSGGPVVSNGELQGIVSWGYGCAQKNRPGVYTKVYNYVDWIK
DTIAANS

>sp|P07477|TRY1 HUMAN Serine protease 1 OS=Homo sapiens O0X=9606
GN=PRSS1 PE=1 SV=1
MNPLLILTFVAAALAAPFDDDDKIVGGYNCEENSVPYQVSLNSGYHFCGGSLINEQWVVS
AGHCYKSRIQVRLGEHNIEVLEGNEQFINAAKITRHPQYDRKTLNNDIMLTKLSSRAVIN
ARVSTISLPTAPPATGTKCLISGWGNTASSGADYPDELQCLDAPVLSQAKCEASYPGKIT
SNMFCVGFLEGGKDSCQGDSGGPVVCNGQLOGVVSWGDGCAQKNKPGVYTKVYNYVKWIK
NTIAANS

>sp|Q8NHM4 | TRY6 HUMAN Putative trypsin-6 OS=Homo sapiens 0OX=9606
GN=PRSS3P2 PE=5 SV=2
MNPLLTILAFVGAAVAVPEFDDDDKIVGGYTCEENSVPYQVSLNSGSHECGGSLISEQWVVS
AGHCYKPHIQVRLGEHNIEVLEGNEQFINAAKITIRHPKYNRITILNNDIMLIKLSTPAVIN
AHVSTISLPTAPPAAGTECLISGWGNTLSSGADYPDELQCLDAPVLTQAKCKASYPLKIT
SNMEFCVGFLEGGKDSCQGDSGGPVVCNGQLOGIVSWGYGCAQKRRPGVYTKVYNYVDWIK
DTIAANS

>sp|P28074|PSB5 HUMAN Proteasome subunit beta type-5 O0S=Homo
sapiens 0X=9606 GN=PSMB5 PE=1 SV=3
MALASVLERPLPVNQRGFFGLGGRADLLDLGPGSLSDGLSLAAPGWGVPEEPGIEMLHGT
TTLAFKFRHGVIVAADSRATAGAYTASQTVKKVIEINPYLLGTMAGGAADCSFWERLLAR
QCRIYELRNKERISVAAASKLLANMVYQYKGMGLSMGTMICGWDKRGPGLYYVDSEGNRI
SGATEFSVGSGSVYAYGVMDRGYSYDLEVEQAYDLARRATIYQATYRDAYSGGAVNLYHVRE
DGWIRVSSDNVADLHEKYSGSTP

>sp|P09972 | ALDOC HUMAN Fructose-bisphosphate aldolase C OS=Homo
sapiens 0X=9606 GN=ALDOC PE=1 SV=2
MPHSYPALSAEQKKELSDIALRIVAPGKGILAADESVGSMAKRLSQIGVENTEENRRLYR
QVLFSADDRVKKCIGGVIFFHETLYQKDDNGVPEVRTIQDKGIVVGIKVDKGVVPLAGTD
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GETTTQGLDGLSERCAQYKKDGADFAKWRCVLKISERTPSALAILENANVLARYASTICQQ
NGIVPIVEPEILPDGDHDLKRCQYVTEKVLAAVYKALSDHHVYLEGTLLKPNMVTPGHAC
PIKYTPEEIAMATVTALRRTVPPAVPGVTFLSGGOSEEEASEFNLNATINRCPLPRPWALTF
SYGRALQASALNAWRGQRDNAGAATEEFIKRAEVNGLAAQGKYEGSGEDGGAAAQSLYIA
NHAY

>sp|P49189|ALOA1l HUMAN 4-trimethylaminobutyraldehyde
dehydrogenase OS=Homo sapiens 0X=9606 GN=ALDH9Al1l PE=1 SV=3
MSTGTEFVVSQPLNYRGGARVEPADASGTEKAFEPATGRVIATFTCSGEKEVNLAVQNAKA
AFKIWSQKSGMERCRILLEAARTITREREDEIATMECINNGKSIFEARLDIDISWQCLEYY
AGLAASMAGEHIQLPGGSFGYTRREPLGVCVGIGAWNYPFQIASWKSAPALACGNAMVEK
PSPFTPVSALLLAEIYSEAGVPPGLFNVVQGGAATGQFLCQHPDVAKVSFTGSVPTGMKI
MEMSAKGIKPVTLELGGKSPLITFSDCDMNNAVKGALMANFLTQGQVCCNGTRVEVQKET
LDKFTEEVVKQTQRIKIGDPLLEDTRMGPLINRPHLERVLGEFVKVAKEQGAKVLCGGDIY
VPEDPKLKDGYYMRPCVLTNCRDDMTCVKEEIFGPVMSILSFDTEAEVLERANDTTFGLA
AGVFTRDIQRAHRVVAELQAGTCEFINNYNVSPVELPFGGYKKSGFGRENGRVTIEYYSQL
KTVCVEMGDVESAF

>sp|P05387|RLAZ2 HUMAN 60S acidic ribosomal protein P2 OS=Homo
sapiens 0X=9606 GN=RPLP2 PE=1 SV=1
MRYVASYLLAALGGNSSPSAKDIKKILDSVGIEADDDRLNKVISELNGKNIEDVIAQGIG
KLASVPAGGAVAVSAAPGSAAPAAGSAPAAAEEKKDEKKEESEESDDDMGFEFGLED
>sp|P10599 | THIO HUMAN Thioredoxin OS=Homo sapiens OX=9606 GN=TXN
PE=1 SV=3
MVKQIESKTAFQEALDAAGDKLVVVDESATWCGPCKMIKPFFHSLSEKYSNVIFLEVDVD
DCODVASECEVKCMPTFQFFKKGOKVGEFSGANKEKLEATINELV
>sp|P55786 | PSA HUMAN Puromycin-sensitive aminopeptidase OS=Homo
sapiens 0X=9606 GN=NPEPPS PE=1 SV=2
MWLAAAAPSLARRLLFLGPPPPPLLLLVEFSRSSRRRLHSLGLAAMPEKRPFERLPADVSP
INYSLCLKPDLLDFTFEGKLEAAAQVROATNQIVMNCADIDITITASYAPEGDEETHATGE
NYONEDEKVTLSFPSTLOTGTGTLKIDEVGELNDKMKGEYRSKYTTPSGEVRYAAVTQFE
ATDARRAFPCWDEPAIKATEFDISLVVPKDRVALSNMNVIDRKPYPDDENLVEVKFARTPV
MSTYLVAFVVGEYDFVETRSKDGVCVRVYTPVGKAEQGKFALEVAAKTLPEFYKDYEFNVPY
PLPKIDLIATADFAAGAMENWGLVTYRETALLIDPKNSCSSSROQWVALVVGHELAHQWEG
NLVTMEWWTHLWLNEGFASWIEYLCVDHCFPEYDIWTQFVSADYTRAQELDALDNSHPIE
VSVGHPSEVDETFDAISYSKGASVIRMLHDY IGDKDFKKGMNMYLTKFQQKNAATEDLWE
SLENASGKPIAAVMNTWTKOMGFPLIYVEAEQVEDDRLLRLSQKKFCAGGSYVGEDCPQW
MVPITISTSEDPNQAKLKILMDKPEMNVVLKNVKPDOQWVKLNLGTVGFYRTQYSSAMLES
LLPGIRDLSLPPVDRLGLONDLFSLARAGITISTVEVLKVMEAFVNEPNYTVWSDLSCNLG
ILSTLLSHTDFYEEIQEFVKDVEFSPIGERLGWDPKPGEGHLDALLRGLVLGKLGKAGHKA
TLEEARRRFKDHVEGKQILSADLRSPVYLTVLKHGDGTTLDIMLKLHKQADMQEEKNRIE
RVLGATLLPDLIQKVLTFALSEEVRPODTVSVIGGVAGGSKHGRKAAWKEFIKDNWEELYN
RYQGGFLISRLIKLSVEGFAVDKMAGEVKAFFESHPAPSAERTIQQCCENILLNAAWLKR
DAESTHQYLLQRKASPPTV

>sp |A6GNECZ | PSAL HUMAN Puromycin-sensitive aminopeptidase-1like
protein OS=Homo sapiens 0X=9606 GN=NPEPPSL1 PE=2 SV=3
MWLAAAAPSLARRLLFLGPPPPPLLLLVEFSRSSRRRLHSLGLAAMPEKRPFERLPADVSP
INCSLCLKPDLLDFTFEGKLEAAAQVRQATNQIVMNCADIDITITASYAPEGDEETHATGEF
NYONEDEKVTLSFPSTLOQTGTGTLKIDFVGELNDKMKGEFYRSKYTTPSGEVRYAAVTQFE
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ATDARRAFPCWDERATIKATFDISLVVPKDRVALSNMNVIDRKPYPDDENLVEVKFARTPV
TSTYLVAFVVGEYDFVETRSKDGVCVCVYTPVGKAEQGKFALEVAAKTLPFYKDYEFNVPY
PLPKIDLIATADFAAGAMENWDLVTYRETALLIDPKNSCSSSROWVALVVGHELAHQWEG
NLVTMEWWTHLRLNEGFASWIEYLCVDHCFPEYDIWTQFVSADYTRAQELDALDNSHPIE
VSVGHPSEVDETIFDAISYSKGASVIRMLHDY IGDKDFKKGMNMYLTKFQQOKNAAAGNL
>sp|P22531 | SPR2E _HUMAN Small proline-rich protein 2E 0OS=Homo
sapiens 0X=9606 GN=SPRR2E PE=2 SV=2
MSYQQQOCKQPCQPPPVCPTPKCPEPCPPPKCPEPCPPPKCPQPCPPQQCQQKCPPVTPS
PPCQPKCPPKSK

>sp|P35325|SPR2B HUMAN Small proline-rich protein 2B 0OS=Homo
sapiens 0X=9606 GN=SPRR2B PE=2 SV=1
MSYQQQOCKQPCOPPPVCPTPKCPEPCPPPKCPEPCPPPKCPQPCPPQQCQQKYPPVTPS
PPCQPKYPPKSK

>sp|P22532 | SPR2D HUMAN Small proline-rich protein 2D 0OS=Homo
sapiens 0X=9606 GN=SPRR2D PE=2 SV=2
MSYQQQOCKQPCQOPPPVCPTPKCPEPCPPPKCPEPCPSPKCPQPCPPQQCQQKYPPVTPS
PPCQPKCPPKSK

>sp|P35326 | SPR2ZA HUMAN Small proline-rich protein 2A 0OS=Homo
sapiens 0X=9606 GN=SPRR2A PE=1 SV=1
MSYQQQOCKQPCOQPPPVCPTPKCPEPCPPPKCPEPCPPPKCPQPCPPQQCQQKYPPVTPS
PPCQSKYPPKSK

>sp|Q9BYE4 | SPR2G_HUMAN Small proline-rich protein 2G 0OS=Homo
sapiens 0X=9606 GN=SPRR2G PE=3 SV=1
MSYQQQQCKQPCQPPPVCPTPKCPEPCPPPKCPEPYLPPPCPPEHCPPPPCQDKCPPVQP
YPPCQQOKYPPKSK

>sp|Q96RM1 | SPR2F HUMAN Small proline-rich protein 2F OS=Homo
sapiens 0X=9606 GN=SPRR2F PE=3 SV=1
MSYQQQOCKQPCQOPPPVCPAPKCPEPCPPPKCPEPCPPSKCPQSCPPQQCQQKCPPVTPS
PPCQPKCPPKSK

>sp|P38606 | VATA HUMAN V-type proton ATPase catalytic subunit A
OS=Homo sapiens 0X=9606 GN=ATP6V1A PE=1 SV=2
MDEFSKLPKILDEDKESTFGYVHGVSGPVVTACDMAGAAMYELVRVGHSELVGEIIRLEGD
MATIQVYEETSGVSVGDPVLRTGKPLSVELGPGIMGAIFDGIQRPLSDISSQTQSIYIPR
GVNVSALSRDIKWDEFTPCKNLRVGSHITGGDIYGIVSENSLIKHKIMLPPRNRGTVTYIA
PPGNYDTSDVVLELEFEGVKEKFTMVQVWPVRQVRPVTEKLPANHPLLTGQRVLDALFPC
VOGGTTAIPGAFGCGKTVISQSLSKYSNSDVIIYVGCGERGNEMSEVLRDFPELTMEVDG
KVESIMKRTALVANTSNMPVAAREASTIYTGITLSEYFRDMGYHVSMMADSTSRWAEALRE
ISGRLAEMPADSGYPAYLGARLASFYERAGRVKCLGNPEREGSVSIVGAVSPPGGDEFSDP
VTSATLGIVQVFWGLDKKLAQRKHFPSVNWLISYSKYMRALDEYYDKHFTEFVPLRTKAK
EILQEEEDLAEIVQLVGKASLAETDKITLEVAKLIKDDFLOQONGYTPYDRFCPEFYKTVGM
LSNMIAFYDMARRAVETTAQSDNKITWSITIREHMGDILYKLSSMKEFKDPLKDGEAKIKSD
YAQLLEDMQONAFRSLED

>sp|P29373 |RABP2 HUMAN Cellular retinoic acid-binding protein 2
OS=Homo sapiens 0X=9606 GN=CRABP2 PE=1 SV=2
MPNFSGNWKITRSENFEELLKVLGVNVMLRKIAVAAASKPAVETIKQEGDTEFYIKTSTTVR
TTEINFKVGEEFEEQTVDGRPCKSLVKWESENKMVCEQKLLKGEGPKTSWTRELTNDGEL
ILTMTADDVVCTRVYVRE
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>sp|Q2M2I5|K1C24 HUMAN Keratin, type I cytoskeletal 24 OS=Homo
sapiens 0X=9606 GN=KRT24 PE=1 SV=1
MSCSSRASSSRAGGSSSARVSAGGSSESSGSRCGLGGSSAQGFRGGASSCSLSGGSSGAF
GGSFGGGFGSCSVGGGFGGASGSGTGFGGGSSFGGVSGFGRGSGFCGSSRESSGATGGEY
SYGGGMGGGVGDGGLEFSGGEKQTMONLNDRLANYLDKVRALEEANTDLENKIKEWYDKYG
PGSGDGGSGRDYSKYYSTITEDLRNQITAATVENAGIILHIDNARLAADDFRLKYENELCL
ROSVEADINGLRKVLDDLTMTRSDLEMQIESFTEELAYLRKNHEEEMKNMOGSSGGEVTV
EMNAAPGTDLTKLLNDMRAQYEELAEQNRREAEERFNKQSASLOAQISTDAGAATSAKNE
ITELKRTLOALEIELQSQLAMKSSLEGTLADTEAGYVAQLSETQTQISALEEETICQIWGE
TKCONAEYKQLLDIKTRLEVETIETYRRLLDGEGGGSSFAEFGGRNSGSVNMGSRDLVSGD
SRSGSCSGQGRDSSKTRVTKTIVEELVDGKVVSSQVSSISEVKVK

>sp|P07108|ACBP _HUMAN Acyl-CoA-binding protein OS=Homo sapiens
0X=9606 GN=DBI PE=1 SV=2
MSQAEFEKAAEEVRHLKTKPSDEEMLEFTYGHYKQATVGDINTERPGMLDFTGKAKWDAWN
ELKGTSKEDAMKAYINKVEELKKKYGT

>sp| 075223 |GGCT HUMAN Gamma-glutamylcyclotransferase OS=Homo
sapiens 0X=9606 GN=GGCT PE=1 SV=1
MANSGCKDVTGPDEESFLYFAYGSNLLTERIHLRNPSAAFFCVARLODFKLDEGNSQGKT
SQTWHGGIATIFQSPGDEVWGVVWKMNKSNLNSLDEQEGVKSGMYVVIEVKVATQEGKE I
TCRSYLMTNYESAPPSPQYKKIICMGAKENGLPLEYQEKLKATEPNDYTGKVSEETIEDTIT
KKGETQTL

>sp|P35030 | TRY3 HUMAN Trypsin-3 OS=Homo sapiens 0X=9606 GN=PRSS3
PE=1 SV=2
MCGPDDRCPARWPGPGRAVKCGKGLAAARPGRVERGGAQRGGAGLELHPLLGGRTWRAAR
DADGCEALGTVAVPFDDDDKIVGGYTCEENSLPYQVSLNSGSHFCGGSLISEQWVVSAAH
CYKTRIQVRLGEHNIKVLEGNEQFINAAKITRHPKYNRDTLDNDIMLTIKLSSPAVINARV
STISLPTTPPAAGTECLISGWGNTLSFGADYPDELKCLDAPVLTQAECKASYPGKITNSM
FCVGFLEGGKDSCQRDSGGPVVCNGQLQGVVSWGHGCAWKNRPGVYTKVYNYVDWIKDTI

AANS

>sp|Q9UJ70 | NAGK HUMAN N-acetyl-D-glucosamine kinase OS=Homo
sapiens 0X=9606 GN=NAGK PE=1 SV=4
MAATYGGVEGGGTRSEVLLVSEDGKILAEADGLSTNHWLIGTDKCVERINEMVNRAKRKA
GVDPLVPLRSLGLSLSGGDQEDAGRILIEELRDRFPYLSESYLITTDAAGSIATATPDGG
VVLISGTGSNCRLINPDGSESGCGGWGHMMGDEGSAYWIAHQAVKIVEFDSIDNLEAAPHD
IGYVKQAMFHYFQVPDRLGILTHLYRDFDKCRFAGFCRKIAEGAQQGDPLSRYIFRKAGE
MLGRHIVAVLPEIDPVLFQGKIGLPILCVGSVWKSWELLKEGFLLALTQGREIQAQNFFES
SFTLMKLRHSSALGGASLGARHIGHLLPMDYSANATAFYSYTES

>sp | P20073 |ANXA7 HUMAN Annexin A7 OS=Homo sapiens 0X=9606 GN=ANXA7
PE=1 SV=3
MSYPGYPPTGYPPFPGYPPAGQESSFPPSGQYPYPSGFPPMGGGAYPQVPSSGYPGAGGY
PAPGGYPAPGGYPGAPQPGGAPSYPGVPPGQGEFGVPPGGAGESGYPQPPSQSYGGGPAQV
PLPGGFPGGOQMPSQYPGGQPTYPSQINTDSFEFSSYPVEFSPVSLDYSSEPATVTQVTQGTIR
PAANFDATIRDAEILRKAMKGFGTDEQATIVDVVANRSNDQROKIKAAFKTSYGKDLIKDLK
SELSGNMEELILALFMPPTYYDAWSLRKAMQGAGTQERVLIEILCTRTNQEIREIVRCYQ
SEFGRDLEKDIRSDTSGHFERLLVSMCQGNRDENQS INHOMAQEDAQRLYQAGEGRLGTD
ESCFNMILATRSFPQLRATMEAYSRMANRDLLSSVSREFSGYVESGLKTILQCALNRPAF
FAERLYYAMKGAGTDDSTLVRIVVTRSEIDLVQIKQOMFAQMYQKTLGTMIAGDTSGDYRR
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LLLATIVGQ

>sp|Q01518 |CAP1 HUMAN Adenylyl cyclase-associated protein 1
OS=Homo sapiens 0X=9606 GN=CAPl PE=1 SV=5
MADMONLVERLERAVGRLEAVSHTSDMHRGYADSPSKAGAAPYVQAFDSLLAGPVAEYLK
ISKEIGGDVQKHAEMVHTGLKLERALLVTASQCQQPAENKLSDLLAPISEQIKEVITFRE
KNRGSKLFNHLSAVSESIQALGWVAMAPKPGPYVKEMNDAAMEYTNRVLKEYKDVDKKHV
DWVKAYLSIWTELQAYIKEFHTTGLAWSKTGPVAKELSGLPSGPSAGSCPPPPPPCPPPP
PVSTISCSYESASRSSLFAQINQGESITHALKHVSDDMKTHKNPALKAQSGPVRSGPKPF
SAPKPQTSPSPKRATKKEPAVLELEGKKWRVENQENVSNLVIEDTELKQVAYTIYKCVNTT
LOIKGKINSITVDNCKKLGLVEDDVVGIVEIINSKDVKVQVMGKVPTISINKTDGCHAYL
SKNSLDCEIVSAKSSEMNVLIPTEGGDFNEFPVPEQFKTLWNGQKLVTTVTEIAG
>sp|P02679|FIBG _HUMAN Fibrinogen gamma chain OS=Homo sapiens
0X=9606 GN=FGG PE=1 SV=3
MSWSLHPRNLILYFYALLFLSSTCVAYVATRDNCCILDERFGSYCPTTCGIADFLSTYQT
KVDKDLQSLEDILHQVENKTSEVKQLIKAIQLTYNPDESSKPNMIDAATLKSRKMLEETIM
KYEASILTHDSSIRYLOQEIYNSNNQKIVNLKEKVAQLEAQCQEPCKDTVQIHDITGKDCQ
DIANKGAKQSGLYFIKPLKANQQFLVYCEIDGSGNGWTVEFQKRLDGSVDFKKNWIQYKEG
FGHLSPTGTTEFWLGNEKIHLISTQSATIPYALRVELEDWNGRTSTADYAMFKVGPEADKY
RLTYAYFAGGDAGDAFDGFDFGDDPSDKFFTSHNGMQFSTWDNDNDKFEGNCAEQDGSGW
WMNKCHAGHLNGVYYQGGTYSKASTPNGYDNGI IWATWKTRWYSMKKTTMKIIPEFNRLTTI
GEGQOHHLGGAKQVRPEHPAETEYDSLYPEDDL

>sp|Q8WUM4 | PDC6I HUMAN Programmed cell death 6-interacting protein
OS=Homo sapiens 0X=9606 GN=PDCD6IP PE=1 SV=1
MATFISVQLKKTSEVDLAKPLVKFIQQOTYPSGGEEQAQYCRAAEELSKLRRAAVGRPLDK
HEGALETLLRYYDQICSIEPKFPFSENQICLTFTWKDAFDKGSLFGGSVKLALASLGYEK
SCVLFNCAALASQIAAEQNLDNDEGLKIAAKHYQFASGAFLHIKETVLSALSREPTVDIS
PDTVGTLSLIMLAQAQEVFFLKATRDKMKDAITAKLANQAADYFGDAFKQCQYKDTLPKE
VFPVLAAKHCIMQANAEYHQSTLAKQQKKFGEETIARLQHAAELTIKTVASRYDEYVNVKDF
SDKINRALAAAKKDNDEFIYHDRVPDLKDLDPIGKATLVKSTPVNVPISQKFTDLFEKMVP
VSVQQSLAAYNQRKADLVNRSIAQMREATTLANGVLASLNLPAATEDVSGDTVPQSILTK
SRSVIEQGGIQTVDQLIKELPELLOQRNREILDESLRLLDEEEATDNDLRAKFKERWQRTP
SNELYKPLRAEGTNFRTVLDKAVQADGOVKECYQSHRDTIVLLCKPEPELNAATPSANPA
KTMQOGSEVVNVLKSLLSNLDEVKKEREGLENDLKSVNFDMTSKFLTALAQDGVINEEALS
VTELDRVYGGLTTKVQESLKKQEGLLKNIQVSHQEFSKMKQSNNEANLREEVLKNLATAY
DNEFVELVANLKEGTKFYNELTEILVRFOQNKCSDIVFARKTERDELLKDLQQSTAREPSAP
SIPTPAYQSSPAGGHAPTPPTPAPRTMPPTKPQPPARPPPPVLPANRAPSATAPSPVGAG
TAAPAPSQTPGSAPPPQAQGPPYPTYPGYPGYCQOMPMPMGYNPYAYGQYNMPYPPVYHQS
PGQAPYPGPQQOPSYPFPQPPQOSYYPQQO

>sp|P11217|PYGM HUMAN Glycogen phosphorylase, muscle form OS=Homo
sapiens 0X=9606 GN=PYGM PE=1 SV=6
MSRPLSDQEKRKQISVRGLAGVENVTELKKNEFNRHLHFTLVKDRNVATPRDYYFALAHTV
RDHLVGRWIRTQOHYYEKDPKRIYYLSLEFYMGRTLONTMVNLALENACDEATYQLGLDM
EELEEIEEDAGLGNGGLGRLAACFLDSMATLGLAAYGYGIRYEFGIFNQKISGGWOMEEA
DDWLRYGNPWEKARPEFTLPVHFYGHVEHTSQGAKWVDTQVVLAMPYDTPVPGYRNNVVN
TMRLWSAKAPNDFNLKDFNVGGYIQAVLDRNLAENISRVLYPNDNFFEGKELRLKQEYFV
VAATLOQDITRRFKSSKFGCRDPVRTNEFDAFPDKVAIQLNDTHPSLAIPELMRILVDLERM
DWDKAWDVTVRTCAYTNHTVLPEALERWPVHLLETLLPRHLOITYETINQRFLNRVAAAFP
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GDVDRLRRMSLVEEGAVKRINMAHLCIAGSHAVNGVARIHSEILKKTIFKDFYELEPHKFE
ONKTNGITPRRWLVLCNPGLAEVIAERIGEDFISDLDQLRKLLSEFVDDEAFTIRDVAKVKQ
ENKLKFAAYLEREYKVHINPNSLEDIQVKRIHEYKRQLLNCLHVITLYNRIKREPNKFEV
PRTVMIGGKAAPGYHMAKMITRLVTATIGDVVNHDPAVGDRLRVIFLENYRVSLAEKVIPA
ADLSEQISTAGTEASGTGNMKFMLNGALTIGTMDGANVEMAEEAGEENFFIFGMRVEDVD
KLDORGYNAQEYYDRIPELRQVIEQLSSGFFSPKQPDLFKDIVNMLMHHDRFKVEFADYED
YIKCQEKVSALYKNPREWTRMVIRNIATSGKFSSDRTIAQYARETIWGVEPSRQRLPAPDE
AT

>sp|P11940| PABP1 HUMAN Polyadenylate-binding protein 1 OS=Homo
sapiens 0X=9606 GN=PABPC1l PE=1 SV=2
MNPSAPSYPMASLYVGDLHPDVTEAMLYEKFSPAGPILSTIRVCRDMITRRSLGYAYVNEQ
QPADAERALDTMNEFDVIKGKPVRIMWSQRDPSTLRKSGVGNIFIKNLDKSIDNKALYDTES
AFGNILSCKVVCDENGSKGYGEFVHFETQEAAERATEKMNGMLLNDRKVEVGRFKSRKERE
AELGARAKEFTNVYIKNFGEDMDDERLKDLFGKEFGPALSVKVMTDE SGKSKGFGEFVSFER
HEDAQKAVDEMNGKELNGKQIYVGRAQKKVERQTELKRKFEQMKQODRITRYQGVNLYVKN
LDDGIDDERLRKEFSPFGTITSAKVMMEGGRSKGFGEFVCEFSSPEEATKAVTEMNGRIVAT
KPLYVALAQRKEERQAHLTNQYMQORMASVRAVPNPVINPYQPAPPSGYFMAATPQTONRA
AYYPPSQIAQLRPSPRWTAQGARPHPFONMPGAIRPAAPRPPFSTMRPASSQVPRVMSTQ
RVANTSTQTMGPRPAAAAAAATPAVRTVPQYKYAAGVRNPQQHLNAQPQVTMQQPAVHVQ
GOQEPLTASMLASAPPQEQKOMLGERLFPLTQAMHPTLAGKITGMLLEIDNSELLHMLESP
ESLRSKVDEAVAVLQAHQAKEAAQKAVNSATGVPTV

>sp|Q13310|PABP4 HUMAN Polyadenylate-binding protein 4 OS=Homo
sapiens 0X=9606 GN=PABPC4 PE=1 SV=1
MNAAASSYPMASLYVGDLHSDVTEAMLYEKFSPAGPVLSIRVCRDMITRRSLGYAYVNEQ
QPADAERALDTMNEFDVIKGKPIRIMWSQRDPSLRKSGVGNVEFIKNLDKSIDNKALYDTES
AFGNILSCKVVCDENGSKGYAFVHFETQEAADKATEKMNGMLLNDRKVEVGRFKSRKERE
AELGAKAKEFTNVYIKNFGEEVDDESLKELFSQFGKTLSVKVMRDPNGKSKGFGEVSYEK
HEDANKAVEEMNGKEISGKITIFVGRAQKKVERQAELKRKFEQLKQERTISRYQGVNLYIKN
LDDTIDDEKLRKEFSPFGSITSAKVMLEDGRSKGFGEFVCESSPEEATKAVTEMNGRIVGS
KPLYVALAQRKEERKAHLTNQYMQRVAGMRALPANAILNQFQPAAGGYEFVPAVPQAQGRP
PYYTPNQLAQMRPNPRWQOGGRPOQGFQGMPSATRQSGPRPTLRHLAPTGSECPDRLAMDF
GGAGAAQQOGLTDSCQSGGVPTAVONLAPRAAVAAAAPRAVAPYKYASSVRSPHPAIQPLQ
APQPAVHVQGQEPLTASMLAAAPPQEQKOMLGERLFPLIQTMHSNLAGKITGMLLEIDNS
ELLHMLESPESLRSKVDEAVAVLQAHHAKKEAAQKVGAVAAATS
>sp|Q9H361 | PABP3 HUMAN Polyadenylate-binding protein 3 0OS=Homo
sapiens 0X=9606 GN=PABPC3 PE=1 SV=2
MNPSTPSYPTASLYVGDLHPDVTEAMLYEKFSPAGPILSTRICRDLITSGSSNYAYVNEQ
HTKDAEHALDTMNFEFDVIKGKPVRIMWSQRDPSLRKSGVGNIFVKNLDKSINNKALYDTVS
AFGNILSCNVVCDENGSKGYGFVHFETHEAAERATKKMNGMLLNGRKVEVGQFKSRKERE
AELGARAKEFPNVYIKNFGEDMDDERLKDLFGKEGPALSVKVMTDESGKSKGFGEFVSFER
HEDAQKAVDEMNGKELNGKQIYVGRAQKKVERQTELKRTFEQMKQDRITRYQVVNLYVKN
LDDGIDDERLRKAFSPFGTITSAKVMMEGGRSKGFGEFVCEFSSPEEATKAVTEMNGRIVAT
KPLYVALAQRKEERQAYLTNEYMQRMASVRAVPNQRAPPSGYFMTAVPQTONHAAYYPPS
QIARLRPSPRWTAQGARPHPFONKPSATIRPGAPRVPEFSTMRPASSQVPRVMSTQRVANTS
TQTVGPRPAAAAAAAATPAVRTVPRYKYAAGVRNPOQOHRNAQPOVTMQQLAVHVQGQETTL
TASRLASAPPOKQKOMLGERLFPLIQAMHPTLAGKITGMLLEIDNSELLYMLESPESLRS
KVDEAVAVLQAHQAKEATQKAVNSATGVPTV
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>sp |Q4VXUZ | PAP1IL HUMAN Polyadenylate-binding protein 1-1ike
OS=Homo sapiens 0X=9606 GN=PABPClL PE=2 SV=1
MNASGSGYPLASLYVGDLHPDVTEAMLYEKFSPAGPILSTRVCRDVATRRSLGYAYINFQ
QPADAERALDTMNFEMLKGQPIRIMWSQRDPGLRKSGVGNIFIKNLEDSIDNKALYDTFES
TEFGNILSCKVACDEHGSRGEFGFVHFETHEAAQQAINTMNGMLLNDRKVEFVGHFKSRRERE
AELGARALEFTNIYVKNLPVDVDEQGLODLFSQFGKMLSVKVMRDNSGHSRCFGFVNFEK
HEEAQKAVVHMNGKEVSGRLLYAGRAQKRVERQNELKRRFEQMKQDRLRRYQGVNLYVKN
LDDSIDDDKLRKEFSPYGVITSAKVMTEGGHSKGFGEFVCEFSSPEEATKAVTEMNGRIVGT
KPLYVALAQRKEERKATILTNQYMQORLSTMRTLSNPLLGSFQQPSSYFLPAMPQPPAQAAY
YGCGPVTPTQPAPRWTSQPPRPSCASMVRPPVVPRRPPAHISSVRQASTQVPRTVPHTQR
VANIGTQTTGPSGVGCCTPGRPLLPCKCSSAAHSTYRVQEPAVHIPGQEPLTASMLAAAP
LHEQKOMIGERLYPLIHDVHTQLAGKITGMLLEIDNSELLTLMLESPESTLHAKIDEAVAVL
QAHQAMEQPKAYMH

>sp|Q5JQF8 | PAP1IM HUMAN Polyadenylate-binding protein 1-like 2
OS=Homo sapiens 0X=9606 GN=PABPC1L2B PE=2 SV=1
MASLYVGDLHPEVTEAMLYEKEFSPAGPILSIRICRDKITRRSLGYAYVNYQQPVDAKRAL
ETLNFDVIKGRPVRIMWSQRDPSLRKSGVGNVEFIKNLGKTIDNKALYNIFSAFGNILSCK
VACDEKGPKGYGEFVHFQKQESAERAIDVMNGMEFLNYRKIFVGRFKSHKEREAERGAWARQ
STSADVKDFEEDTDEEATLR

>sp|075342|LX12B HUMAN Arachidonate 12-lipoxygenase, 12R-type
OS=Homo sapiens 0X=9606 GN=ALOX12B PE=1 SV=1
MATYKVRVATGTDLLSGTRDSISLTIVGTQGESHKQLLNHFGRDFATGAVGQYTVQCPQD
LGELITTIRLHKERYAFFPKDPWYCNYVQICAPNGRIYHFPAYQWMDGYETLALREATGKT
TADDSLPVLLEHRKEEIRAKQDFYHWRVFLPGLPSYVHIPSYRPPVRRHRNPNRPEWNGY
IPGFPILINFKATKFLNLNLRYSFLKTASFFVRLGPMALAFKVRGLLDCKHSWKRLKDIR
KIFPGKKSVVSEYVAEHWAEDTFFGYQYLNGVNPGLIRRCTRIPDKFPVTDDMVAPFLGE
GTCLOAELEKGNIYLADYRIMEGIPTVELSGRKQHHCAPLCLLHFGPEGKMMPTIATIQLSQ
TPGPDCPIFLPSDSEWDWLLAKTWVRYAEFYSHEATAHLLETHLIAEAFCLALLRNLPMC
HPLYKLLIPHTRYTVQINSIGRAVLLNEGGLSAKGMSLGVEGFAGVMVRALSELTYDSLY
LPNDFVERGVQDLPGYYYRDDSLAVWNALEKYVTEIITYYYPSDAAVEGDPELQSWVQET
FKECLLGRESSGFPRCLRTVPELIRYVTIVIYTCSAKHAAVNTGOMEFTAWMPNFPASMR
NPPIQTKGLTTLETFMDTLPDVKTTCITLLVLWTLSREPDDRRPLGHFPDIHFVEEAPRR
STEAFROQRLNQISHDIRQRNKCLPIPYYYLDPVLIENSIST

>sp|P60660|MYL6 HUMAN Myosin light polypeptide 6 OS=Homo sapiens
0X=9606 GN=MYL6 PE=1 SV=2
MCDFTEDQTAEFKEAFQLFDRTGDGKILYSQCGDVMRALGONPTNAEVLKVLGNPKSDEM
NVKVLDFEHFLPMLOQTVAKNKDQGTYEDYVEGLRVFDKEGNGTVMGAETIRHEVLVTLGEKM
TEEEVEMLVAGHEDSNGCINYEAFVRHILSG

>sp|P14649|MYL6B HUMAN Myosin light chain 6B OS=Homo sapiens
0X=9606 GN=MYL6B PE=1 SV=1
MPPKKDVPVKKPAGPSISKPAAKPAAAGAPPAKTKAEPAVPOQAPOQKTQEPPVDLSKVVIE
FNKDQLEEFKEAFELFDRVGDGKILYSQCGDVMRALGONPTNAEVLKVLGNPKSDELKSR
RVDFETFLPMLQAVAKNRGQGTYEDYLEGFRVEFDKEGNGKVMGAELRHVLTTLGEKMTEE
EVETVLAGHEDSNGCINYEAFLKHILSV

>sp|P61978 | HNRPK HUMAN Heterogeneous nuclear ribonucleoprotein K
OS=Homo sapiens 0X=9606 GN=HNRNPK PE=1 SV=1
METEQPEETFPNTETNGEFGKRPAEDMEEEQAFKRSRNTDEMVELRILLOSKNAGAVIGK
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GGKNIKALRTDYNASVSVPDSSGPERILSISADIETIGEILKKITIPTLEEGLQLPSPTAT
SQLPLESDAVECLNYQHYKGSDFDCELRLLIHQSLAGGIIGVKGAKIKELRENTQTTIKL
FQECCPHSTDRVVLIGGKPDRVVECIKITLDLISESPIKGRAQPYDPNFYDETYDYGGET
MMEDDRRGRPVGFPMRGRGGEFDRMPPGRGGRPMPPSRRDYDDMSPRRGPPPPPPGRGGRG
GSRARNLPLPPPPPPRGGDLMAYDRRGRPGDRYDGMVGFEFSADETWDSAIDTWSPSEWQMA
YEPOGGSGYDYSYAGGRGSYGDLGGPIITTQVTIPKDLAGSITIGKGGQRIKQIRHESGAS
IKIDEPLEGSEDRIITITGTQDQIQNAQYLLONSVKQYSGKFEFF
>sp|P26641|EF1G HUMAN Elongation factor l-gamma OS=Homo sapiens
0X=9606 GN=EEF1G PE=1 SV=3
MAAGTLYTYPENWRAFKALTAAQYSGAQVRVLSAPPHFHFGOTNRTPEFLRKEFPAGKVPA
FEGDDGFCVFESNAIAYYVSNEELRGSTPEAAAQVVOWVSFADSDIVPPASTWVEPTLGI
MHHNKQATENAKEEVRRILGLLDAYLKTRTFLVGERVTLADITVVCTLLWLYKQVLEPSF
ROAFPNTNRWELTCINQPQFRAVLGEVKLCEKMAQFDAKKFAETQPKKDTPRKEKGSREE
KOKPOAERKEEKKAAAPAPEEEMDECEQALAAEPKAKDPFAHLPKSTFVLDEFKRKYSNE
DTLSVALPYFWEHFDKDGWSLWYSEYRFPEELTQTEFMSCNLITGMFQRLDKLRKNAFASVY
ILFGTNNSSSISGVWVFRGOQELAFPLSPDWQVDYESYTWRKLDPGSEETQTLVREYFSWE
GAFQHVGKAFNQGKIFK

>sp|P02647|APOAL HUMAN Apolipoprotein A-I OS=Homo sapiens 0X=9606
GN=APOAl PE=1 SV=1
MKAAVLTLAVLFLTGSQARHFWQODEPPQSPWDRVKDLATVYVDVLKDSGRDYVSQFEGS
ALGKQLNLKLLDNWDSVTSTEFSKLREQLGPVTQEFWDNLEKETEGLRQEMSKDLEEVKAK
VOPYLDDFQKKWQEEMELYRQKVEPLRAELQEGARQKLHELQEKLSPLGEEMRDRARAHV
DALRTHLAPYSDELRQRLAARLEATLKENGGARLAEYHAKATEHLSTLSEKAKPALEDLRQ
GLLPVLESFKVSFLSALEEYTKKLNTOQ

>sp|P05496 |AT5G1 HUMAN ATP synthase F(0) complex subunit Cl1,
mitochondrial OS=Homo sapiens 0X=9606 GN=ATP5MC1l PE=1 SV=2
MQOTAGALFISPALIRCCTRGLIRPVSASFLNSPVNSSKQPSYSNFPLOQVARREFQTSVVS
RDIDTAAKFIGAGAATVGVAGSGAGIGTVFGSLIIGYARNPSLKQQLFSYAILGFALSEA
MGLFCLMVAFLILFAM

>sp|Q06055|AT5G2 HUMAN ATP synthase F(0) complex subunit C2,
mitochondrial OS=Homo sapiens 0X=9606 GN=ATP5MC2 PE=1 SvV=1
MFACSKEFVSTPSLVKSTSQLLSRPLSAVVLKRPEILTDESLSSLAVSCPLTSLVSSRSFEQ
TSAISRDIDTAAKFIGAGAATVGVAGSGAGIGTVFGSLIIGYARNPSLKQQLFSYAILGE
ALSEAMGLFCLMVAFLILFAM

>sp|P48201 |AT5G3 HUMAN ATP synthase F(0) complex subunit C3,
mitochondrial OS=Homo sapiens 0X=9606 GN=ATP5MC3 PE=1 SV=1
MFACAKLACTPSLIRAGSRVAYRPISASVLSRPEASRTGEGSTVENGAQNGVSQLIQREF
QTSATSRDIDTAAKFIGAGAATVGVAGSGAGIGTVFGSLITIGYARNPSLKQQLFSYATLG
FALSEAMGLFCLMVAFLILFAM

>sp|000299|CLIC1I HUMAN Chloride intracellular channel protein 1
OS=Homo sapiens 0X=9606 GN=CLIC1l PE=1 SV=4
MAEEQPQVELFVKAGSDGAKIGNCPEFSQRLFMVLWLKGVTENVTTVDTKRRTETVQKLCP
GGOLPFLLYGTEVHTDTNKIEEFLEAVLCPPRYPKLAALNPESNTAGLDIFAKEFSAYIKN
SNPALNDNLEKGLLKALKVLDNYLTSPLPEEVDETSAEDEGVSQRKFLDGNELTLADCNL
LPKLHIVQVVCKKYRGFTIPEAFRGVHRYLSNAYAREEFASTCPDDEEIELAYEQVAKAL

K
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>sp|P61626|LYSC _HUMAN Lysozyme C OS=Homo sapiens O0X=9606 GN=LYZ
PE=1 SV=1
MKALIVLGLVLLSVTVQGKVFERCELARTLKRLGMDGYRGISLANWMCLAKWESGYNTRA
TNYNAGDRSTDYGIFQINSRYWCNDGKTPGAVNACHLSCSALLODNIADAVACAKRVVRD
POGIRAWVAWRNRCQNRDVRQYVQGCGV

>sp|P51149|RAB7A HUMAN Ras-related protein Rab-7a OS=Homo sapiens
0X=9606 GN=RABR7A PE=1 SV=1
MTSRKKVLLKVIILGDSGVGKTSLMNQYVNKKEFSNQYKATIGADFLTKEVMVDDRLVTMQ
IWDTAGQERFQSLGVAFYRGADCCVLVFDVTAPNTFKTLDSWRDEFLIQASPRDPENFPF
VVLGNKIDLENRQVATKRAQAWCYSKNNIPYFETSAKEAINVEQAFQTIARNALKQETEV
ELYNEFPEPIKLDKNDRAKASAESCSC

>sp|P62820|RAB1IA HUMAN Ras-related protein Rab-1A OS=Homo sapiens
0X=9606 GN=RABlA PE=1 SV=3
MSSMNPEYDYLFKLLLIGDSGVGKSCLLLRFADDTYTESYISTIGVDFKIRTIELDGKTI
KLOIWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQESEFNNVKOQWLQEIDRYASENVNKL
LVGNKCDLTTKKVVDYTTAKEFADSLGIPFLETSAKNATNVEQSFMTMAAEIKKRMGPGA
TAGGAEKSNVKIQSTPVKQSGGGCC

>sp|Q9HOU4 |RAB1B HUMAN Ras-related protein Rab-1B OS=Homo sapiens
0X=9606 GN=RAB1B PE=1 SV=1
MNPEYDYLFKLLLIGDSGVGKSCLLLRFADDTYTESYISTIGVDFKIRTIELDGKTIKLQ
IWDTAGQERFRTITSSYYRGAHGIIVVYDVTDQESYANVKOQWLQEIDRYASENVNKLLVG
NKSDLTTKKVVDNTTAKEFADSLGIPFLETSAKNATNVEQAFMTMAAEIKKRMGPGAASG
GERPNLKIDSTPVKPAGGGCC

>sp Q92928 |RAB1IC HUMAN Putative Ras-related protein Rab-1C OS=Homo
sapiens 0X=9606 GN=RAB1C PE=5 SV=2
MNPGYDCLFKLLLIGDSGVGKSCLLLRFADDPYTESYISTIGVDFKIQTIELDGKTIKLQ
IWDTAGQERFWTITSSYYRGAHGFLVVYDVTDQESYANVKOQWLQEIDRHASENVNKLLVG
NKSDLTTKKVVDNTTAKEFADSLGIPFLETSAKNATNVEQAFMTMAAE TKKQOMGPGAASG
GERPNLKIDSTPVKPAGGGCC

>sp|Q9HCY8 | S10AE HUMAN Protein S100-Al4 OS=Homo sapiens O0X=9606
GN=S100A1l4 PE=1 SV=1
MGQCRSANAEDAQEFSDVERATIETLIKNFHQYSVEGGKETLTPSELRDLVTQQLPHLMPS
NCGLEEKIANLGSCNDSKLEFRSEFWELIGEAAKSVKLERPVRGH

>sp|P36578|RL4 HUMAN 60S ribosomal protein L4 OS=Homo sapiens
0X=9606 GN=RPL4 PE=1 S5SV=5
MACARPLISVYSEKGESSGKNVTLPAVFKAPIRPDIVNEVHTNLRKNNRQPYAVSELAGH
QTSAESWGTGRAVARIPRVRGGGTHRSGQGAFGNMCRGGRMFAPTKTWRRWHRRVNTTQK
RYAICSALAASALPALVMSKGHRIEEVPELPLVVEDKVEGYKKTKEAVLLLKKLKAWNDI
KKVYASQRMRAGKGKMRNRRRIQRRGPCIIYNEDNGIIKAFRNIPGITLLNVSKLNILKL
APGGHVGRFCIWTESAFRKLDELYGTWRKAASTLKSNYNLPMHKMINTDLSRILKSPEIQR
ALRAPRKKIHRRVLKKNPLKNLRIMLKLNPYAKTMRRNTILRQARNHKLRVDKAAAAAAA
LOAKSDEKAAVAGKKPVVGKKGKKAAVGVKKQKKPLVGKKAAATKKPAPEKKPAEKKPTT
EEKKPAA

>sp|P50395|GDIB _HUMAN Rab GDP dissociation inhibitor beta OS=Homo
sapiens 0X=9606 GN=GDI2 PE=1 SV=2
MNEEYDVIVLGTGLTECILSGIMSVNGKKVLHMDRNPYYGGESASITPLEDLYKRFKIPG
SPPESMGRGRDWNVDLIPKFLMANGQLVKMLLYTEVTRYLDFKVTEGSFVYKGGKIYKVP

89



STEAEALASSLMGLFEKRRFRKFLVYVANFDEKDPRTFEGIDPKKTTMRDVYKKEFDLGQD
VIDFTGHALALYRTDDYLDQPCYETINRIKLYSESLARYGKSPYLYPLYGLGELPQGFAR
LSATYGGTYMLNKPIEEITVONGKVIGVKSEGEIARCKQLICDPSYVKDRVEKVGQVIRV
ICILSHPIKNTNDANSCQITIPONQVNRKSDIYVCMISFAHNVAAQGKYIAIVSTTVETK
EPEKEIRPALELLEPIEQKFVSISDLLVPKDLGTESQIFISRTYDATTHFETTCDDIKNI
YKRMTGSEFDFEEMKRKKNDIYGED

>sp|P31150|GDIA HUMAN Rab GDP dissociation inhibitor alpha OS=Homo
sapiens 0X=9606 GN=GDI1 PE=1 SV=2
MDEEYDVIVLGTGLTECILSGIMSVNGKKVLHMDRNPYYGGESSSITPLEELYKRFQLLE
GPPESMGRGRDWNVDLIPKEFLMANGQLVKMLLYTEVTRYLDFKVVEGSEFVYKGGKIYKVP
STETEALASNLMGMFEKRRFRKFLVEVANFDENDPKTFEGVDPQTTSMRDVYRKEFDLGQD
VIDFTGHALALYRTDDYLDQPCLETVNRIKLYSESLARYGKSPYLYPLYGLGELPQGFAR
LSATYGGTYMLNKPVDDIIMENGKVVGVKSEGEVARCKQLICDPSYIPDRVRKAGQVIRI
ICILSHPIKNTNDANSCQITTPONQVNRKSDIYVCMISYAHNVAAQGKYTIATIASTTVETT
DPEKEVEPALELLEPIDQKFVAISDLYEPIDDGCESQVFCSCSYDATTHFETTCNDIKDI
YKRMAGTAFDFENMKRKONDVFGEAEQ

>sp|P23396|RS3 _HUMAN 40S ribosomal protein S3 OS=Homo sapiens
0X=9606 GN=RPS3 PE=1 SV=2
MAVQISKKRKFVADGIFKAELNEFLTRELAEDGYSGVEVRVTPTRTEITIILATRTQONVLG
EKGRRIRELTAVVQKRFGFPEGSVELYAEKVATRGLCATAQAESTLRYKLLGGLAVRRACY
GVLRFIMESGAKGCEVVVSGKLRGQRAKSMKEFVDGLMIHSGDPVNYYVDTAVRHVLLRQG
VLGIKVKIMLPWDPTGKIGPKKPLPDHVSIVEPKDEILPTTPISEQKGGKPEPPAMPQPV

PTA

>sp|Q8IW75|SPA12 HUMAN  Serpin Al2 OS=Homo sapiens 0X=96006
GN=SERPINA1l2 PE=1 SV=1
MNPTLGLAIFLAVLLTVKGLLKPSFSPRNYKALSEVQGWKQRMAAKELARQNMDLGEFKLL
KKLAFYNPGRNIFLSPLSISTAFSMLCLGAQDSTLDEIKQGEFNFRKMPEKDLHEGFHYTIT
HELTQKTOQDLKLSIGNTLFIDQRLOPOQRKFLEDAKNFYSAETILTNFONLEMAQKQINDF
ISQKTHGKINNLIENIDPGTVMLLANY IFFRARWKHEFDPNVTKEEDFFLEKNSSVKVPM
MEFRSGIYQVGYDDKLSCTILEIPYQKNITAIFILPDEGKLKHLEKGLQVDTEFSRWKTLLS
RRVVDVSVPRLHMTGTFDLKKTLSYIGVSKIFEEHGDLTKIAPHRSLKVGEAVHKAELKM
DERGTEGAAGTGAQTLPMETPLVVKIDKPYLLLIYSEKIPSVLFLGKIVNPIGK
>sp|P15311|EZRI _HUMAN Ezrin OS=Homo sapiens 0X=9606 GN=EZR PE=1
Sv=4

MPKPINVRVTTMDAELEFAIQPNTTGKQLFDQVVKTIGLREVWYFGLHYVDNKGFPTWLK
LDKKVSAQEVRKENPLOQFKFRAKFYPEDVAEELIQDITOQKLFFLOVKEGILSDEIYCPPE
TAVLLGSYAVQAKFGDYNKEVHKSGYLSSERLIPQRVMDQHKLTRDOQWEDRIQVWHAEHR
GMLKDNAMLEYLKIAQDLEMYGINYFETIKNKKGTDLWLGVDALGLNIYEKDDKLTPKIGF
PWSETIRNISENDKKEVIKPIDKKAPDEVEYAPRLRINKRILQLCMGNHELYMRRRKPDTI
EVOOMKAQAREEKHOQKQLERQOLETEKKRRETVEREKEQMMREKEELMLRLODYEEKTKK
AERELSEQIQRALQLEEERKRAQEEAERLEADRMAALRAKEELERQAVDQIKSQEQLAAE
LAEYTAKIALLEEARRRKEDEVEEWQHRAKEAQDDLVKTKEELHLVMTAPPPPPPPVYEP
VSYHVQESLODEGAEPTGYSAELSSEGIRDDRNEEKRITEAEKNERVORQLLTLSSELSQ
ARDENKRTHNDI THNENMRQGRDKYKTLRQIRQGNTKQRIDEFEAL

>sp|P12081|HARS1 HUMAN Histidine--tRNA ligase, cytoplasmic
OS=Homo sapiens 0X=9606 GN=HARS1 PE=1 SV=2
MAERAALEELVKLQGERVRGLKQOKASAELIEEEVAKLLKLKAQLGPDESKQKFVLKTPK
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GTRDYSPROMAVREKVEFDVIIRCFKRHGAEVIDTPVFELKETLMGKYGEDSKLIYDLKDQ
GGELLSLRYDLTVPFARYLAMNKLTNIKRYHIAKVYRRDNPAMTRGRYREFYQCDFDIAG
NFDPMIPDAECLKIMCEILSSLOIGDFLVKVNDRRILDGMFAICGVSDSKEFRTICSSVDK
LDKVSWEEVKNEMVGEKGLAPEVADRIGDYVQQHGGVSLVEQLLOQDPKLSQNKQALEGLG
DLKLLFEYLTLFGIDDKISFDLSLARGLDYYTGVIYEAVLLOTPAQAGEEPLGVGSVAAG
GRYDGLVGMFDPKGRKVPCVGLSIGVERIFSIVEQRLEALEEKIRTTETQVLVASAQKKL
LEERLKLVSELWDAGIKAELLYKKNPKLLNQLQYCEEAGIPLVATIIGEQELKDGVIKLRS
VTSREEVDVRREDLVEETKRRTGQPLCIC

>sp Q99832 | TCPH_HUMAN T-complex protein 1 subunit eta OS=Homo
sapiens 0X=9606 GN=CCT7 PE=1 SV=2
MMPTPVILLKEGTDSSQGIPQLVSNISACQVIAEAVRTTLGPRGMDKLIVDGRGKATISN
DGATILKLLDVVHPAAKTLVDIAKSQDAEVGDGTTSVTLLAAEFLKQVKPYVEEGLHPQT
ITRAFRTATQLAVNKIKETIAVTVKKADKVEQRKLLEKCAMTALSSKLISQQKAFFAKMVV
DAVMMLDDLLQLKMIGIKKVQGGALEDSQLVAGVAFKKTEFSYAGFEMOPKKYHNPKTIALL
NVELELKAEKDNAETIRVHTVEDYQAIVDAEWNILYDKLEKTHHSGAKVVLSKLPIGDVAT
QYFADRDMFCAGRVPEEDLKRTMMACGGSIQTSVNALSADVLGRCOQVFEETQIGGERYNF
FTGCPKAKTCTFILRGGAEQFMEETERSLHDAIMIVRRATKNDSVVAGGGATEMELSKYL
RDYSRTIPGKQOLLTGAYAKALEITPRQLCDNAGFDATNILNKLRARHAQGGTWYGVDIN
NEDIADNFEAFVWEPAMVRINALTAASEAACLIVSVDETIKNPRSTVDAPTAAGRGRGRG

RPH

>sp|095147|DUS14 HUMAN Dual specificity protein phosphatase 14
OS=Homo sapiens 0X=9606 GN=DUSP14 PE=1 SV=1
MSSRGHSTLPRTLMAPRMISEGDIGGIAQITSSLEFLGRGSVASNRHLLQARGITCIVNAT
IEIPNEFNWPQFEYVKVPLADMPHAPIGLYFDTVADKIHSVSRKHGATLVHCAAGVSRSAT
LCIAYLMKFHNVCLLEAYNWVKARRPVIRPNVGFWRQLIDYERQLFGKSTVKMVQTPYGI
VPDVYEKESRHLMPYWGT

>sp Q99878 |H2A1J HUMAN Histone HZA type 1-J OS=Homo sapiens
0X=9606 GN=H2AC1l4 PE=1 SV=3
MSGRGKQGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AEILELAGNAARDNKKTRIIPRHLQLAIRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHHKTK

>sp|Ql6777|H2A2C HUMAN Histone HZA type 2-C OS=Homo sapiens
0X=9606 GN=H2AC20 PE=1 SV=4
MSGRGKQGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYMAAVLEYLT
AETLELAGNAARDNKKTRIIPRHLOLATRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHKAKSK

>sp|Q6FI13|H2A2A HUMAN Histone H2A type 2-A OS=Homo sapiens
0X=9606 GN=H2AC1l9 PE=1 SV=3
MSGRGKQGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYMAAVLEYLT
AETILELAGNAARDNKKTRITPRHLOQLATRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp|Q96KKS |H2A1H HUMAN Histone H2A type 1-H OS=Homo sapiens
0X=9606 GN=H2ACl2 PE=1 SV=3
MSGRGKQGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLOQLAIRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHHKAK
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>sp|Q9BTM1 |H2ZAJ HUMAN Histone H2A.J OS=Homo sapiens 0X=9606
GN=H2AJ PE=1 SV=1
MSGRGKQGGKVRAKAKSRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRIIPRHLOLATIRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESQKTKSK

>sp |POCOS8|H2A1 HUMAN Histone H2A type 1 OS=Homo sapiens 0X=9606
GN=H2AC17 PE=1 SV=2
MSGRGKQGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLQLATRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp|P20671 |H2A1D HUMAN Histone H2Z2A type 1-D OS=Homo sapiens
0X=9606 GN=H2AC7 PE=1 SV=2
MSGRGKQGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYSERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLQLATRNDEELNKLLGKVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp|P16104 |H2AX HUMAN Histone HZAX OS=Homo sapiens 0X=9606 GN=H2AX
PE=1 SV=2
MSGRGKTGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGHYAERVGAGAPVYLAAVLEYLT
AEILELAGNAARDNKKTRIIPRHLOQLAIRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKK
TSATVGPKAPSGGKKATQASQEY

>sp|Q96QVe |H2AIA HUMAN Histone HZA type 1-A OS=Homo sapiens
0X=9606 GN=H2AC1l PE=1 SV=3
MSGRGKQGGKARAKSKSRSSRAGLQFPVGRIHRLLRKGNYAERIGAGAPVYLAAVLEYLT
AETLELAGNASRDNKKTRIIPRHLOLATRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKK
TESHHHKAQSK

>sp|Q93077|H2A1C_HUMAN Histone H2A type 1-C OS=Homo sapiens
0X=9606 GN=H2AC6 PE=1 SV=3
MSGRGKQGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AETILELAGNAARDNKKTRITPRHLOQLATRNDEELNKLLGRVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp|Q7L7L0|H2A3 HUMAN Histone H2A type 3 OS=Homo sapiens 0X=9606
GN=H2AW PE=1 SV=3
MSGRGKQGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGNYSERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLOQLATIRNDEELNKLLGRVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp|P04908 |H2A1B HUMAN Histone H2A type 1-B/E OS=Homo sapiens
0X=9606 GN=H2AC8 PE=1 SV=2
MSGRGKQGGKARAKAKTRSSRAGLQFPVGRVHRLLRKGNYSERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLOQLATIRNDEELNKLLGRVTIAQGGVLPNIQAVLLPKK
TESHHKAKGK

>sp |P09525|ANXA4 HUMAN Annexin A4 OS=Homo sapiens O0X=9606 GN=ANXA4
PE=1 SV=4
MATKGGTVKAASGEFNAMEDAQTLRKAMKGLGTDEDATIISVLAYRNTAQRQETIRTAYKSTTI
GRDLIDDLKSELSGNFEQVIVGMMTPTVLYDVQELRRAMKGAGTDEGCLIEILASRTPEE
IRRISQTYQQOOYGRSLEDDIRSDTSFMFQRVLVSLSAGGRDEGNYLDDALVRQDAQDLYE
AGEKKWGTDEVKFLTVLCSRNRNHLLHVFDEYKRISQKDIEQSIKSETSGSFEDALLATIV
KCMRNKSAYFAEKLYKSMKGLGTDDNTLIRVMVSRAEIDMLDIRAHFKRLYGKSLYSFIK
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GDTSGDYRKVLLVLCGGDD

>sp|P61981|1433G HUMAN 14-3-3 protein gamma OS=Homo sapiens
0X=9606 GN=YWHAG PE=1 SV=2
MVDREQLVQKARLAEQAERYDDMAAAMKNVTELNEPLSNEERNLLSVAYKNVVGARRSSW
RVISSIEQKTSADGNEKKIEMVRAYREKIEKELEAVCODVLSLLDNYLIKNCSETQYESK
VEYLKMKGDYYRYLAEVATGEKRATVVESSEKAYSEAHETISKEHMOQPTHPIRLGLALNYS
VEYYETQONAPEQACHLAKTAFDDAIAELDTLNEDSYKDSTLIMQLLRDNLTLWTSDQQDD
DGGEGNN

>sp|Q5VT79|AXA81 HUMAN Annexin A8-like protein 1 OS=Homo sapiens
0X=9606 GN=ANXA8L1l PE=2 SV=2
MAWWKAWIEQEGVTVKSSSHENPDPDAETLYKAMKGIGTNEQATIIDVLTKRSNTQRQQTIA
KSFKAQFGKDLTETLKSELSGKFERLIVALMYPPYRYEAKELHDAMKGLGTKEGVIIEIL
ASRTKNQLREIMKAYEEDYGSSLEEDIQADTSGYLERILVCLLQGSRDDVSSEFVDPALAL
ODAQDLYAAGEKIRGTDEMKEFITILCTRSATHLLRVFEEYEKTIANKSIEDSIKSETHGSL
EEAMLTVVKCTONLHSYFAERLYYAMKGAGTRDGTLIRNIVSRSEIDLNLIKCHEFKKMYG
KTLSSMIMEDTSGDYKNALLSLVGSDP

>sp|P13928 | ANXA8 HUMAN Annexin A8 OS=Homo sapiens OX=9606 GN=ANXAS8
PE=1 SV=3
MAWWKSWIEQEGVTVKSSSHENPDPDAETLYKAMKGIGTNEQATIIDVLTKRSNTQRQQTIA
KSFKAQFGKDLTETLKSELSGKFERLIVALMYPPYRYEAKELHDAMKGLGTKEGVIIEIL
ASRTKNQLREIMKAYEEDYGSSLEEDIQADTSGYLERILVCLLQGSRDDVSSEFVDPGLAL
ODAQDLYAAGEKIRGTDEMKFITILCTRSATHLLRVFEEYEKIANKSIEDSIKSETHGSL
EEAMLTVVKCTONLHSYFAERLYYAMKGAGTRDGTLIRNIVSRSEIDLNLIKCHFKKMYG
KTLSSMIMEDTSGDYKNALLSLVGSDP

>sp|Q3LI77|KR134 HUMAN Keratin-associated protein 13-4 OS=Homo
sapiens 0X=9606 GN=KRTAP13-4 PE=1 SV=1
MSYNCCSRNFSSRSEFGGYLYYPGSYPSSLVYSTALCSPSTCQLRSSLYRDCQKTCWEPAS
CQKSCYRPRTSILCCPCQTTCSGSLGFRSSSCRSQGYGSRCCYSLGNGSSGFRFLKYGGC
GFPSLSYGSRFCYPNYLASGAWQSSCYRPICGSREYQFETC

>sp|P18206|VINC HUMAN Vinculin OS=Homo sapiens 0X=9606 GN=VCL PE=1
SV=4

MPVFHTRTIESILEPVAQQISHLVIMHEEGEVDGKAIPDLTAPVAAVQAAVSNLVRVGKE
TVQTTEDQILKRDMPPAFIKVENACTKLVQAAQMLQSDPYSVPARDYLIDGSRGILSGTS
DLLLTFDEAEVRKITIRVCKGILEYLTVAEVVETMEDLVTYTKNLGPGMTKMAKMIDERQQ
ELTHQEHRVMLVNSMNTVKELLPVLISAMKIFVTTKNSKNQGIEEALKNRNEFTVEKMSAE
INEIIRVLOLTSWDEDAWASKDTEAMKRALASIDSKLNQAKGWLRDPSASPGDAGEQAIR
QILDEAGKVGELCAGKERREILGTCKMLGOQMTDQVADLRARGQGSSPVAMOKAQQVSQGL
DVLTAKVENAARKLEAMTNSKQSTAKKIDAAQNWLADPNGGPEGEEQIRGALAEARKIAE
LCDDPKERDDILRSLGEISALTSKLADLRRQGKGDSPEARALAKQVATALONLQTKTNRA
VANSRPAKAAVHLEGKIEQAQRWIDNPTVDDRGVGQAATIRGLVAEGHRLANVMMGPYRQD
LLAKCDRVDQLTAQLADLAARGEGESPQARALASQLODSTLKDLKARMQEAMTQEVSDVES
DTTTPIKLLAVAATAPPDAPNREEVFDERAANFENHSGKLGATAEKAAAVGTANKSTVEG
IQASVKTARELTPQVVSAARILLRNPGNQAAYEHFETMKNQWIDNVEKMTGLVDEAIDTK
SLLDASEEATKKDLDKCKVAMANIQPOMLVAGATSIARRANRILLVAKREVENSEDPKER
EAVKAASDELSKTISPMVMDAKAVAGNISDPGLOQKSFLDSGYRILGAVAKVREAFQPQEP
DFPPPPPDLEQLRLTDELAPPKPPLPEGEVPPPRPPPPEEKDEEFPEQKAGEVINQPMMM
AARQLHDEARKWSSKPGIPAAEVGIGVVAEADAADAAGEFPVPPDMEDDYEPELLLMPSNQ
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PVNQPILAAAQSLHREATKWSSKGNDITAAAKRMALLMAEMSRLVRGGSGTKRALIQCAK
DIAKASDEVTRLAKEVAKQCTDKRIRTNLLQVCERIPTISTQLKILSTVKATMLGRTNIS
DEESEQATEMLVHNAQNLMQSVKETVREAEAASTKIRTDAGFTLRWVRKTPWYQ
>sp|P78371|TCPB_HUMAN T-complex protein 1 subunit beta OS=Homo
sapiens 0X=9606 GN=CCT2 PE=1 SV=4
MASLSLAPVNIFKAGADEERAETARLTSFIGATAIGDLVKSTLGPKGMDKILLSSGRDAS
LMVTNDGATILKNIGVDNPAAKVLVDMSRVQDDEVGDGTTSVIVLAAELLREAESLIAKK
IHPQTIIAGWREATKAAREALLSSAVDHGSDEVKFROQDLMNIAGTTLSSKLLTHHKDHFET
KLAVEAVLRLKGSGNLEATHI IKKLGGSLADSYLDEGFLLDKKIGVNQPKRIENAKILIA
NTGMDTDKIKIFGSRVRVDSTAKVAEIEHAEKEKMKEKVERILKHGINCFINRQLIYNYP
EQLFGAAGVMAIEHADFAGVERLALVTGGEIASTFDHPELVKLGSCKLIEEVMIGEDKLI
HFSGVALGEACTIVLRGATQQILDEAERSLHDALCVLAQTVKDSRTVYGGGCSEMLMAHA
VTQLANRTPGKEAVAMESYAKALRMLPTITIADNAGYDSADLVAQLRAAHSEGNTTAGLDM
REGTIGDMAILGITESFQVKRQVLLSAAEAAEVILRVDNIIKAAPRKRVPDHHPC
>sp|P27348|1433T HUMAN 14-3-3 protein theta OS=Homo sapiens
0X=9606 GN=YWHAQ PE=1 SV=1
MEKTELIQKAKLAEQAERYDDMATCMKAVTEQGAELSNEERNLLSVAYKNVVGGRRSAWR
VISSIEQKTDTSDKKLOQLIKDYREKVESELRSICTTVLELLDKYLIANATNPESKVEFYLK
MKGDYFRYLAEVACGDDRKQTIDNSQGAYQEAFDISKKEMQPTHPIRLGLALNEFSVEYYE
ILNNPELACTLAKTAFDEATIAELDTLNEDSYKDSTLIMOLLRDNLTLWTSDSAGEECDAA
EGAEN

>sp|P05109|S10A8 HUMAN Protein S100-A8 OS=Homo sapiens O0X=9606
GN=S100A8 PE=1 SV=1
MLTELEKALNSIIDVYHKYSLIKGNFHAVYRDDLKKLLETECPQYIRKKGADVWFKELDI
NTDGAVNFQEFLILVIKMGVAAHKKSHEESHKE

>sp|P09651 |ROA1 HUMAN Heterogeneous nuclear ribonucleoprotein Al
OS=Homo sapiens 0X=9606 GN=HNRNPA1l PE=1 SV=5
MSKSESPKEPEQLRKLFIGGLSFETTDESLRSHFEQWGTLTDCVVMRDPNTKRSRGEGEV
TYATVEEVDAAMNARPHKVDGRVVEPKRAVSREDSQRPGAHLTVKKIFVGGIKEDTEEHH
LRDYFEQYGKIEVIEIMTDRGSGKKRGFAFVTFDDHDSVDKIVIQKYHTVNGHNCEVRKA
LSKQEMASASSSQRGRSGSGNFGGGRGGGEFGGNDNEFGRGGNEFSGRGGEFGGSRGGGGYGGS
GDGYNGFGNDGGYGGGGPGYSGGSRGYGSGGQGYGNQGSGYGGSGSYDSYNNGGGGGEGG
GSGSNFGGGGSYNDFGNYNNQSSNFGPMKGGNFGGRSSGPYGGGGQYFAKPRNQGGYGGS
SSSSSYGSGRRFE

>sp|Q32P51 |RAILZ HUMAN Heterogeneous nuclear ribonucleoprotein
Al-1like 2 OS=Homo sapiens 0X=9606 GN=HNRNPA1lL2 PE=2 SV=2
MSKSASPKEPEQLRKLFIGGLSFETTDESLRSHFEQWGTLTDCVVMRDPNTKRSRGEGEV
TYATVEEVDAAMNTTPHKVDGRVVEPKRAVSREDSQRPGAHLTVKKIFVGGIKEDTEEHH
LRDYFEQYGKIEVIEIMTDRGSGKKRGFAFVTFDDHDSVDKIVIQKYHTVKGHNCEVRKA
LPKQEMASASSSQRGRRGSGNFGGGRGDGEFGGNDNEFGRGGNESGRGGEGGSCGGGGYGGS
GDGYNGFGNDGSNEFGGGGSYNDFGNYNNQSSNFGPMKGGNFGGRSSGPYGGGGQYFAKPQ
NQGGYGVSSSSSSYGSGRRF

>sp|P62081|RS7 HUMAN 40S ribosomal protein S7 OS=Homo sapiens
0X=9606 GN=RPS7 PE=1 SV=1
MESSSAKIVKPNGEKPDEFESGISQALLELEMNSDLKAQLRELNITAAKETIEVGGGRKAT
ITFVPVPQLKSFQKIQVRLVRELEKKEFSGKHVVFIAQRRILPKPTRKSRTKNKQKRPRSR
TLTAVHDAILEDLVFPSEIVGKRIRVKLDGSRLIKVHLDKAQONNVEHKVETEFSGVYKKL
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TGKDVNFEFPEFQL

>sp | PODP24 | CALM2 HUMAN Calmodulin-2 OS=Homo sapiens 0X=96006
GN=CALM2 PE=1 SV=1
MADQLTEEQIAEFKEAFSLFDKDGDGTITTKELGTVMRSLGONPTEAELQDMINEVDADG
NGTIDFPEFLTMMARKMKDTDSEEEIREAFRVEFDKDGNGYISAAELRHVMTNLGEKLTDE
EVDEMIREADIDGDGQVNYEEFVQOMMTAK

>sp | PODP23 |CALM1 HUMAN Calmodulin-1 OS=Homo sapiens 0X=9600
GN=CALM1 PE=1 Sv=1
MADQLTEEQIAEFKEAFSLEFDKDGDGTITTKELGTVMRSLGONPTEAELQDMINEVDADG
NGTIDFPEFLTMMARKMKDTDSEEEIREAFRVEFDKDGNGYISAAELRHVMTNLGEKLTDE
EVDEMIREADIDGDGQVNYEEFVQOMMTAK

>sp |PODP25|CALM3 HUMAN  Calmodulin-3 OS=Homo sapiens 0X=9606
GN=CALM3 PE=1 SV=1
MADQLTEEQIAEFKEAFSLEFDKDGDGTITTKELGTVMRSLGONPTEAELQDMINEVDADG
NGTIDFPEFLTMMARKMKDTDSEEEIREAFRVEFDKDGNGYISAAELRHVMTNLGEKLTDE
EVDEMIREADIDGDGQVNYEEFVQOMMTAK

>sp|P63167|DYL1 HUMAN Dynein light chain 1, cytoplasmic OS=Homo
sapiens 0X=9606 GN=DYNLL1 PE=1 SV=1
MCDRKAVIKNADMSEEMQODSVECATQALEKYNIEKDIAAHIKKEFDKKYNPTWHCIVGR
NEFGSYVTHETKHFIYFYLGQVAILLFKSG

>sp|Q96FJ2|DYL2 HUMAN Dynein light chain 2, cytoplasmic OS=Homo
sapiens 0X=9606 GN=DYNLLZ2 PE=1 SV=1
MSDRKAVIKNADMSEDMQQODAVDCATQAMEKYNIEKDIAAYIKKEFDKKYNPTWHCIVGR
NFGSYVTHETKHFIYFYLGQVAILLFKSG

>sp|P40227|TCPZ HUMAN T-complex protein 1 subunit zeta OS=Homo
sapiens 0X=9606 GN=CCT6A PE=1 SV=3
MAAVKTLNPKAEVARAQAALAVNISAARGLODVLRTNLGPKGTMKMLVSGAGDIKLTKDG
NVLLHEMQIQHPTASLIAKVATAQDDITGDGTTSNVLIIGELLKQADLYISEGLHPRIIT
EGFEAAKEKALQFLEEVKVSREMDRETLIDVARTSLRTKVHAELADVLTEAVVDSILAIK
KODEPIDLFMIEIMEMKHKSETDTSLIRGLVLDHGARHPDMKKRVEDAYILTCNVSLEYE
KTEVNSGFFYKSAEEREKLVKAERKFIEDRVKKI IELKRKVCGDSDKGFVVINQKGIDPF
SLDALSKEGIVALRRAKRRNMERLTLACGGVALNSFDDLSPDCLGHAGLVYEYTLGEEKF
TFIEKCNNPRSVTLLIKGPNKHTLTQIKDAVRDGLRAVKNAIDDGCVVPGAGAVEVAMAE
ALTKHKPSVKGRAQLGVQAFADALLITPKVLAQNSGFDLOQETLVKIQAEHSESGQLVGVD
LNTGEPMVAAEVGVWDNYCVKKQLLHSCTVIATNILLVDEIMRAGMSSLKG
>sp|095833|CLIC3 HUMAN Chloride intracellular channel protein 3
OS=Homo sapiens 0X=9606 GN=CLIC3 PE=1 SV=2
MAETKLOQLFVKASEDGESVGHCPSCQRLFMVLLLKGVPFTLTTVDTRRSPDVLKDFAPGS
QLPILLYDSDAKTDTLOQIEDFLEETLGPPDFPSLAPRYRESNTAGNDVFHKFSAFIKNPV
PAQDEALYQQLLRALARLDSYLRAPLEHELAGEPQLRESRRRFLDGDRLTLADCSLLPKL
HIVDTVCAHFRQAPIPAELRGVRRYLDSAMQEKEFKYTCPHSAEILAAYRPAVHPR
>sp|P60953|CDC42 HUMAN Cell division control protein 42 homolog
OS=Homo sapiens 0X=9606 GN=CDC42 PE=1 SV=2
MQTIKCVVVGDGAVGKTCLLISYTTNKFPSEYVPTVEDNYAVTIVMIGGEPYTLGLEDTAG
QEDYDRLRPLSYPQTDVFLVCFSVVSPSSFENVKEKWVPEITHHCPKTPFLLVGTQIDLR
DDPSTIEKLAKNKQKPITPETAEKLARDLKAVKYVECSALTQKGLKNVFDEAILAALEPP
EPKKSRRCVLL
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>sp|P06744|G6PI_ HUMAN Glucose-6-phosphate isomerase OS=Homo
sapiens 0X=9606 GN=GPI PE=1 SV=4
MAALTRDPQFQKLOOWYREHRSELNLRRLEDANKDRENHESLTLNTNHGHILVDYSKNLV
TEDVMRMLVDLAKSRGVEAARERMENGEKINYTEGRAVLHVALRNRSNTPILVDGKDVMP
EVNKVLDKMKSFCORVRSGDWKGYTGKTITDVINIGIGGSDLGPLMVTEALKPYSSGGPR
VWYVSNIDGTHIAKTLAQLNPESSLEITASKTFTTQETITNAETAKEWFLOQAAKDPSAVA
KHEVALSTNTTKVKEFGIDPONMFEFWDWVGGRYSLWSAIGLSIALHVGEFDNFEQLLSGA
HWMDQHFRTTPLEKNAPVLLALLGIWYINCFGCETHAMLPYDQYLHRFAAYFQQGDMESN
GKYITKSGTRVDHQTGPIVWGEPGTNGQHAFYQLTIHQGTKMIPCDFLIPVQTQHPIRKGL
HHKILLANFLAQTEALMRGKSTEEARKELQAAGKSPEDLERLLPHKVFEGNRPTNSIVET
KLTPFMLGALVAMYEHKIFVQOGIIWDINSFDOWGVELGKQLAKKIEPELDGSAQVTSHDA
STNGLINFIKQQREARVQ

>sp|Q5T750 | XP32 HUMAN Skin-specific protein 32 OS=Homo sapiens
0X=9606 GN=XP32 PE=1 SV=1
MCDQOQKQPQFPPSCVKGSGLGAGQGSNGASVKCPVPCQTQTVCVTGPAPCPTQTYVKYQV
PCQTQTYVKCPAPCQRTYVKYPTPCQTYVKCPAPCQTTYVKCPTPCQTYVKCPAPCQOMTY
IKSPAPCQTQTCYVQGASPCOSYYVQAPASGSTSQYCVTDPCSAPCSTSYCCLAPRTFGV
SPLRRWIQRPONCNTGSSGCCENSGSSGCCGSGGCGCSCGCGSSGCCCLGITIPMRSRGPA
CCDHEDDCCC

>sp|P61163|ACTZ HUMAN Alpha-centractin OS=Homo sapiens O0X=9606
GN=ACTR1A PE=1 SV=1
MESYDVIANQPVVIDNGSGVIKAGFAGDQIPKYCEFPNYVGRPKHVRVMAGALEGDIFIGP
KAEEHRGLLSIRYPMEHGIVKDWNDMERIWQYVYSKDQLOQTFSEEHPVLLTEAPLNPRKN
RERAAEVFFETFNVPALFISMQAVLSLYATGRTTGVVLDSGDGVTHAVPIYEGFAMPHST
MRIDIAGRDVSRFLRLYLRKEGYDFHSSSEFEIVKAIKERACYLSINPQKDETLETEKAQ
YYLPDGSTIEIGPSRFRAPELLFRPDLIGEESEGIHEVLVFAIQKSDMDLRRTLFSNIVL
SGGSTLFKGFGDRLLSEVKKLAPKDVKIRISAPQERLYSTWIGGSILASLDTFKKMWVSK
KEYEEDGARSIHRKTF

>sp|P42025|ACTY HUMAN Beta-centractin OS=Homo sapiens 0X=9606
GN=ACTR1B PE=1 SV=1
MESYDITANQPVVIDNGSGVIKAGFAGDQIPKYCFPNYVGRPKHMRVMAGALEGDLFIGP
KAEEHRGLLTIRYPMEHGVVRDWNDMERIWQYVYSKDQLQTFSEEHPVLLTEAPLNPSKN
REKAAEVFFETFNVPALFISMOAVLSLYATGRTTGVVLDSGDGVTHAVPIYEGFAMPHSI
MRVDIAGRDVSRYLRLLLRKEGVDFHTSAEFEVVRTIKERACYLSINPQKDEALETEKVQ
YTLPDGSTLDVGPARFRAPELLFQPDLVGDESEGLHEVVAFATHKSDMDLRRTLFANIVL
SGGSTLFKGEFGDRLLSEVKKLAPKDIKIKISAPQERLYSTWIGGSILASLDTFKKMWVSK
KEYEEDGSRATHRKTF

>sp|P07384|CAN1 HUMAN Calpain-1 catalytic subunit OS=Homo sapiens
0X=9606 GN=CAPN1l PE=1 SV=1
MSEETIITPVYCTGVSAQVOKQRARELGLGRHENATKYLGODYEQLRVRCLOSGTLEFRDEA
FPPVPQSLGYKDLGPNSSKTYGIKWKRPTELLSNPQFIVDGATRTDICQGALGDCWLLAA
IASLTLNDTLLHRVVPHGQSFONGYAGIFHFQLWQFGEWVDVVVDDLLPIKDGKLVEVHS
AEGNEFWSALLEKAYAKVNGSYEALSGGSTSEGFEDFTGGVTEWYELRKAPSDLYQITLK
ALERGSLLGCSIDISSVLDMEAITFKKLVKGHAYSVTGAKQVNYRGQVVSLIRMRNPWGE
VEWTGAWSDSSSEWNNVDPYERDQLRVKMEDGEFWMSFRDFMREFTRLEICNLTPDALKS
RTIRKWNTTLYEGTWRRGSTAGGCRNYPATFWVNPQFKIRLDETDDPDDYGDRESGCSFV
LALMQKHRRRERRFGRDMETIGFAVYEVPPELVGQPAVHLKRDFFLANASRARSEQFINL
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REVSTRFRLPPGEYVVVPSTFEPNKEGDEVLRFEFSEKSAGTVELDDQIQANLPDEQVLSE
EEIDENFKALFRQLAGEDMEISVKELRTILNRIISKHKDLRTKGEFSLESCRSMVNLMDRD
GNGKLGLVEFNILWNRIRNYLSIFRKFDLDKSGSMSAYEMRMATESAGFKLNKKLYELTT
TRYSEPDLAVDFDNEFVCCLVRLETMFRFFKTLDTDLDGVVTFDLFKWLQLTMFA
>sp|P06576 | ATPB HUMAN ATP synthase subunit beta, mitochondrial
OS=Homo sapiens 0X=9606 GN=ATP5F1B PE=1 SV=3
MLGFVGRVAAAPASGALRRLTPSASLPPAQLLLRAAPTAVHPVRDYAAQTSPSPKAGAAT
GRIVAVIGAVVDVQFDEGLPPILNALEVQGRETRLVLEVAQHLGESTVRTIAMDGTEGLV
RGOKVLDSGAPIKIPVGPETLGRIMNVIGEPIDERGPIKTKQFAPTHAEAPEFMEMSVEQ
EILVTGIKVVDLLAPYAKGGKIGLFGGAGVGKTVLIMELINNVAKAHGGYSVFAGVGERT
REGNDLYHEMIESGVINLKDATSKVALVYGOMNEPPGARARVALTGLTVAEYFRDQEGQD
VLLFIDNIFRFTQAGSEVSALLGRIPSAVGYQPTLATDMGTMQERITTTKKGSITSVQAT
YVPADDLTDPAPATTFAHLDATTVLSRAIAELGIYPAVDPLDSTSRIMDPNIVGSEHYDV
ARGVQKILODYKSLODITATILGMDELSEEDKLTVSRARKIQRFLSQPFQVAEVEFTGHMGK
LVPLKETIKGFQQITLAGEYDHLPEQAFYMVGPIEEAVAKADKLAEEHSS
>sp|P23490 | LORI HUMAN Loricrin OS=Homo sapiens 0X=9606 GN=LORICRIN
PE=1 SV=2
MSYQKKQPTPQPPVDCVKTSGGGGGGGGSGGGGCGFFGGGGSGGGSSGSGCGYSGGGGYS
GGGCGGGSSGGGGGGGIGGCGGGSGGSVKYSGGGGSSGGGSGCFSSGGGGSGCESSGGGG
SSGGGSGCFSSGGGGSSGGGSGCFSSGGGGFSGQAVQCQSYGGVSSGGSSGGGSGCESSG
GGGGSVCGYSGGGSGCGGGSSGGSGSGYVSSQQVTQTSCAPQPSYGGGSSGGGGSGGSGC
FSSGGGGGSSGCGGGSSGIGSGCIISGGGSVCGGGSSGGGGGGSSVGGSGSGKGVPICHQ
TOQOKQAPTWPSK

>sp|P62244|RS1I5A HUMAN 40S ribosomal protein Sl5a OS=Homo sapiens
0X=9606 GN=RPS15A PE=1 SV=2
MVRMNVLADALKSINNAEKRGKROQVLIRPCSKVIVRFLTVMMKHGY IGEFETI IDDHRAGK
IVVNLTGRLNKCGVISPRFDVQLKDLEKWONNLLPSRQFGFIVLTTSAGIMDHEEARRKH
TGGKILGFFF

>sp|P30101|PDIA3 HUMAN Protein disulfide-isomerase A3 OS=Homo
sapiens 0X=9606 GN=PDIA3 PE=1 SV=4
MRLRRLALFPGVALLLAAARLAAASDVLELTDDNFESRISDTGSAGLMLVEFFAPWCGHC
KRLAPEYEAAATRLKGIVPLAKVDCTANTNTCNKYGVSGYPTLKIFRDGEEAGAYDGPRT
ADGIVSHLKKQAGPASVPLRTEEEFKKFISDKDASIVGFFDDSFSEAHSEFLKAASNLRD
NYRFAHTNVESLVNEYDDNGEGIILFRPSHLTNKFEDKTVAYTEQKMTSGKIKKEFIQENT
FGICPHMTEDNKDLTIQGKDLLIAYYDVDYEKNAKGSNYWRNRVMMVAKKFLDAGHKLNFA
VASRKTFSHELSDFGLESTAGEIPVVAIRTAKGEKFVMQEEFSRDGKALERFLODYFDGN
LKRYLKSEPIPESNDGPVKVVVAENFDEIVNNENKDVLIEFYAPWCGHCKNLEPKYKELG
EKLSKDPNIVIAKMDATANDVPSPYEVRGFPTIYFSPANKKLNPKKYEGGRELSDFISYL
OREATNPPVIQEEKPKKKKKAQEDL

>sp|076014 |KRT37 HUMAN Keratin, type I cuticular Ha7 OS=Homo
sapiens 0X=9606 GN=KRT37 PE=1 SV=3
MTSEFYSTSSCPLGCTMAPGARNVEVSPIDVGCQPVAEANAASMCLLANVAHANRVRVGST
PLGRPSLCLPPTSHTACPLPGTCHIPGNIGICGAYGKNTLNGHEKETMKFLNDRLANYLE
KVROLEQENAELETTLLERSKCHESTVCPDYQSYFRTIEELQOKILCSKAENARLIVQID
NAKLAADDFRIKLESERSLHQLVEADKCGTQKLLDDATLAKADLEAQQESLKEEQLSLKS
NHEQEVKILRSQLGEKFRIELDIEPTIDLNRVLGEMRAQYEAMVETNHQDVEQWEFQAQSE
GISLQAMSCSEELQCCQSEILELRCTVNALEVERQAQHTLKDCLONSLCEAEDRYGTELA
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OMOSLISNLEEQLSEIRADLERONQEYQVLLDVKARLENETIATYRNLLESEDCKLPCNPC
STPASCTSCPSCGPVTGGSPSGHGASMGR

>sp | Q72406 |MYH14 HUMAN Myosin-14 OS=Homo sapiens O0X=9606 GN=MYH14
PE=1 SV=2
MAAVTMSVPGRKAPPRPGPVPEAAQPFLFTPRGPSAGGGPGSGTSPQVEWTARRLVWVPS
ELHGFEAAATLRDEGEEEAEVELAESGRRLRLPRDQIQRMNPPKESKAEDMAELTCLNEAS
VLHNLRERYYSGLIYTYSGLFCVVINPYKQLPIYTEAIVEMYRGKKRHEVPPHVYAVTEG
AYRSMLQDREDQSTILCTGESGAGKTENTKKVIQYLAHVASSPKGRKEPGVPGELERQLLQ
ANPILEAFGNAKTVKNDNSSREGKFIRINFDVAGYIVGANIETYLLEKSRATRQAKDECS
FHIFYQLLGGAGEQLKADLLLEPCSHYRFLTNGPSSSPGQERELFQETLESLRVLGFSHE
EIISMLRMVSAVLOQFGNIALKRERNTDOATMPDNTAAQKLCRLLGLGVTDFSRALLTPRI
KVGRDYVQKAQTKEQADFALEALAKATYERLFRWLVLRLNRALDRSPRQGASFLGILDIA
GFEIFQLNSFEQLCINYTNEKLOQQLENHTMEVLEQEEYQREGIPWTFLDFGLDLQPCIDL
TERPANPPGLLALLDEECWEFPKATDKSEFVEKVAQEQGGHPKFQRPRHLRDOQADEFSVLHYA
GKVDYKANEWLMKNMDPLNDNVAALLHQSTDRLTAEIWKDVEGIVGLEQVSSLGDGPPGG
RPRRGMFRTVGQLYKESLSRLMATLSNTNPSFVRCIVPNHEKRAGKLEPRLVLDQLRCNG
VLEGIRICRQGFPNRILFQEFRORYEILTPNAIPKGFMDGKQACEKMIQALELDPNLYRV
GOSKIFFRAGVLAQLEEERDLKVTDIIVSFQAAARGYLARRAFQKROOQOSALRVMQORNC
AAYLKLRHWQWWRLEFTKVKPLLOQVTRQDEVLQARAQELQKVQELQQQSAREVGELQGRVA
QLEEERARLAEQLRAEAELCAEAEETRGRLAARKQELELVVSELEARVGEEEECSROMQT
EKKRLOQHIQELEAHLEAEEGARQKLQLEKVTTEAKMKKFEEDLLLLEDQNSKLSKERKL
LEDRLAEFSSQAAEEEEKVKSLNKLRLKYEATIADMEDRLRKEEKGRQELEKLKRRLDGE
SSELQEQMVEQQORAEELRAQLGRKEEELOQAALARAEDEGGARAQLLKSLREAQAALAEA
QEDLESERVARTKAEKQRRDLGEELEALRGELEDTLDSTNAQQELRSKREQEVTELKKTL
EEETRIHEAAVQELROQRHGOQALGELAEQLEQARRGKGAWEKTRLALEAEVSELRAELSSL
QTARQEGEQRRRRLELOLOEVQGRAGDGERARAEAAEKLORAQAELENVSGALNEAESKT
IRLSKELSSTEAQLHDAQELLQEETRAKLALGSRVRAMEAEAAGLREQLEEEAAARERAG
RELOTAQAQLSEWRRROEEEAGALEAGEEARRRAAREAEALTOQRLAEKTETVDRLERGRR
RLOQELDDATMDLEQQOROQLVSTLEKKQRKFDQLLAEEKAAVLRAVEERERAEAEGREREA
RALSLTRALEEEQEAREELERONRALRAELEALLSSKDDVGKSVHELERACRVAEQAAND
LRAQVTELEDELTAAEDAKLRLEVTVQALKTQHERDLQGRDEAGEERRRQLAKQLRDAEV
ERDEERKQRTLAVAARKKLEGELEELKAQMASAGOGKEEAVKQLRKMQAQMKELWREVEE
TRTSREEIFSONRESEKRLKGLEAEVLRLOEELAASDRARRQAQQDRDEMADEVANGNLS
KAATLEEKRQLEGRLGOQLEEELEEEQSNSELLNDRYRKLLLOVESLTTELSAERSFSAKA
ESGROQOLERQIQELRGRLGEEDAGARARHKMTIAALESKLAQAEEQLEQETRERILSGKL
VRRAEKRLKEVVLQVEEERRVADQLRDQLEKGNLRVKQLKRQLEEAEEEASRAQAGRRRL
QRELEDVTESAESMNREVTTLRNRLRRGPLTFTTRTVRQVFRLEEGVASDEEAEEAQPGS
GPSPEPEGSPPAHPQ

>sp | Q9BYRO |KRA47 HUMAN Keratin-associated protein 4-7 0OS=Homo
sapiens 0X=9606 GN=KRTAP4-7 PE=1 SV=2
MVSSCCGSVCSDQGCSQDLCQETCCRPSCCQTTCCRTTCYRPSCCVSSCCRPQCCQSVCC
QPTCCRPTCCETTCCHPRCCISSCCRPSCCMSSCCKPQCCQSVCCQPTCCHPSCCISSCC
RPSCCVSRCCRPQCCQSVCCQPTCCRPSCCISSCCRPSCCESSCCRPSCCRPCCCLRPVC
GRVSCHTTCYRPTCVISTCPRPLCCASSCC

>sp | Q9BYQ5 |KRA46 HUMAN Keratin-associated protein 4-6 OS=Homo
sapiens 0X=9606 GN=KRTAP4-6 PE=2 SV=4
MVSSCCGSVCSDQGCGLETCCRPSCCQTTCCRTTCCRPSCCVSSCCRPQCCQSVCCQPTC
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CRPSCCPSCCQTTCCRTTCCRPSCCVSSCCRPQCCQSVCCQPTCCRPSCSISSCCRPSCC
VSRCCRSQCCQSVCCQPTCCRPSCCISSCCRPSCCESSCCRPCCCRPCCCLRPVCGRVSC
HTTCYRPTCVISTCPRPLCCASSCC

>sp|Q9BQ66|KR412 HUMAN Keratin-associated protein 4-12 OS=Homo
sapiens 0X=9606 GN=KRTAP4-12 PE=1 SV=1
MVNSCCGSVCSDQGCGLENCCRPSCCQTTCCRTTCCRPSCCVSSCCRPQCCQSVCCQPTC
CRPSCCQTTCCRTTCCRPSCCVSSCCRPQCCQSVCCQPTCCRPSCCQTTCCRTTCCRPSC
CVSSCCRPQCCQSVCCQPTCCRPSCCISSSCCPSCCESSCCRPCCCLRPVCGRVSCHTTC
YRPTCVISTCPRPLCCASSCC

>sp|Q9BYR2 |[KRA45 HUMAN Keratin-associated protein 4-5 0OS=Homo
sapiens 0X=9606 GN=KRTAP4-5 PE=1 SV=4
MVSSCCGSVSSEQSCGLENCCRPSCCQTTCCRTTCCRPSCCKPQCCQSVCYQPTCCHPSC
CISSCCRPYCCESSCCRPCCCQTTCCRTTCCRTTCCCPSCCVSSCCRPQCCQSVCCQPTC
CRPSCCISSCCHPSCCESSCCRPCCCVRPVCGRVSCHTTCYRPTCVISTCPRPLCCASSC

C

>sp|P26038 |MOES HUMAN Moesin OS=Homo sapiens 0OX=9606 GN=MSN PE=1
Sv=3

MPKTISVRVTTMDAELEFATIQPNTTGKQLEFDQVVKTIGLREVWEFEFGLQYQDTKGEFSTWLK
LNKKVTAQDVRKESPLLFKFRAKFYPEDVSEELIQDITQRLFFLOVKEGILNDDIYCPPE
TAVLLASYAVQSKYGDEFNKEVHKSGYLAGDKLLPQRVLEQHKLNKDOQWEERIQVWHEEHR
GMLREDAVLEYLKIAQDLEMYGVNYFSIKNKKGSELWLGVDALGLNIYEQNDRLTPKIGFE
PWSEIRNISENDKKEVIKPIDKKAPDEVEYAPRLRINKRILALCMGNHELYMRRRKPDTI
EVOOMKAQAREEKHQKOMERAMLENEKKKREMAEKEKEKTEREKEELMERLKQIEEQTKK
AQQELEEQTRRALELEQERKRAQSEAEKLAKERQEAEEAKEALLQASRDQKKTQEQLALE
MAELTARISQLEMARQKKESEAVEWQQKAQOMVQEDLEKTRAELKTAMSTPHVAEPAENEQ
DEQDENGAEASADLRADAMAKDRSEEERTTEAEKNERVOKHLKALTSELANARDESKKTA
NDMIHAENMRLGRDKYKTLRQIRQGNTKQRIDEFESM

>sp |Q6ZVXT7|FBX50 HUMAN F-box only protein 50 OS=Homo sapiens
0X=9606 GN=NCCRP1 PE=1 SV=1
MEEVREGHALGGGMEADGPASLQELPPSPRSPSPPPSPPPLPSPPSLPSPAAPEAPELPE
PAQPSEAHARQLLLEEWGPLSGGLELPQRLTWKLLLLRRPLYRNLLRSPNPEGINIYEPA
PPTGPTQRPLETLGNFRGWYTIRTEKLQONQSWITVKQQCVDLLAEGLWEELLDDEQPAITV
MDWEFEDSRLDACVYELHVWLLAADRRTVIAQHHVAPRTSGRGPPGRWVQVSHVEFRHYGPG
VRFTHFLHKAKNRME PGGLRRTRVTDSSVSVQLRE

>sp|P07814|SYEP HUMAN Bifunctional glutamate/proline--tRNA ligase
OS=Homo sapiens 0X=9606 GN=EPRS1 PE=1 SV=5
MATLSLTVNSGDPPLGALLAVEHVKDDVSISVEEGKENILHVSENVIFTDVNSILRYLAR
VATTAGLYGSNLMEHTEIDHWLEFSATKLSSCDSFTSTINELNHCLSLRTYLVGNSLSLA
DLCVWATLKGNAAWQEQLKQKKAPVHVKRWEGEFLEAQQAFQSVGTKWDVSTTKARVAPEK
KODVGKEFVELPGAEMGKVTVRFPPEASGYLHTGHAKAATLLNQHYQVNFKGKLIMREDDTN
PEKEKEDFEKVILEDVAMLHIKPDQFTYTSDHFETIMKYAEKLIQEGKAYVDDTPAEQMK
AEREQRIDSKHRKNPIEKNLOMWEEMKKGSQFGQSCCLRAKIDMSSNNGCMRDPTLYRCK
IQPHPRTGNKYNVYPTYDFACPIVDSIEGVTHALRTTEYHDRDEQFYWITEALGIRKPYT
WEYSRLNLNNTVLSKRKLTWEVNEGLVDGWDDPRFPTVRGVLRRGMTVEGLKQFIAAQGS
SRSVVNMEWDKIWAFNKKVIDPVAPRYVALLKKEVIPVNVPEAQEEMKEVAKHPKNPEVG
LKPVWYSPKVFIEGADAETFSEGEMVTEFINWGNLNITKIHKNADGKITISLDAKLNLENKD
YKKTTKVTWLAETTHALPIPVICVTYEHLITKPVLGKDEDFKQYVNKNSKHEELMLGDPC
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LKDLKKGDITQLORRGFFICDQPYEPVSPYSCKEAPCVLIYIPDGHTKEMPTSGSKEKTK
VEATKNETSAPFKERPTPSLNNNCTTSEDSLVLYNRVAVQGDVVRELKAKKAPKEDVDAA
VKOLLSLKAEYKEKTGQEYKPGNPPAEIGONISSNSSASILESKSLYDEVAAQGEVVRKL
KAEKSPKAKINEAVECLLSLKAQYKEKTGKEYIPGQPPLSQSSDSSPTRNSEPAGLETPE
AKVLFDKVASQGEVVRKLKTEKAPKDQVDIAVQELLOQLKAQYKSLIGVEYKPVSATGAED
KDKKKKEKENKSEKQNKPOQKONDGQRKDPSKNQGGGLSSSGAGEGQGPKKQTRLGLEAKK
EENLADWYSQVITKSEMIEYHDISGCYILRPWAYAIWEATKDFFDAEIKKLGVENCYFPM
FVSQSALEKEKTHVADFAPEVAWVTRSGKTELAEPTIATRPTSETVMYPAYAKWVQSHRDL
PIKLNQWCNVVRWEFKHPOQPFLRTREFLWQEGHSAFATMEEAAEEVLOILDLYAQVYEEL
LATPVVKGRKTEKEKFAGGDYTTTIEAFISASGRAIQGGTSHHLGONFSKMFETITVFEDPK
IPGEKQFAYQONSWGLTTRTIGVMTMVHGDNMGLVLPPRVACVQVVIIPCGITNALSEEDK
EALTAKCNDYRRRLLSVNIRVRADLRDNYSPGWKENHWELKGVPIRLEVGPRDMKSCQFEV
AVRRDTGEKLTVAENEAETKLOATLEDIQVTLFTRASEDLKTHMVVANTMEDEFQKILDSG
KIVQIPFCGEIDCEDWIKKTTARDODLEPGAPSMGAKSLCIPFKPLCELQPGAKCVCGKN
PAKYYTLFGRSY

>sp|Q15181|IPYR HUMAN Inorganic pyrophosphatase OS=Homo sapiens
0X=9606 GN=PPAl PE=1 SV=2
MSGFSTEERAAPFSLEYRVFLKNEKGQYISPFHDIPIYADKDVEFHMVVEVPRWSNAKME T
ATKDPLNPIKQDVKKGKLRYVANLFPYKGYIWNYGATIPQTWEDPGHNDKHTGCCGDNDPI
DVCEIGSKVCARGEITIGVKVLGILAMIDEGETDWKVIAINVDDPDAANYNDINDVKRLKP
GYLEATVDWFRRYKVPDGKPENEFAFNAEFKDKDFATIDITKSTHDHWKALVTKKTNGKGI
SCMNTTLSESPFKCDPDAARAIVDALPPPCESACTVPTDVDKWEFHHQKN
>sp|P61106|RAB14 HUMAN Ras-related protein Rab-14 OS=Homo sapiens
0X=9606 GN=RAB1l4 PE=1 SV=4
MATAPYNYSYIFKYIIIGDMGVGKSCLLHQFTEKKFMADCPHTIGVEFGTRITIEVSGQKI
KLOIWDTAGQERFRAVTRSYYRGAAGALMVYDITRRSTYNHLSSWLTDARNLTNPNTVIT
LIGNKADLEAQRDVTYEEAKQFAEENGLLFLEASAKTGENVEDAFLEAAKKIYQONIQDGS
LDLNAAESGVQHKPSAPQGGRLTSEPQPQREGCGC

>sp Q99456 |K1C12 HUMAN Keratin, type I cytoskeletal 12 OS=Homo
sapiens 0X=9606 GN=KRT1l2 PE=1 SV=1
MDLSNNTMSLSVRTPGLSRRLSSQSVIGRPRGMSASSVGSGYGGSAFGFGASCGGGESAA
SMFGSSSGFGGGSGSSMAGGLGAGYGRALGGGSFGGLGMGFGGSPGGGSLGILSGNDGGL
LSGSEKETMONLNDRLASYLDKVRALEEANTELENKIREWYETRGTGTADASQSDYSKYY
PLTIEDLRNKITISASIGNAQLLLQIDNARLAAEDFRMKYENELALRQGVEADINGLRRVLD
ELTLTRTDLEMQIESLNEELAYMKKNHEDELQSFRVGGPGEVSVEMDAAPGVDLTRLLND
MRAQYETIAEQNRKDAEAWFIEKSGELRKEISTNTEQLQSSKSEVTDLRRAFONLEIELQ
SQLAMKKSLEDSLAEAEGDYCAQLSQVQQLISNLEAQLLOQVRADAERQNVDHQRLLNVKA
RLELEIETYRRLLDGEAQGDGLEESLEFVTDSKSQAQSTDSSKDPTKTRKIKTVVQEMVNG
EVVSSQVQEIEELM

>sp|P60900|PSA6_HUMAN Proteasome subunit alpha type-6 0OS=Homo
sapiens 0X=9606 GN=PSMA6 PE=1 SV=1
MSRGSSAGFDRHITIFSPEGRLYQVEYAFKAINQGGLTSVAVRGKDCAVIVTQKKVPDKL
LDSSTVTHLFKITENIGCVMTGMTADSRSQVORARYEAANWKYKYGYETIPVDMLCKRIAD
ISQVYTONAEMRPLGCCMILIGIDEEQGPQVYKCDPAGYYCGFKATAAGVKQTESTSFLE
KKVKKKFDWTFEQTVETAITCLSTVLSIDFKPSEIEVGVVTVENPKFRILTEAEIDAHLV
ALAERD
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>sp|P15880|RS2 HUMAN 40S ribosomal protein S2 OS=Homo sapiens
0X=9606 GN=RPS2 PE=1 SV=2
MADDAGAAGGPGGPGGPGMGNRGGFRGGFGSGIRGRGRGRGRGRGRGRGARGGKAEDKEW
MPVTKLGRLVKDMKIKSLEEIYLFSLPIKESEIIDFFLGASLKDEVLKIMPVQKQTRAGQ
RTRFKAFVAIGDYNGHVGLGVKCSKEVATAIRGAIILAKLSIVPVRRGYWGNKIGKPHTV
PCKVTGRCGSVLVRLIPAPRGTGIVSAPVPKKLLMMAGIDDCYTSARGCTATLGNFAKAT
FDAISKTYSYLTPDLWKETVFTKSPYQEFTDHLVKTHTRVSVQRTQAPAVATT

>sp|Q9BYR8 |[KRA31 HUMAN Keratin-associated protein 3-1 OS=Homo
sapiens 0X=9606 GN=KRTAP3-1 PE=1 SV=1
MYCCALRSCSVPTGPATTFCSFDKSCRCGVCLPSTCPHEISLLQPICCDTCPPPCCKPDT
YVPTCWLLNNCHPTPGLSGINLTTYVQPGCESPCEPRC

>sp|P34932|HSP74 HUMAN Heat shock 70 kDa protein 4 OS=Homo sapiens
0X=9606 GN=HSPA4 PE=1 SV=4
MSVVGIDLGFQSCYVAVARAGGIETIANEYSDRCTPACISFGPKNRSIGAAAKSQVISNA
KNTVQGFKRFHGRAFSDPFVEAEKSNLAYDIVQLPTGLTGIKVTYMEEERNFTTEQVTAM
LLSKLKETAESVLKKPVVDCVVSVPCFYTDAERRSVMDATQIAGLNCLRLMNETTAVALA
YGIYKQODLPALEEKPRNVVFVDMGHSAYQVSVCAFNRGKLKVLATAFDTTLGGRKFDEVL
VNHFCEEFGKKYKLDIKSKIRALLRLSQECEKLKKLMSANASDLPLSTECEFMNDVDVSGT
MNRGKFLEMCNDLLARVEPPLRSVLEQTKLKKEDIYAVEIVGGATRIPAVKEKISKFEFFGK
ELSTTLNADEAVTRGCALQCAILSPAFKVREFSITDVVPYPISLRWNSPAEEGSSDCEVE
SKNHAAPFSKVLTFYRKEPFTLEAYYSSPOQDLPYPDPATAQEFSVQKVTPQSDGSSSKVKV
KVRVNVHGIFSVSSASLVEVHKSEENEEPMETDONAKEEEKMOVDOEEPHVEEQQQQTPA
ENKAESEEMETSQAGSKDKKMDQPPOQAKKAKVKTSTVDLPIENQLLWQIDREMLNLYIEN
EGKMIMQODKLEKERNDAKNAVEEYVYEMRDKLSGEYEKEFVSEDDRNSFTLKLEDTENWLY
EDGEDQPKQOQVYVDKLAELKNLGOQPIKIRFQESEERPKLFEELGKQIQQYMKIISSFKNKE
DQYDHLDAADMTKVEKSTNEAMEWMNNKLNLONKQSLTMDPVVKSKEIEAKIKELTSTCS
PIISKPKPKVEPPKEEQKNAEQNGPVDGQGDNPGPQAAEQGTDTAVPSDSDKKLPEMDID
>sp|Q9UI42|CBPA4 HUMAN Carboxypeptidase A4 OS=Homo sapiens 0X=9606
GN=CPA4 PE=1 SV=2
MRWILFIGALIGSSICGQEKFFGDQVLRINVRNGDEISKLSQLVNSNNLKLNEFWKSPSSF
NRPVDVLVPSVSLQAFKSFLRSQGLEYAVTIEDLQALLDNEDDEMQHNEGQERSSNNENY
GAYHSLEAIYHEMDNIAADEFPDLARRVKIGHSFENRPMYVLKESTGKGVRRPAVWLNAGIT
HSREWISQATAIWTARKIVSDYQRDPAITSILEKMDIFLLPVANPDGYVYTQTQONRLWRK
TRSRNPGSSCIGADPNRNWNASFAGKGASDNPCSEVYHGPHANSEVEVKSVVDFIQKHGN
FKGFIDLHSYSQLLMYPYGYSVKKAPDAEELDKVARLAAKALASVSGTEYQVGPTCTTVY
PASGSSIDWAYDNGIKFAFTFELRDTGTYGFLLPANQITPTAEETWLGLKTIMEHVRDNL

Y

>sp|P62241|RS8 HUMAN 40S ribosomal protein S8 OS=Homo sapiens
0X=9606 GN=RPS8 PE=1 SV=2
MGISRDNWHKRRKTGGKRKPYHKKRKYELGRPAANTKIGPRRIHTVRVRGGNKKYRALRL
DVGNFSWGSECCTRKTRIIDVVYNASNNELVRTKTLVKNCIVLIDSTPYRQWYESHYALP
LGRKKGAKLTPEEEEILNKKRSKKIQKKYDERKKNAKISSLLEEQFQQOGKLLACIASRPG
QCGRADGYVLEGKELEFYLRKIKARKGK

>sp|P31151|S10A7 HUMAN Protein S100-A7 OS=Homo sapiens O0X=9606
GN=S100A7 PE=1 SV=4
MSNTQAERSIIGMIDMEFHKYTRRDDKIEKPSLLTMMKENEFPNFLSACDKKGTNYLADVFE
KKDKNEDKKIDFSEFLSLLGDIATDYHKQSHGAAPCSGGSQ
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>sp|Q86SG5|S1IATA HUMAN Protein S100-A7A OS=Homo sapiens O0X=9606
GN=S100A7A PE=1 SV=3
MSNTQAERSTIIGMIDMFHKYTGRDGKIEKPSLLTMMKENEFPNFLSACDKKGIHYLATVFEE
KKDKNEDKKIDFSEFLSLLGDIAADYHKQSHGAAPCSGGSQ

>sp|014818 | PSA7 HUMAN Proteasome subunit alpha type-7 O0S=Homo
sapiens 0X=9606 GN=PSMA7 PE=1 SV=1
MSYDRAITVEFSPDGHLEFQVEYAQEAVKKGSTAVGVRGRDIVVLGVEKKSVAKLQDERTVR
KICALDDNVCMAFAGLTADARIVINRARVECQSHRLTVEDPVTVEYITRYIASLKQRYTQ
SNGRRPFGISALIVGFDEDGTPRLYQTDPSGTYHAWKANATGRGAKSVREFLEKNYTDEA
IETDDLTIKLVIKALLEVVQSGGKNIELAVMRRDQSLKILNPEEIEKYVAEIEKEKEENE
KKKQKKAS

>sp|Q8TAA3 | PSMA8 HUMAN Proteasome subunit alpha-type 8 OS=Homo
sapiens 0X=9606 GN=PSMA8 PE=2 SV=3
MASRYDRAITVEFSPDGHLFQVEYAQEAVKKGSTAVGIRGTNIVVLGVEKKSVAKLODERT
VRKICALDDHVCMAFAVLTIFIGLTADARVVINRARVECQSHKLTVEDPVTVEYITRETA
TLKQKYTQSNGRRPFGISALIVGFDDDGISRLYQTDPSGTYHAWKANAIGRSAKTVREFL
EKNYTEDATASDSEATKLATKALLEVVQSGGKNIELATTRRNQPLKMFSAKEVELYVTET
EKEKEEAEKKKSKKSV

>sp|P60981 |DEST HUMAN Destrin OS=Homo sapiens 0X=9606 GN=DSTN PE=1
SV=3

MASGVQVADEVCRIFYDMKVRKCSTPEEIKKRKKAVIFCLSADKKCIIVEEGKEILVGDV
GVTITDPFKHFVGMLPEKDCRYALYDASFETKESRKEELMFFLWAPELAPLKSKMIYASS
KDATKKKFQGIKHECQANGPEDLNRACIAEKLGGSLIVAFEGCPV
>sp|P20339 | RABSA HUMAN Ras-related protein Rab-5A OS=Homo sapiens
0X=9606 GN=RABSA PE=1 SV=2
MASRGATRPNGPNTGNKICQFKLVLLGESAVGKSSLVLREVKGQFHEFQESTIGAAFLTQ
TVCLDDTTVKFEIWDTAGQERYHSLAPMYYRGAQAATIVVYDITNEESFARAKNWVKELQR
QASPNIVIALSGNKADLANKRAVDFQEAQSYADDNSLLFMETSAKTSMNVNEIFMATIAKK
LPKNEPONPGANSARGRGVDLTEPTQPTRNQCCSN

>sp Q07020 |RL18 HUMAN 60S ribosomal protein L18 OS=Homo sapiens
0X=9606 GN=RPL18 PE=1 SV=2
MGVDIRHNKDRKVRRKEPKSQDIYLRLLVKLYRFLARRTNSTFNQVVLKRLEFMSRTNRPP
LSLSRMIRKMKLPGRENKTAVVVGTITDDVRVQEVPKLKVCALRVTSRARSRILRAGGKI
LTFDQLALDSPKGCGTVLLSGPRKGREVYRHFGKAPGTPHSHTKPYVRSKGRKFERARGR
RASRGYKN

>sp|Ql6610|ECM1 HUMAN Extracellular matrix protein 1 OS=Homo
sapiens 0X=9606 GN=ECM1l PE=1 SV=2
MGTTARAALVLTYLAVASAASEGGFTATGORQLRPEHFQEVGYAAPPSPPLSRSLPMDHP
DSSQHGPPFEGQSQVQPPPSQEATPLOQEKLLPAQLPAEKEVGPPLPQEAVPLOQKELPSL
QHPNEQKEGTPAPFGDOSHPEPESWNAAQHCQODRSQGGWGHRLDGFPPGRPSPDNLNQT
CLPNRQHVVYGPWNLPQOSSYSHLTRQGETLNFLEIGYSRCCHCRSHTNRLECAKLVWEEA
MSRFCEAEFSVKTRPHWCCTRQGEARFSCFQEEAPQPHYQLRACPSHQPDISSGLELPFEFP
PGVPTLDNIKNICHLRRFRSVPRNLPATDPLORELLALIQLEREFQRCCRQGNNHTCTWK
AWEDTLDKYCDREYAVKTHHHLCCRHPPSPTRDECFARRAPYPNYDRDILTIDIGRVTPN
LMGHLCGNQRVLTKHKHIPGLTIHNMTARCCDLPFPEQACCAEEEKLTFINDLCGPRRNIW
RDPALCCYLSPGDEQVNCEFNINYLRNVALVSGDTENAKGQGEQGSTGGTNISSTSEPKEE
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>sp|P59998 |ARPC4 HUMAN Actin-related protein 2/3 complex subunit
4 OS=Homo sapiens 0X=9606 GN=ARPC4 PE=1 SV=3
MTATLRPYLSAVRATLQAALCLENFSSQVVERHNKPEVEVRSSKELLLOQPVTISRNEKEK
VLIEGSINSVRVSIAVKQADEIEKILCHKFMRFMMMRAENFFILRRKPVEGYDISFLITN
FHTEQMYKHKLVDEFVIHFMEEIDKEISEMKLSVNARARIVAEEFLKNF
>sp|P61247|RS3A HUMAN 40S ribosomal protein S3a OS=Homo sapiens
0X=9606 GN=RPS3A PE=1 SV=2
MAVGKNKRLTKGGKKGAKKKVVDPEFSKKDWYDVKAPAMENIRNIGKTLVTRTQGTKIASD
GLKGRVFEVSLADLONDEVAFRKFKLITEDVQGKNCLTNFHGMDLTRDKMCSMVKKWQTM
IEAHVDVKTTDGYLLRLFCVGEFTKKRNNQIRKTSYAQHQQOVRQIRKKMME IMTREVQTND
LKEVVNKLIPDSIGKDIEKACQSIYPLHDVFVRKVKMLKKPKFELGKLMELHGEGSSSGK
ATGDETGAKVERADGYEPPVQESV

>sp | PODOY3 | IGLC3 HUMAN Immunoglobulin lambda constant 3 OS=Homo
sapiens 0X=9606 GN=IGLC3 PE=1 SV=1
GQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSK
OSNNKYAASSYLSLTPEQWKSHKSYSCQVTHEGSTVEKTVAPTECS

>sp |PODOYZ2 | IGLCZ2 HUMAN Immunoglobulin lambda constant 2 OS=Homo
sapiens 0X=9606 GN=IGLC2 PE=1 SV=1
GQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSK
OSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>sp | POCEF74 | IGLC6 HUMAN Immunoglobulin lambda constant 6 OS=Homo
sapiens 0X=9606 GN=IGLC6 PE=1 SV=1
GQPKAAPSVTLFPPSSEELQANKATLVCLISDFYPGAVKVAWKADGSPVNTGVETTTPSK
QSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPAECS

>sp | PODOX8 | IGL1 HUMAN Immunoglobulin lambda-1 light chain OS=Homo
sapiens 0X=9606 PE=1 SV=1
QSALTQPPSASGSLGQSVTISCTGTSSDVGGYNYVSWYQQOHAGKAPKVIIYEVNKRPSGV
PDRESGSKSGNTASLTVSGLOQAEDEADYYCSSYEGSDNEVEFGTGTKVTVLGQPKANPTVT
LFPPSSEELQANKATLVCLISDFYPGAVTVAWKADGSPVKAGVETTKPSKQSNNKYAASS
YLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>sp |B9A064 | IGLLS HUMAN Immunoglobulin lambda-like polypeptide 5
OS=Homo sapiens 0X=9606 GN=IGLL5 PE=2 SV=2
MRPKTGQVGCETPEELGPGPROQRWPLLLLGLAMVAHGLLRPMVAPQSGDPDPGASVGSSR
SSLRSLWGRLLLOQPSPQRADPRCWPRGFWSEPQSLCYVFGTGTKVTVLGQPKANPTVTLF
PPSSEELQANKATLVCLISDFYPGAVTVAWKADGSPVKAGVETTKPSKQSNNKYAASSYL
SLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS

>sp |AOM8Q6 | IGLC7 HUMAN Immunoglobulin lambda constant 7 OS=Homo
sapiens 0X=9606 GN=IGLC7 PE=1 SV=3
GQPKAAPSVTLFPPSSEELQANKATLVCLVSDFNPGAVTVAWKADGSPVKVGVETTKPSK
OSNNKYAASSYLSLTPEQWKSHRSYSCRVTHEGSTVEKTVAPAECS

>sp | POCGO4 | IGLC1 HUMAN Immunoglobulin lambda constant 1 OS=Homo
sapiens 0X=9606 GN=IGLC1l PE=1 SV=1
GQPKANPTVTLFPPSSEELQANKATLVCLISDFYPGAVTVAWKADGSPVKAGVETTKPSK
OSNNKYAASSYLSLTPEQWKSHRSYSCQVTHEGSTVEKTVAPTECS
>sp|PO1037|CYTN HUMAN Cystatin-SN OS=Homo sapiens 0X=9606 GN=CST1
PE=1 SV=3
MAQYLSTLLLLLATLAVALAWSPKEEDRIIPGGIYNADLNDEWVQRALHFAISEYNKATK
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DDYYRRPLRVLRARQQOTVGGVNYFFDVEVGRTICTKSQPNLDTCAFHEQPELQKKQLCSF
EIYEVPWENRRSLVKSRCQES

>sp|P12236|ADT3 HUMAN ADP/ATP translocase 3 0OS=Homo sapiens
0X=9606 GN=SLC25A6 PE=1 SV=4
MTEQAISFAKDFLAGGIAAAISKTAVAPIERVKLLLOQVQHASKQTIAADKQYKGIVDCIVR
IPKEQGVLSEFWRGNLANVIRYFPTQALNFAFKDKYKQTFLGGVDKHTQFWRYFAGNLASG
GAAGATSLCEFVYPLDFARTRLAADVGKSGTEREFRGLGDCLVKITKSDGIRGLYQGFESVS
VOGIITIYRAAYFGVYDTAKGMLPDPKNTHIVVSWMIAQTVTAVAGVVSYPFDTVRRRMMM
QSGRKGADIMYTGTVDCWRKIFRDEGGKAFFKGAWSNVLRGMGGAFVLVLYDELKKVI
>sp|P12235|ADT1 HUMAN ADP/ATP translocase 1 OS=Homo sapiens
0X=9606 GN=SLC25A4 PE=1 SV=4
MGDHAWSFLKDFLAGGVAAAVSKTAVAPTERVKLLLOQVQHASKQISAEKQYKGIIDCVVR
IPKEQGFLSFWRGNLANVIRYFPTQALNFAFKDKYKQLFLGGVDRHKQFWRYFAGNLASG
GAAGATSLCEFVYPLDFARTRLAADVGKGAAQREFHGLGDCITKIFKSDGLRGLYQGENVS
VOGIITYRAAYFGVYDTAKGMLPDPKNVHIFVSWMIAQSVTAVAGLVSYPEFDTVRRRMMM
QSGRKGADIMYTGTVDCWRKIAKDEGAKAFFKGAWSNVLRGMGGAFVLVLYDETKKYV
>sp|PO07741|APT HUMAN Adenine phosphoribosyltransferase OS=Homo
sapiens 0X=9606 GN=APRT PE=1 SV=2
MADSELQLVEQRIRSFPDFPTPGVVFRDISPVLKDPASFRAAIGLLARHLKATHGGRIDY
IAGLDSRGFLFGPSLAQELGLGCVLIRKRGKLPGPTLWASYSLEYGKAELEIQKDALEPG
QRVVVVDDLLATGGTMNAACELLGRLQAEVLECVSLVELTSLKGREKLAPVPFFSLLQYE
>sp|043175|SERA HUMAN D-3-phosphoglycerate dehydrogenase OS=Homo
sapiens 0X=9606 GN=PHGDH PE=1 SV=4
MAFANLRKVLISDSLDPCCRKILODGGLQVVEKQONLSKEELIAELQDCEGLIVRSATKVT
ADVINAAEKLQVVGRAGTGVDNVDLEAATRKGILVMNTPNGNSLSAAELTCGMIMCLARQ
IPOQATASMKDGKWERKKFMGTELNGKTLGILGLGRIGREVATRMOQSFGMKTIGYDPIISP
EVSASFGVQQLPLEEIWPLCDFITVHTPLLPSTTGLLNDNTFAQCKKGVRVVNCARGGIV
DEGALLRALQSGQCAGAALDVFTEEPPRDRALVDHENVISCPHLGASTKEAQSRCGEETA
VOFVDMVKGKSLTGVVNAQALTSAFSPHTKPWIGLAEALGTLMRAWAGSPKGTIQVITQG
TSLKNAGNCLSPAVIVGLLKEASKQADVNLVNAKLLVKEAGLNVTTSHSPAAPGEQGFGE
CLLAVALAGAPYQAVGLVQGTTPVLQGLNGAVFRPEVPLRRDLPLLLFRTQTSDPAMLPT
MIGLLAEAGVRLLSYQTSLVSDGETWHVMGISSLLPSLEAWKQHVTEAFQFHFE
>sp|P11279|LAMP1 HUMAN Lysosome-associated membrane glycoprotein
1 OS=Homo sapiens 0X=9606 GN=LAMP1 PE=1 SV=3
MAAPGSARRPLLLLLLLLLLGLMHCASAAMFMVKNGNGTACIMANEFSAAFSVNYDTKSGP
KNMTFDLPSDATVVLNRSSCGKENTSDPSLVIAFGRGHTLTLNEFTRNATRYSVQLMSFEVY
NLSDTHLFPNASSKETITKTVESITDIRADIDKKYRCVSGTQVHMNNVTVTLHDATIQAYLS
NSSFSRGETRCEQDRPSPTTAPPAPPSPSPSPVPKSPSVDKYNVSGTNGTCLLASMGLQL
NLTYERKDNTTVTRLLNINPNKTSASGSCGAHLVTLELHSEGTTVLLFQFGMNASSSREF
LOGIQLNTILPDARDPAFKAANGSLRALQATVGNSYKCNAEEHVRVTKAFSVNIFKVWVQ
AFKVEGGQFGSVEECLLDENSMLTIPTAVGGALAGLVLIVLIAYLVGRKRSHAGYQTTI
>sp|P21281 | VATB2 HUMAN V-type proton ATPase subunit B, brain
isoform OS=Homo sapiens 0OX=9606 GN=ATP6V1B2 PE=1 SV=3
MALRAMRGIVNGAAPELPVPTGGPAVGAREQALAVSRNYLSQPRLTYKTVSGVNGPLVIL
DHVKFPRYAEIVHLTLPDGTKRSGQVLEVSGSKAVVQVFEGTSGIDAKKTSCEFTGDILR
TPVSEDMLGRVENGSGKPIDRGPVVLAEDFLDIMGQPINPQCRIYPEEMIQTGISAIDGM
NSTARGQKIPIFSAAGLPHNEIAAQICRQAGLVKKSKDVVDYSEENFAIVFAAMGVNMET
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ARFFKSDFEENGSMDNVCLFLNLANDPTIERITITPRLALTTAEFLAYQCEKHVLVILTDM
SSYAEALREVSAAREEVPGRRGFPGYMYTDLATIYERAGRVEGRNGSITQIPILTMPNDD
ITHPIPDLTGYITEGQIYVDROQLHNRQIYPPINVLPSLSRLMKSATIGEGMTRKDHADVSN
QLYACYATIGKDVQAMKAVVGEEALTSDDLLYLEFLOKFERNFIAQGPYENRTVFETLDIG
WOQLLRIFPKEMLKRIPQSTLSEFYPRDSAKH

>sp|P15313|VATBL HUMAN V-type proton ATPase subunit B, kidney
isoform OS=Homo sapiens 0X=9606 GN=ATP6V1B1 PE=1 SV=3
MAMEIDSRPGGLPGSSCNLGAAREHMQAVTRNYITHPRVTYRTVCSVNGPLVVLDRVKFEFA
QYAEIVHFTLPDGTQRSGQVLEVAGTKAIVQVFEGTSGIDARKTTCEFTGDILRTPVSED
MLGRVENGSGKPIDKGPVVMAEDFLDINGQPINPHSRIYPEEMIQTGISPIDVMNSIARG
QKIPIFSAAGLPHNEIAAQICRQOAGLVKKSKAVLDYHDDNFAIVFAAMGVNMETARFFEFKS
DFEQONGTMGNVCLFLNLANDPTIERIITPRLALTTAEFLAYQCEKHVLVILTDMSSYAEA
LREVSAAREEVPGRRGFPGYMYTDLATIYERAGRVEGRGGSITQIPILTMPNDDITHPIP
DLTGFITEGQIYVDRQLHNRQIYPPINVLPSLSRLMKSATGEGMTRKDHGDVSNQLYACY
ATGKDVQAMKAVVGEEALTSEDLLYLEFLOKFEKNEFINQGPYENRSVFESLDLGWKLLRI
FPKEMLKRIPQAVIDEFYSREGALQDLAPDTAL

>sp|P26639|SYTC _HUMAN Threonine--tRNA ligase 1, cytoplasmic
OS=Homo sapiens 0X=9606 GN=TARS1 PE=1 SV=3
MFEEKASSPSGKMGGEEKPIGAGEEKQKEGGKKKNKEGSGDGGRAELNPWPEYIYTRLEM
YNILKAEHDSILAEKAEKDSKPIKVTLPDGKQVDAESWKTTPYQIACGISQGLADNTVIA
KVNNVVWDLDRPLEEDCTLELLKFEDEEAQAVYWHSSAHTIMGEAMERVYGGCLCYGPPIE
NGEFYYDMYLEEGGVSSNDEFSSLEALCKKIIKEKQAFERLEVKKETLLAMFKYNKFKCRIL
NEKVNTPTTTVYRCGPLIDLCRGPHVRHTGKIKALKIHKNSSTYWEGKADMETLQRIYGI
SFPDPKMLKEWEKFQEEAKNRDHRKIGRDOQELYFFHELSPGSCFFLPKGAYIYNALIEFRT
RSEYRKRGFQEVVTPNIFNSRLWMTSGHWQHYSENMFSFEVEKELFALKPMNCPGHCLMF
DHRPRSWRELPLRLADFGVLHRNELSGALTGLTRVRRFQODDAHTIFCAMEQIEDETIKGCL
DFLRTVYSVFGESFKLNLSTRPEKFLGDIEVWDQAEKQLENSLNEFGEKWELNSGDGAFY
GPKIDIQIKDAIGRYHQCATIQLDFQLPIRFNLTYVSHDGDDKKRPVIVHRAILGSVERM
IATLTENYGGKWPFWLSPRQVMVVPVGPTCDEYAQKVROQFHDAKFMADIDLDPGCTLNK
KIRNAQLAQYNFILVVGEKEKISGTVNIRTRDNKVHGERTISETIERLOQQLKEFRSKQAE

EEF

>sp|P22392 |NDKB HUMAN Nucleoside diphosphate kinase B 0OS=Homo
sapiens 0X=9606 GN=NMEZ2 PE=1 SV=1
MANLERTFIATKPDGVQRGLVGEIIKRFEQKGFRLVAMKFLRASEEHLKQHYIDLKDRPF
FPGLVKYMNSGPVVAMVWEGLNVVKTGRVMLGETNPADSKPGTIRGDFCIQVGRNITHGS
DSVKSAEKEISLWFKPEELVDYKSCAHDWVYE

>sp|060361|NDK8 HUMAN Putative nucleoside diphosphate kinase
OS=Homo sapiens 0X=9606 GN=NME2P1l PE=5 SV=1
MQOCGLVGKIIKRFEQKGFRLVAMKFLPASEEHLKQHYIDLKDRPFFPGLVKYMNSGPVVA
MVWEGLNVVKTGRVMLGETNPADSKPGTIRGDFCIQVGRNITIHGSDSVKSAEKEISTLRFK
PEELVDYKSCAHDWVYE

>sp|P30050|RL12 HUMAN 60S ribosomal protein L12 OS=Homo sapiens
0X=9606 GN=RPL12 PE=1 SV=1
MPPKEFDPNEIKVVYLRCTGGEVGATSALAPKIGPLGLSPKKVGDDIAKATGDWKGLRITV
KLTIONRQAQIEVVPSASALIIKALKEPPRDRKKOKNIKHSGNITFDEIVNIARQMRHRS
LARELSGTIKEILGTAQSVGCNVDGRHPHDIIDDINSGAVECPAS
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>sp|P61158|ARP3 HUMAN Actin-related protein 3 OS=Homo sapiens
0X=9606 GN=ACTR3 PE=1 SV=3
MAGRLPACVVDCGTGYTKLGYAGNTEPQFIIPSCIAIKESAKVGDQAQRRVMKGVDDLDF
FIGDEATEKPTYATKWPIRHGIVEDWDLMERFMEQVIFKYLRAEPEDHYFLLTEPPLNTP
ENREYTAEIMFESFNVPGLYIAVQAVLALAASWTSROVGERTLTGTVIDSGDGVTHVIPV
AEGYVIGSCIKHIPIAGRDITYFIQQLLRDREVGIPPEQSLETAKAVKERYSYVCPDLVK
EFNKYDTDGSKWIKQYTGINAISKKEFSIDVGYERFLGPEIFFHPEFANPDEFTQPISEVV
DEVIQNCPIDVRRPLYKNIVLSGGSTMFRDFGRRLORDLKRTVDARLKLSEELSGGRLKP
KPIDVQVITHHMORYAVWFGGSMLASTPEFYQVCHTKKDYEETGPSICRHNPVEGVMS
>sp|Q9P1Ul |ARP3B HUMAN Actin-related protein 3B OS=Homo sapiens
0X=9606 GN=ACTR3B PE=2 SV=1
MAGSLPPCVVDCGTGYTKLGYAGNTEPQFIIPSCIAIRESAKVVDQAQRRVLRGVDDLDF
FIGDEAIDKPTYATKWPIRHGITIEDWDLMERFMEQVVFKYLRAEPEDHYFLMTEPPLNTP
ENREYLAETMFESFNVPGLYTAVQAVLALAASWTSRQVGERTLTGIVIDSGDGVTHVIPV
AEGYVIGSCIKHIPIAGRDITYFIQOLLREREVGIPPEQSLETAKATKEKYCYICPDIVK
EFAKYDVDPRKWIKQYTGINAINQKKFVIDVGYERFLGPEIFFHPEFANPDFMESISDVV
DEVIQONCPIDVRRPLYKNVVLSGGSTMFRDFGRRLORDLKRVVDARLRLSEELSGGRIKP
KPVEVQVVTHHMORYAVWEFGGSMLASTPEFFQVCHTKKDYEEYGPSICRHNPVEGVMS
>sp|Q9COK3 |ARP3C HUMAN Actin-related protein 3C OS=Homo sapiens
0X=9606 GN=ACTR3C PE=2 SV=1
MFESEFNVPGLYIAVQAVLALAASWTSRQVGERTLTGIVIDSGDGVTHVIPVAEGYVIGSC
IKHIPIAGRDITYFIQQLLREREVGIPPEQSLETAKAIKEKYCYICPDIVKEFAKYDVDP
QKWIKQYTGINAINQKKFVIDVGYERFLGPETIFFHPEFANPDSMESISDVVDEVIQNCPI
DVRRPLYKMEQIPLSYPQGHGFHPLSPPFH

>sp|P01024|CO3 HUMAN Complement C3 OS=Homo sapiens 0OX=9606 GN=C3
PE=1 SV=2
MGPTSGPSLLLLLLTHLPLALGSPMYSIITPNILRLESEETMVLEAHDAQGDVPVTVTVH
DFPGKKLVLSSEKTVLTPATNHMGNVTFETI PANREFKSEKGRNKEVTVQATEFGTQVVEKV
VLVSLOSGYLFIQTDKTIYTPGSTVLYRIFTVNHKLLPVGRTVMVNIENPEGIPVKQDSL
SSONQLGVLPLSWDI PELVNMGOQWKIRAYYENSPQOQVESTEFEVKEYVLPSFEVIVEPTE
KFYYIYNEKGLEVTITARFLYGKKVEGTAFVIFGIQDGEQRISLPESLKRIPIEDGSGEV
VLSRKVLLDGVQNPRAEDLVGKSLYVSATVILHSGSDMVQAERSGIPIVTSPYQIHETKT
PKYFKPGMPEFDLMVEVTNPDGSPAYRVPVAVQGEDTVQSLTQGDGVAKLSINTHPSQKPL
SITVRTKKQELSEAEQATRTMQALPYSTVGNSNNYLHLSVLRTELRPGETLNVNFLLRMD
RAHEAKIRYYTYLIMNKGRLLKAGRQVREPGODLVVLPLSITTDFIPSFRLVAYYTLIGA
SGQREVVADSVWVDVKDSCVGSLVVKSGQSEDRQPVPGOQOMTLKIEGDHGARVVLVAVDK
GVEVLNKKNKLTQSKIWDVVEKADIGCTPGSGKDYAGVFSDAGLTEFTSSSGQQTAQRAEL
QCPQPAARRRRSVQLTEKRMDKVGKYPKELRKCCEDGMRENPMRFSCQRRTRFISLGEAC
KKVFLDCCNYITELRROQHARASHLGLARSNLDEDITAEENIVSRSEFPESWLWNVEDLKE
PPKNGISTKLMNIFLKDSITTWEILAVSMSDKKGICVADPFEVTVMODFFIDLRLPYSVV
RNEQVEIRAVLYNYRONQELKVRVELLHNPAFCSLATTKRRHQQTVTIPPKSSLSVPYVI
VPLKTGLQEVEVKAAVYHHFISDGVRKSLKVVPEGIRMNKTVAVRTLDPERLGREGVQKE
DIPPADLSDQVPDTESETRILLOGTPVAQMTEDAVDAERLKHLIVTPSGCGEQNMIGMTP
TVIAVHYLDETEQWEKFGLEKRQGALELIKKGYTQQLAFRQPSSAFAAFVKRAPSTWLTA
YVVKVFSLAVNLIAIDSQVLCGAVKWLILEKQKPDGVFQEDAPVIHQEMIGGLRNNNEKD
MALTAFVLISLOEAKDICEEQVNSLPGSITKAGDFLEANYMNLQRSYTVATAGYALAQMG
RLKGPLLNKFLTTAKDKNRWEDPGKQLYNVEATSYALLALLQLKDFDFVPPVVRWLNEQR
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YYGGGYGSTQATFMVFQALAQYQKDAPDHQELNLDVSLQLPSRSSKITHRIHWESASLLR
SEETKENEGFTVTAEGKGQGTLSVVTMYHAKAKDQLTCNKFDLKVTIKPAPETEKRPQDA
KNTMILEICTRYRGDOQDATMSILDISMMTGFAPDTDDLKQLANGVDRYISKYELDKAFSD
RNTLIIYLDKVSHSEDDCLAFKVHQYFNVELIQPGAVKVYAYYNLEESCTREFYHPEKEDG
KLNKLCRDELCRCAEENCFIQKSDDKVTLEERLDKACEPGVDYVYKTRLVKVQLSNDFDE
YIMATEQTIKSGSDEVQVGQORTFISPIKCREALKLEEKKHYLMWGLSSDEFWGEKPNLSY
ITGKDTWVEHWPEEDECQDEENQKQCQODLGAFTESMVVEGCPN

>sp|P28070 | PSB4 HUMAN Proteasome subunit beta type-4 0OS=Homo
sapiens 0X=9606 GN=PSMB4 PE=1 SV=4
MEAFLGSRSGLWAGGPAPGQFYRIPSTPDSFMDPASALYRGPITRTONPMVTGTSVLGVK
FEGGVVIAADMLGSYGSLARFRNISRIMRVNNSTMLGASGDYADFQYLKQVLGOMVIDEE
LLGDGHSYSPRATHSWLTRAMYSRRSKMNPLWNTMVIGGYADGESFLGYVDMLGVAYEAP
SLATGYGAYLAQPLLREVLEKQPVLSQTEARDLVERCMRVLYYRDARSYNRFQIATVTEK
GVEIEGPLSTETNWDIAHMISGFE

>sp|000204|ST2B1 HUMAN Sulfotransferase 2Bl OS=Homo sapiens
0X=9606 GN=SULT2B1 PE=1 SV=2
MDGPAEPQIPGLWDTYEDDISEISQKLPGEYFRYKGVPFPVGLYSLESISLAENTQDVRD
DDIFITTYPKSGTTWMIEIICLILKEGDPSWIRSVPIWERAPWCETIVGAFSLPDQYSPR
ILMSSHLPIQIFTKAFFSSKAKVIYMGRNPRDVVVSLYHYSKIAGQLKDPGTPDQFLRDFEL
KGEVQFGSWEDHIKGWLRMKGKDNFLEFITYEELQODLOGSVERICGFLGRPLGKEALGSV
VAHSTEFSAMKANTMSNYTLLPPSLLDHRRGAFLRKGVCGDWKNHEFTVAQSEAFDRAYRKQ
MRGMPTFPWDEDPEEDGSPDPEPSPEPEPKPSLEPNTSLEREPRPNSSPSPSPGQASETP
HPRPS

>sp| 095865 | DDAHZ2 HUMAN N (G) ,N(G)-dimethylarginine
dimethylaminohydrolase 2 O0OS=Homo sapiens O0X=9606 GN=DDAH2 PE=1
Sv=1

MGTPGEGLGRCSHALIRGVPESLASGEGAGAGLPALDLAKAQREHGVLGGKLRQRLGLQL
LELPPEESLPLGPLLGDTAVIQGDTALITRPWSPARRPEVDGVRKALODLGLRIVEIGDE
NATLDGTDVLETGREFFVGLSKWTNHRGAEIVADTFRDFAVSTVPVSGPSHLRGLCGMGG
PRTVVAGSSDAAQKAVRAMAVLTDHPYASLTLPDDAAADCLFLRPGLPGVPPFLLHRGGG
DLPNSQEALQKLSDVTLVPVSCSELEKAGAGLSSLCLVLSTRPHS
>sp|P62826 | RAN _HUMAN GTP-binding nuclear protein Ran OS=Homo
sapiens 0X=9606 GN=RAN PE=1 SV=3
MAAQGEPQVQFKLVLVGDGGTGKTTFVKRHLTGEFEKKYVATLGVEVHPLVFHTNRGPIK
FNVWDTAGQEKEFGGLRDGYYIQAQCATIMEDVTSRVTYKNVPNWHRDLVRVCENIPIVLC
GNKVDIKDRKVKAKSIVFHRKKNLQYYDISAKSNYNFEKPFLWLARKLIGDPNLEFVAMP
ALAPPEVVMDPALAAQYEHDLEVAQTTALPDEDDDL

>sp|P07195|LDHB HUMAN L-lactate dehydrogenase B chain OS=Homo
sapiens 0X=9606 GN=LDHB PE=1 SV=2
MATLKEKLTIAPVAEEEATVPNNKITVVGVGQVGMACAISILGKSLADELALVDVLEDKLK
GEMMDLQHGSLFLQTPKIVADKDYSVTANSKIVVVTAGVRQQEGESRLNLVQRNVNVFEFKE
ITPQIVKYSPDCITIIVVSNPVDILTYVTWKLSGLPKHRVIGSGCNLDSARFRYLMAEKLG
THPSSCHGWILGEHGDSSVAVWSGVNVAGVSLOQELNPEMGTDNDSENWKEVHKMVVESAY
EVIKLKGYTNWAIGLSVADLIESMLKNLSRIHPVSTMVKGMYGIENEVFLSLPCILNARG
LTSVINQKLKDDEVAQLKKSADTLWDIQKDLKDL

>sp|P62701|RS4X HUMAN 40S ribosomal protein S4, X isoform OS=Homo
sapiens 0X=9606 GN=RPS4X PE=1 SV=2
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MARGPKKHLKRVAAPKHWMLDKLTGVFAPRPSTGPHKLRECLPLITIFLRNRLKYALTGDE
VKKICMQRFIKIDGKVRTDITYPAGFMDVISIDKTGENFRLIYDTKGRFAVHRITPEEAK
YKLCKVRKIFVGTKGIPHLVTHDARTIRYPDPLIKVNDTIQIDLETGKITDFIKEDTGNL
CMVTGGANLGRIGVITNRERHPGSFDVVHVKDANGNSFATRLSNIFVIGKGNKPWISTLPR
GKGIRLTIAEERDKRLAAKQSSG

>sp|Q8TD47|RS4Y2 HUMAN 40S ribosomal protein S4, Y isoform 2
OS=Homo sapiens 0X=9606 GN=RPS4Y2 PE=2 SV=3
MARGPKKHLKRVAAPKHWMLDKLTGVFAPRPSTGPHKLRECLPLIVFLRNRLKYALTGDE
VKKICMQHFLKIDGKVRVDITYPAGFIDVISIEKTGEHFRLVYNTKGCFAVHRITVEEAK
YKLCKVRKITVGTKGIPHLVTHDARTIRYPDPLIKVNDTVQIDLGTGKITSEFIKEDTGNV
CMVIAGANLGRVGVITNRERHPGSCDVVHVKDANGNSFATRISNIFVIGNGNKPWISLPR
GKGIRLTIAEERDKRLAAKQSSG

>sp|P22090 |RS4Y1 HUMAN 40S ribosomal protein S4, Y isoform 1
OS=Homo sapiens 0X=9606 GN=RPS4Y1l PE=1 SV=2
MARGPKKHLKRVAAPKHWMLDKLTGVFAPRPSTGPHKLRECLPLIVFLRNRLKYALTGDE
VKKICMQRFIKIDGKVRVDVTYPAGFMDVISIEKTGEHFRLVYDTKGRFAVHRITVEEAK
YKLCKVRKITVGVKGIPHLVTHDARTIRYPDPVIKVNDTVQIDLGTGKIINFIKEFDTGNL
CMVIGGANLGRVGVITNRERHPGSEFDVVHVKDANGNSFATRLSNIFVIGNGNKPWISLPR
GKGIRLTVAEERDKRLATKQSSG

>sp |Q8N1KS5|THMS1 HUMAN Protein THEMIS OS=Homo sapiens O0X=9606
GN=THEMIS PE=1 SV=3
MALSLEEFVHSLDLRTLPRVLEIQAGIYLEGSIYEMFGNECCFSTGEVIKITGLKVKKITI
AETICEQIEGCESLOQPFELPMNFPGLFKIVADKTPYLTMEEITRTIHIGPSRLGHPCEFYHQ
KDIKLENLITKQGEQIMLNSVEEIDGEIMVSCAVARNHQTHSFNLPLSQEGEFYECEDER
IYTLKEIVEWKIPKNRTRTVNLTDFSNKWDSTNPFPKDFYGTLILKPVYEIQGVMKFRKD
ITRILPSLDVEVKDITDSYDANWFLOLLSTEDLFEMTSKEFPIVTEVIEAPEGNHLPQST
LOPGKTIVIHKKYQASRILASEIRSNFPKRHFLIPTSYKGKFKRRPREFPTAYDLETAKS
EKEPLHVVATKAFHSPHDKLSSVSVGDQFLVHQSETTEVLCEGIKKVVNVLACEKILKKS
YEAALLPLYMEGGFVEVIHDKKQYPISELCKQFRLPEFNVKVSVRDLSIEEDVLAATPGLQ
LEEDITDSYLLISDFANPTECWEIPVGRLNMTVQLVSNFSRDAEPFLVRTLVEEITEEQY
YMMRRYESSASHPPPRPPKHPSVEETKLTLLTLAEERTVDLPKSPKRHHVDITKKLHPNQ
AGLDSKVLIGSQNDLVDEEKERSNRGATATAETFKNEKHQK

>sp|Q96G03 | PGM2 HUMAN Phosphopentomutase OS=Homo sapiens 0X=9606
GN=PGM2 PE=1 SV=4
MAAPEGSGLGEDARLDQETAQWLRWDKNSLTLEAVKRLIAEGNKEELRKCFGARMEFGTA
GLRAAMGPGISRMNDLTIIQTTQGFCRYLEKQFSDLKQKGIVISFDARAHPSSGGSSRREFE
ARLAATTFISQGIPVYLESDITPTPEVPEFTVSHLKLCAGIMITASHNPKQDNGYKVYWDN
GAQITISPHDKGISQATEENLEPWPQAWDDSLIDSSPLLHNPSASINNDYFEDLKKYCFEFHR
SVNRETKVKEVHTSVHGVGHSEFVQSAFKAFDLVPPEAVPEQKDPDPEFPTVKYPNPEEGK
GVLTLSFALADKTKARIVLANDPDADRLAVAEKQDSGEWRVESGNELGALLGWWLETSWK
EKNQDRSALKDTYMLSSTVSSKILRAIALKEGFHFEETLTGFKWMGNRAKQLIDQGKTVL
FAFEEATGYMCCPEFVLDKDGVSAAVISAELASFLATKNLSLSQQLKATYVEYGYHITKAS
YFICHDQETIKKLFENLRNYDGKNNYPKACGKFEISATRDLTTGYDDSQPDKKAVLPTSK
SSOMITEFTFANGGVATMRTSGTEPKIKYYAELCAPPGNSDPEQLKKELNELVSAIEEHFF
QOPOKYNLQPKAD

>sp|Q8N3Y7|RDHE2 HUMAN Epidermal retinol dehydrogenase 2 0OS=Homo
sapiens 0X=9606 GN=SDR16C5 PE=1 SV=2

108



MSENLOSSKKLFIFLGKSLFSLLEAMIFALLPKPRKNVAGEIVLITGAGSGLGRLLALQF
ARLGSVLVLWDINKEGNEETCKMAREAGATRVHAYTCDCSQKEGVYRVADQVKKEVGDVS
ILTINNAGIVTGKKFLDCPDELMEKSFDVNFKAHLWTYKAFLPAMIANDHGHLVCISSSAG
LSGVNGLADYCASKFAAFGFAESVEVETEFVQKQKGIKTTIVCPFFIKTGMFEGCTTGCPS
LLPILEPKYAVEKIVEAILQEKMYLYMPKLLYFMMFLKSFLPLKTGLLIADYLGILHAMD
GEFVDQKKKL

>sp|P61160|ARP2 HUMAN Actin-related protein 2 OS=Homo sapiens
0X=9606 GN=ACTR2 PE=1 SV=1
MDSQGRKVVVCDNGTGEFVKCGYAGSNFPEHIFPATLVGRPITIRSTTKVGNIEIKDLMVGDE
ASELRSMLEVNYPMENGIVRNWDDMKHLWDYTFGPEKLNIDTRNCKILLTEPPMNPTKNR
EKIVEVMFETYQFSGVYVAIQAVLTLYAQGLLTGVVVDSGDGVTHICPVYEGFSLPHLTR
RLDIAGRDITRYLIKLLLLRGYAFNHSADFETVRMIKEKLCYVGYNIEQEQKLALETTVL
VESYTLPDGRITIKVGGERFEAPEALFQPHLINVEGVGVAELLENTIQAADIDTRSEFYKH
IVLSGGSTMYPGLPSRLERELKQLYLERVLKGDVEKLSKFKIRTEDPPRRKHMVELGGAV
LADIMKDKDNFWMTROQEYQEKGVRVLEKLGVTVR

>sp|P51674|GPM6A HUMAN Neuronal membrane glycoprotein Mé6-a OS=Homo
sapiens 0X=9606 GN=GPM6A PE=1 SV=2
MEENMEEGQTQKGCFECCIKCLGGIPYASLIATILLYAGVALFCGCGHEALSGTVNILQT
YFEMARTAGDTLDVETMIDIFKYVIYGIAAAFFVYGILLMVEGFFTTGAIKDLYGDFKIT
TCGRCVSAWFIMLTYLFMLAWLGVTAFTSLPVYMYEFNLWTICRNTTLVEGANLCLDLRQF
GIVTIGEEKKICTVSENFLRMCESTELNMTFHLFIVALAGAGAAVIAMVHYLMVLSANWA
YVKDACRMOQKYEDIKSKEEQELHDIHSTRSKERLNAYT

>sp|P41250|GARS HUMAN Glycine-—-tRNA ligase OS=Homo sapiens 0X=9606
GN=GARS1 PE=1 SV=3
MPSPRPVLLRGARAALLLLLPPRLLARPSLLLRRSLSAASCPPISLPAAASRSSMDGAGA
EEVLAPLRLAVRQQGDLVRKLKEDKAPQVDVDKAVAELKARKRVLEAKELALQPKDDIVD
RAKMEDTLKRRFFYDQAFATYGGVSGLYDFGPVGCALKNNIIQTWRQHFIQEEQILEIDC
TMLTPEPVLKTSGHVDKFADFMVKDVKNGECFRADHLLKAHLOQKLMSDKKCSVEKKSEME
SVLAQLDNYGQQELADLEVNYNVKSPITGNDLSPPVSENLMFKTFIGPGGNMPGYLRPET
AQGIFLNFKRLLEFNQGKLPFAAAQIGNSFRNEISPRSGLIRVREFTMAEIEHEFVDPSEK
DHPKFONVADLHLYLYSAKAQVSGQSARKMRLGDAVEQGVINNTVLGYFIGRIYLYLTKV
GISPDKLRFROHMENEMAHYACDCWDAESKTSYGWIEIVGCADRSCYDLSCHARATKVPL
VAEKPLKEPKTVNVVQFEPSKGATIGKAYKKDAKLVMEYLATCDECYITEMEMLLNEKGEF
TIETEGKTFQLTKDMINVKRFQKTLYVEEVVPNVIEPSFGLGRIMYTVFEHTFHVREGDE
QRTFEFSFPAVVAPFKCSVLPLSONQEFMPEFVKELSEALTRHGVSHKVDDSSGSIGRRYAR
TDEIGVAFGVTIDEFDTVNKTPHTATLRDRDSMRQIRAEISELPSIVQDLANGNITWADVE
ARYPLFEGQETGKKETIEE

>sp|P48643 | TCPE HUMAN T-complex protein 1 subunit epsilon OS=Homo
sapiens 0X=9606 GN=CCT5 PE=1 SvV=1
MASMGTLAFDEYGRPFLITIKDQDRKSRLMGLEALKSHIMAAKAVANTMRTSLGPNGLDKM
MVDKDGDVTVTNDGATILSMMDVDHQIAKIMVELSKSQDDEIGDGTTGVVVLAGALLEEA
EQLLDRGIHPIRIADGYEQAARVAIEHLDKISDSVLVDIKDTEPLIQTAKTTLGSKVVNS
CHROMAETAVNAVLTVADMERRDVDFELIKVEGKVGGRLEDTKLIKGVIVDKDESHPQMP
KKVEDAKIAILTCPFEPPKPKTKHKLDVTSVEDYKALQKYEKEKFEEMIQQIKETGANLA
ICOWGFDDEANHLLLONNLPAVRWVGGPEIELTATATGGRIVPREFSELTAEKLGFAGLVQ
EISFGTTKDKMLVIEQCKNSRAVTIFIRGGNKMITIEEAKRSLHDALCVIRNLIRDNRVVY
GGGAAETISCALAVSQEADKCPTLEQYAMRAFADALEVIPMALSENSGMNPIQTMTEVRAR

109



QVKEMNPALGIDCLHKGTNDMKQQHVIETLIGKKQQTISLATOMVRMILKIDDIRKPGESE

E

>sp |PO8758 | ANXAS5 HUMAN Annexin A5 OS=Homo sapiens 0X=9606 GN=ANXAS
PE=1 SV=2
MAQVLRGTVTDFPGFDERADAETLRKAMKGLGTDEESILTLLTSRSNAQRQEISAAFKTL
FGRDLLDDLKSELTGKFEKLIVALMKPSRLYDAYELKHALKGAGTNEKVLTETITASRTPE
ELRATKQVYEEEYGSSLEDDVVGDTSGYYQRMLVVLLOANRDPDAGIDEAQVEQDAQALF
QAGELKWGTDEEKFITIFGTRSVSHLRKVEFDKYMTISGFQIEETIDRETSGNLEQLLLAV
VKSIRSIPAYLAETLYYAMKGAGTDDHTLIRVMVSRSEIDLENIRKEFRKNFATSLYSMI
KGDTSGDYKKALLLLCGEDD

>sp|Q8IUE6 |H2A2B HUMAN Histone HZA type 2-B 0OS=Homo sapiens
0X=9606 GN=H2AC21 PE=1 SV=3
MSGRGKQGGKARAKAKSRSSRAGLQFPVGRVHRLLRKGNYAERVGAGAPVYLAAVLEYLT
AETLELAGNAARDNKKTRITPRHLQLAVRNDEELNKLLGGVTIAQGGVLPNIQAVLLPKK
TESHKPGKNK

>sp|P23526 | SAHH HUMAN  Adenosylhomocysteinase OS=Homo sapiens
0X=9606 GN=AHCY PE=1 SV=4
MSDKLPYKVADIGLAAWGRKALDIAENEMPGLMRMRERYSASKPLKGARTIAGCLHMTVET
AVLIETLVTLGAEVQWSSCNIFSTQDHAAAATIAKAGIPVYAWKGETDEEYLWCIEQTLYF
KDGPLNMILDDGGDLTNLIHTKYPQLLPGIRGISEETTTGVHNLYKMMANGILKVPAINV
NDSVTKSKEDNLYGCRESLIDGIKRATDVMIAGKVAVVAGYGDVGKGCAQALRGFGARVI
ITEIDPINALQAAMEGYEVTTMDEACQEGNIFVTTTGCIDIILGRHFEQMKDDAIVCNIG
HEDVEIDVKWLNENAVEKVNIKPQVDRYRLKNGRRITLLAEGRLVNLGCAMGHPSFVMSN
SFTNQVMAQIELWTHPDKYPVGVHFLPKKLDEAVAEAHLGKLNVKLTKLTEKQAQYLGMS
CDGPFKPDHYRY

>sp|Q15836|VAMP3 HUMAN Vesicle-assoclated membrane protein 3
OS=Homo sapiens 0X=9606 GN=VAMP3 PE=1 SV=3
MSTGPTAATGSNRRLOQTONQVDEVVDIMRVNVDKVLERDQKLSELDDRADALQAGASQF
ETSAAKLKRKYWWKNCKMWATIGITVLVIFITITITIIVIWVVSS

>sp|P63027 | VAMPZ HUMAN Vesicle-associated membrane protein 2
OS=Homo sapiens 0X=9606 GN=VAMP2 PE=1 SV=3
MSATAATAPPAAPAGEGGPPAPPPNLTSNRRLOQTQAQVDEVVDIMRVNVDKVLERDQKL
SELDDRADALQAGASQFETSAAKLKRKYWWKNLKMMIILGVICAIILITIIIVYFST
>sp|P23763|VAMP1 HUMAN Vesicle-associated membrane protein 1
OS=Homo sapiens 0X=9606 GN=VAMP1 PE=1 SV=1
MSAPAQPPAEGTEGTAPGGGPPGPPPNMTSNRRLQOTQAQVEEVVDI IRVNVDKVLERDQ
KLSELDDRADALQAGASQFESSAAKLKRKYWWKNCKMMIMLGATICAIIVVVIVIYFFT
>sp|P61026 | RAB10 HUMAN Ras-related protein Rab-10 OS=Homo sapiens
0X=9606 GN=RAR10 PE=1 SV=1
MAKKTYDLLFKLLLIGDSGVGKTCVLFRESDDAFNTTEFISTIGIDFKIKTVELQGKKIKL
QIWDTAGQERFHTITTSYYRGAMGIMLVYDITNGKSFENISKWLRNIDEHANEDVERMLL
GNKCDMDDKRVVPKGKGEQIAREHGIRFFETSAKANINIEKAFLTLAEDILRKTPVKEPN
SENVDISSGGGVTGWKSKCC

>sp|P32926|DSG3 HUMAN Desmoglein-3 OS=Homo sapiens O0X=9606 GN=DSG3
PE=1 SV=2
MMGLFPRTTGALAIFVVVILVHGELRIETKGQYDEEEMTMQQAKRROQKREWVKFAKPCRE
GEDNSKRNPTAKITSDYQATQKITYRISGVGIDQPPFGIFVVDKNTGDINITATIVDREET
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PSFLITCRALNAQGLDVEKPLILTVKILDINDNPPVFSQQIFMGEIEENSASNSLVMILN
ATDADEPNHLNSKIAFKIVSQEPAGTPMFLLSRNTGEVRTLTNSLDREQASSYRLVVSGA
DKDGEGLSTQCECNIKVKDVNDNEFPMFRDSQYSARTIEENTILSSELLRFQVTDLDEEYTDN
WLAVYFFTSGNEGNWFEIQTDPRTNEGILKVVKALDYEQLQSVKLSTIAVKNKAEFHQSVTI
SRYRVQSTPVTIQVINVREGIAFRPASKTEFTVQKGISSKKLVDYILGTYQATIDEDTNKAA
SNVKYVMGRNDGGYLMIDSKTAEITKFVKNMNRDSTEFIVNKTITAEVLAIDEYTGKTSTGT
VYVRVPDENDNCPTAVLEKDAVCSSSPSVVVSARTLNNRYTGPYTFALEDQPVKLPAVWS
ITTLNATSALLRAQEQIPPGVYHISLVLTDSQNNRCEMPRSLTLEVCQCDNRGICGTSYP
TTSPGTRYGRPHSGRLGPAATGLLLLGLLLLLLAPLLLLTCDCGAGSTGGVTGGEFIPVPD
GSEGTIHOQWGIEGAHPEDKEITNICVPPVTANGADFMESSEVCTNTYARGTAVEGTSGME
MTTKLGAATESGGAAGFATGTVSGAASGFGAATGVGICSSGQSGTMRTRHSTGGTNKDYA
DGAISMNFLDSYFSQKAFACAEEDDGQEANDCLLIYDNEGADATGSPVGSVGCCSEFIADD
LDDSFLDSLGPKFKKLAETISLGVDGEGKEVQPPSKDSGYGIESCGHPIEVQQTGEVKCQT
LSGSQGASALSTSGSVQPAVSIPDPLOHGNYLVTETYSASGSLVQPSTAGEFDPLLTQONVT
VTERVICPISSVPGNLAGPTQLRGSHTMLCTEDPCSRLI

>sp|P32320|CDD_HUMAN Cytidine deaminase OS=Homo sapiens 0X=9606
GN=CDA PE=1 SV=2
MAQKRPACTLKPECVQQLLVCSQEAKKSAYCPYSHFPVGAALLTQEGRIFKGCNIENACY
PLGICAERTAIQKAVSEGYKDFRATIATASDMQDDEFISPCGACRQVMREFGTNWPVYMTKP
DGTYIVMTVQELLPSSFGPEDLQKTQ

>sp|P24534 |EF1B HUMAN Elongation factor 1-beta OS=Homo sapiens
0X=9606 GN=EEF1B2 PE=1 SV=3
MGFGDLKSPAGLQVLNDYLADKSYIEGYVPSQADVAVFEAVSSPPPADLCHALRWYNHIK
SYEKEKASLPGVKKALGKYGPADVEDTTGSGATDSKDDDDIDLFGSDDEEESEEAKRLRE
ERLAQYESKKAKKPALVAKSSILLDVKPWDDETDMAKLEECVRSIQADGLVWGSSKLVPV
GYGIKKLOQIQCVVEDDKVGTDMLEEQITAFEDYVQSMDVAAFNKI
>sp|P05386 | RLA1I HUMAN 60S acidic ribosomal protein Pl OS=Homo
sapiens 0X=9606 GN=RPLP1 PE=1 SV=1
MASVSELACIYSALILHDDEVTVTEDKINALTIKAAGVNVEPFWPGLFAKALANVNIGSLI
CNVGAGGPAPAAGAAPAGGPAPSTAAAPAEEKKVEAKKEESEESDDDMGFGLED
>sp|P25787 | PSA2 HUMAN Proteasome subunit alpha type-2 0OS=Homo
sapiens 0X=9606 GN=PSMA2 PE=1 SV=2
MAERGYSFSLTTFSPSGKLVQIEYALAAVAGGAPSVGIKAANGVVLATEKKQKSILYDER
SVHKVEPITKHIGLVYSGMGPDYRVLVHRARKLAQQYYLVYQEPIPTAQLVQRVASVMQE
YTOSGGVRPFGVSLLICGWNEGRPYLFQSDPSGAYFAWKATAMGKNYVNGKTFLEKRYNE
DLELEDATHTAILTLKESFEGOMTEDNIEVGICNEAGFRRLTPTEVKDYLAATA
>sp|P54920| SNAA HUMAN Alpha-soluble NSF attachment protein OS=Homo
sapiens 0X=9606 GN=NAPA PE=1 SV=3
MDNSGKEAEAMALLAEAERKVKNSQSFESGLFGGSSKIEEACETIYARAANMEKMAKNWSA
AGNAFCQAAQLHLOLOSKHDAATCFVDAGNAFKKADPQEATINCLMRATIETYTDMGRETIA
AKHHISTIAEIYETELVDIEKATAHYEQSADYYKGEESNSSANKCLLKVAGYAALLEQYQK
ATDIYEQVGTNAMDSPLLKYSAKDYFFKAALCHFCIDMLNAKLAVQKYEELFPAFSDSRE
CKLMKKLLEAHEEQNVDSYTESVKEYDSISRLDQWLTTMLLRIKKTIQGDEEDLR
>sp|Q9H115 | SNAB HUMAN Beta-soluble NSF attachment protein OS=Homo
sapiens 0X=9606 GN=NAPB PE=1 SV=2
MDNAGKEREAVQLMAEAEKRVKASHSFLRGLEFGGNTRIEEACEMYTRAANMEFKMAKNWSA
AGNAFCQAAKLHMQLOSKHDSATSEFVDAGNAYKKADPQEAINCLNAATIDIYTDMGRFETIA
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AKHHITIAEIYETELVDIEKATAHYEQSADYYKGEESNSSANKCLLKVAAYAAQLEQYQK
ATEIYEQVGANTMDNPLLKYSAKDYFFKAALCHFIVDELNAKLALEKYEEMFPAFTDSRE
CKLLKKLLEAHEEQNSEAYTEAVKEFDSISRLDOQWLTTMLLRIKKSIQGDGEGDGDLK
>sp|P61313|RL15 HUMAN 60S ribosomal protein L15 OS=Homo sapiens
0X=9606 GN=RPL15 PE=1 SV=2
MGAYKYIQELWRKKQSDVMRFLLRVRCWQYRQLSALHRAPRPTRPDKARRLGYKAKQGYV
IYRIRVRRGGRKRPVPKGATYGKPVHHGVNQLKFARSLOSVAEERAGRHCGALRVLNSYW
VGEDSTYKFFEVILIDPFHKATIRRNPDTQWITKPVHKHREMRGLTSAGRKSRGLGKGHKF
HHTIGGSRRAAWRRRNTLQLHRYR

>sp|Q9H1EL |[RNAS7 HUMAN Ribonuclease 7 OS=Homo sapiens O0X=9606
GN=RNASE7 PE=1 SV=2
MAPARAGFCPLLLLLLLGLWVAEIPVSAKPKGMTSSQWEKIQHMQPSPQACNSAMKNINK
HTKRCKDLNTFLHEPFSSVAATCQTPKIACKNGDKNCHQSHGAVSLTMCKLTSGKHPNCR
YKEKRONKSYVVACKPPQKKDSQQFHLVPVHLDRVL

>sp|P49720|PSB3 _HUMAN Proteasome subunit beta type-3 0S=Homo
sapiens 0X=9606 GN=PSMB3 PE=1 SV=2
MSIMSYNGGAVMAMKGKNCVATAADRREFGIQAQMVTTDFQKIFPMGDRLYIGLAGLATDV
QTVAQRLKFRLNLYELKEGRQIKPYTLMSMVANLLYEKRFGPYYTEPVIAGLDPKTFKPF
ICSLDLIGCPMVTDDFVVSGTCAEQMYGMCESLWEPNMDPDHLFETISQAMLNAVDRDAV
SGMGVIVHITIEKDKITTRTLKARMD

>sp Q15907 |RB11B HUMAN Ras-related protein Rab-11B OS=Homo sapiens
0X=9606 GN=RAB11lB PE=1 SV=4
MGTRDDEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFNLESKSTIGVEFATRSIQVDGKTI
KAQIWDTAGQERYRAITSAYYRGAVGALLVYDIAKHLTYENVERWLKELRDHADSNIVIM
LVGNKSDLRHLRAVPTDEARAFAEKNNLSFIETSALDSTNVEEAFKNILTEIYRIVSQKQ
ITADRAAHDESPGNNVVDISVPPTTDGQKPNKLOCCQONL

>sp|P62491 |RB11A HUMAN Ras-related protein Rab-11A OS=Homo sapiens
0X=9606 GN=RABR11A PE=1 SV=3
MGTRDDEYDYLFKVVLIGDSGVGKSNLLSRFTRNEFNLESKSTIGVEFATRSIQVDGKTI
KAQIWDTAGQERYRAITSAYYRGAVGALLVYDIAKHLTYENVERWLKELRDHADSNIVIM
LVGNKSDLRHLRAVPTDEARAFAEKNGLSFIETSALDSTNVEAAFQTILTEIYRIVSQKQ
MSDRRENDMSPSNNVVPIHVPPTTENKPKVQCCQNI

>sp|P33764|S10A3 HUMAN Protein S100-A3 OS=Homo sapiens O0X=9606
GN=S100A3 PE=1 SV=1
MARPLEQAVAATIVCTFQEYAGRCGDKYKLCQAELKELLOKELATWTPTEFRECDYNKEMS
VLDTNKDCEVDFVEYVRSLACLCLYCHEYFKDCPSEPPCSQ

>sp |AOAQOC4DH25 [KVD20 HUMAN Immunoglobulin kappa variable 3D-20
OS=Homo sapiens 0X=9606 GN=IGKV3D-20 PE=3 SV=1
METPAQLLFLLLLWLPDTTGEIVLTQSPATLSLSPGERATLSCGASQSVSSSYLAWYQQOK
PGLAPRLLIYDASSRATGIPDREFSGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSP
>sp|AOAOAOMRZSE |[KVD11 HUMAN Immunoglobulin kappa variable 3D-11
OS=Homo sapiens 0X=9606 GN=IGKV3D-11 PE=3 SV=6
MEAPAQLLFLLLLWLPDTTGEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKP
GQAPRLLIYDASNRATGIPARFSGSGPGTDFTLTISSLEPEDFAVYYCQQRSNWH
>sp|P04433|KV311 HUMAN Immunoglobulin kappa variable 3-11 OS=Homo
sapiens 0X=9606 GN=IGKV3-11 PE=1 SV=1
MEAPAQLLFLLLLWLPDTTGEIVLTQSPATLSLSPGERATLSCRASQSVSSYLAWYQQKP
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GOAPRLLIYDASNRATGIPARFSGSGSGTDFTLTISSLEPEDFAVYYCQQRSNWP
>sp|P35754|GLRX1 HUMAN Glutaredoxin-1 OS=Homo sapiens 0X=9606
GN=GLRX PE=1 SV=2
MAQEFVNCKIQPGKVVVFIKPTCPYCRRAQETILSQLPTIKQGLLEFVDITATNHTNEIQDY
LOQLTGARTVPRVFIGKDCIGGCSDLVSLOQSGELLTRLKQIGALQ
>sp|P26640|SYVC HUMAN Valine--tRNA ligase OS=Homo sapiens 0X=9606
GN=VARS1 PE=1 SV=4
MSTLYVSPHPDAFPSLRALIAARYGEAGEGPGWGGAHPRICLQPPPTSRTPFPPPRLPAL
EQGPGGLWVWGATAVAQLLWPAGLGGPGGSRAAVLVQOWVSYADTELTIPAACGATLPALG
LRSSAQDPQAVLGALGRALSPLEEWLRLHTYLAGEAPTLADLAAVTALLLPFRYVLDPPA
RRIWNNVTRWEFVTCVROQPEFRAVLGEVVLYSGARPLSHQPGPEAPALPKTAAQLKKEAKK
REKLEKFQOKQOKIQQQOPPPGEKKPKPEKREKRDPGVITYDLPTPPGEKKDVSGPMPDSY
SPRYVEAAWYPWWEQQOGFFKPEYGRPNVSAANPRGVFMMCIPPPNVTGSLHLGHALTNAT
ODSLTRWHRMRGETTLWNPGCDHAGTIATQVVVEKKLWREQGLSRHQLGREAFLOEVWKWK
EEKGDRIYHQLKKLGSSLDWDRACFTMDPKLSAAVTEAFVRLHEEGITIYRSTRLVNWSCT
LNSAISDIEVDKKELTGRTLLSVPGYKEKVEFGVLVSFAYKVQGSDSDEEVVVATTRIET
MLGDVAVAVHPKDTRYQHLKGKNVIHPFLSRSLPIVFDEFVDMDFGTGAVKITPAHDQND
YEVGQRHGLEAISIMDSRGALINVPPPFLGLPRFEARKAVLVALKERGLFRGIEDNPMVV
PLCNRSKDVVEPLLRPOQWYVRCGEMAQAASAAVTRGDLRILPEAHQRTWHAWMDNIREWC
ISROQLWWGHRIPAYEFVTVSDPAVPPGEDPDGRYWVSGRNEAEAREKAAKEFGVSPDKISL
QODEDVLDTWESSGLFPLSILGWPNQSEDLSVFYPGTLLETGHDILFFWVARMVMLGLKL
TGRLPFREVYLHAIVRDAHGRKMSKSLGNVIDPLDVIYGISLOQGLHNQLLNSNLDPSEVE
KAKEGQKADFPAGIPECGTDALRFGLCAYMSQGRDINLDVNRILGYRHFCNKLWNATKEA
LRGLGKGEFVPSPTSQPGGHESLVDRWIRSRLTEAVRLSNQGFQAYDFPAVTTAQYSEFWLY
ELCDVYLECLKPVLNGVDQVAAECARQTLYTCLDVGLRLLSPFMPFVTEELFQRLPRRMP
QAPPSLCVTPYPEPSECSWKDPEAEAATELALSITRAVRSLRADYNLTRIRPDCFLEVAD
EATGALASAVSGYVQALASAGVVAVLALGAPAPQGCAVALASDRCSIHLQLOGLVDPARE
LGKLQAKRVEAQRQAQRLRERRAASGYPVKVPLEVQEADEAKLOQQTEAELRKVDEATALF

QKML

>sp|Q07627 |KRA1I1 HUMAN Keratin-associated protein 1-1 0OS=Homo
sapiens 0X=9606 GN=KRTAP1-1 PE=1 SV=1
MACCQTSFCGFPSCSTSGTCGSSCCQPSCCETSSCQPRCCETSCCQPSCCQTSFCGFEPSFEF
STGGTCDSSCCQPSCCETSCCQPSCYQTSSCGTGCGIGGGIGYGQEGSSGAVSTRIRWCR
PDCRVEGTCLPPCCVVSCTPPSCCQLHHAEASCCRPSYCGQSCCRPVCCCYCSEPTC
>sp|Q8IUGL |KRA13 HUMAN Keratin-associated protein 1-3 0OS=Homo
sapiens 0X=9606 GN=KRTAP1-3 PE=1 SV=2
MTCCQTSFCGYPSCSTSGTCGSSCCQPSCCETSCCQPSCCQTSFCGEFPSEFSTSGTCSSSC
CQPSCCETSCCQPSCCQTSSCGTGCGIGGGIGYGQEGSSGAVSTRIRWCRPDCRVEGTCL
PPCCVVSCTPPTCCQLHHAEASCCRPSYCGQSCCRPVCCCYSCEPTC
>sp|P05141|ADT2 HUMAN ADP/ATP translocase 2 OS=Homo sapiens
0X=9606 GN=SLC25A5 PE=1 SV=7
MTDAAVSFAKDFLAGGVAAATISKTAVAPIERVKLLLOQVQHASKQITADKQYKGIIDCVVR
IPKEQGVLSEFWRGNLANVIRYFPTQALNFAFKDKYKQIFLGGVDKRTQFWLYFAGNLASG
GAAGATSLCFVYPLDFARTRLAADVGKAGAEREFRGLGDCLVKIYKSDGIKGLYQGENVS
VOQGITIYRAAYFGIYDTAKGMLPDPKNTHIVISWMIAQTVTAVAGLTSYPEFDTVRRRMMM
QSGRKGTDIMYTGTLDCWRKIARDEGGKAFFKGAWSNVLRGMGGAFVLVLYDETIKKYT
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>sp|Q9BYR6 |KRA33 HUMAN Keratin-associated protein 3-3 0S=Homo
sapiens 0X=9606 GN=KRTAP3-3 PE=1 SV=1
MDCCASRGCSVPTGPATTICSSDKSCRCGVCLPSTCPHTVWLLEPTCCDNCPPPCHIPQP
CVPTCFLLNSCQPTPGLETLNLTTFTQPCCEPCLPRGC

>sp|P68871|HBB HUMAN Hemoglobin subunit Dbeta O0OS=Homo sapiens
0X=9606 GN=HBB PE=1 SV=2
MVHLTPEEKSAVTALWGKVNVDEVGGEALGRLLVVYPWTQRFFESEFGDLSTPDAVMGNPK
VKAHGKKVLGAFSDGLAHLDNLKGTFATLSELHCDKLHVDPENFRLLGNVLVCVLAHHFG
KEFTPPVQAAYQKVVAGVANALAHKYH

>sp|P46777|RL5 HUMAN 60S ribosomal protein L5 OS=Homo sapiens
0X=9606 GN=RPL5 PE=1 SV=3
MGEFVKVVKNKAYFKRYQVKFRRRREGKTDYYARKRLVIQDKNKYNTPKYRMIVRVTNRDI
ICQIAYARIEGDMIVCAAYAHELPKYGVKVGLTNYAAAYCTGLLLARRLLNRFGMDKIYE
GOQVEVTGDEYNVESIDGQPGAFTCYLDAGLARTTTGNKVFGALKGAVDGGLSTIPHSTKRE
PGYDSESKEFNAEVHRKHIMGONVADYMRY LMEEDEDAYKKQFSQYIKNSVTPDMMEEMY
KKAHAAIRENPVYEKKPKKEVKKKRWNRPKMSLAQKKDRVAQKKASFLRAQERAAES
>sp|P02788 | TRFL HUMAN Lactotransferrin OS=Homo sapiens O0X=9606
GN=LTF PE=1 SV=6
MKLVFLVLLFLGALGLCLAGRRRSVQWCAVSQPEATKCFQWQRNMRKVRGPPVSCIKRDS
PIQCIQATAENRADAVTLDGGFIYEAGLAPYKLRPVAAEVYGTERQPRTHYYAVAVVKKG
GSFQLNELQGLKSCHTGLRRTAGWNVPIGTLRPFLNWTGPPEPIEAAVARFFSASCVPGA
DKGQFPNLCRLCAGTGENKCAFSSQEPYEFSYSGAFKCLRDGAGDVAFIRESTVFEDLSDE
AERDEYELLCPDNTRKPVDKFKDCHLARVPSHAVVARSVNGKEDATIWNLLRQAQEKEFGKD
KSPKFQLFGSPSGQKDLLFKDSAIGESRVPPRIDSGLYLGSGYFTAIQNLRKSEEEVAAR
RARVVIWCAVGEQELRKCNOQWSGLSEGSVTCSSASTTEDCIALVLKGEADAMSLDGGYVYT
AGKCGLVPVLAENYKSQQSSDPDPNCVDRPVEGYLAVAVVRRSDTSLTWNSVKGKKSCHT
AVDRTAGWNIPMGLLENQTGSCKEFDEYFSQSCAPGSDPRSNLCALCIGDEQGENKCVPNS
NERYYGYTGAFRCLAENAGDVAFVKDVTVLONTDGNNNEAWAKDLKLADFALLCLDGKRK
PVTEARSCHLAMAPNHAVVSRMDKVERLKQVLLHQQAKFGRNGSDCPDKFCLFQSETKNL
LFNDNTECLARLHGKTTYEKYLGPQYVAGITNLKKCSTSPLLEACEFLRK
>sp|Q8IUCL|KR111 HUMAN Keratin-associated protein 11-1 0OS=Homo
sapiens 0X=9606 GN=KRTAP11-1 PE=1 SV=1
MSENCSTRNCSSRPIGGRCIVPVAQVTTTSTTDADCLGGICLPSSFQTGSWLLDHCQETC
CEPTACQPTCYRRTSCVSNPCQVTCSRQTTCISNPCSTTYSRPLTFVSSGCQPLGGISSV
COPVGGISTVCQPVGGVSTVCQPACGVSRTYQQSCVSSCRRTC

>sp|P31943 |HNRH1 HUMAN Heterogeneous nuclear ribonucleoprotein H
OS=Homo sapiens 0X=9606 GN=HNRNPH1 PE=1 SV=4
MMLGTEGGEGFVVKVRGLPWSCSADEVQRFFSDCKIQONGAQGIRFIYTREGRPSGEAFVE
LESEDEVKLALKKDRETMGHRYVEVFKSNNVEMDWVLKHTGPNSPDTANDGFVRLRGLPF
GCSKEEIVQFFSGLEIVPNGITLPVDFQGRSTGEAFVQFASQETAEKATLKKHKERIGHRY
IETFKSSRAEVRTHYDPPRKLMAMQRPGPYDRPGAGRGYNSIGRGAGFERMRRGAYGGGY
GGYDDYNGYNDGYGFGSDRFGRDLNYCFSGMSDHRYGDGGSTFQSTTGHCVHMRGLPYRA
TENDIYNFFSPLNPVRVHIEIGPDGRVTGEADVEFATHEDAVAAMSKDKANMQHRYVELF
LNSTAGASGGAYEHRYVELFLNSTAGASGGAYGSQMMGGMGLSNQSSYGGPASQQLSGGY
GGGYGGQSSMSGYDQVLQENSSDFQSNIA

>sp |P55795 | HNRHZ HUMAN Heterogeneous nuclear ribonucleoprotein H2
OS=Homo sapiens 0X=9606 GN=HNRNPH2 PE=1 SV=1
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MMLSTEGREGFVVKVRGLPWSCSADEVMRFFSDCKIQNGTSGIRFIYTREGRPSGEAFVE
LESEEEVKLALKKDRETMGHRYVEVFKSNSVEMDWVLKHTGPNSPDTANDGEFVRLRGLPF
GCSKEEIVQFFSGLEIVPNGMTLPVDFQGRSTGEAFVQFASQETAEKATLKKHKERIGHRY
IETFKSSRAEVRTHYDPPRKLMAMQRPGPYDRPGAGRGYNSIGRGAGFERMRRGAYGGGY
GGYDDYGGYNDGYGFGSDREFGRDLNYCFSGMSDHRYGDGGSSFQSTTGHCVHMRGLPYRA
TENDIYNFFSPLNPMRVHIEIGPDGRVTGEADVEFATHEDAVAAMAKDKANMQHRYVELF
LNSTAGTSGGAYDHSYVELFLNSTAGASGGAYGSQMMGGMGLSNQSSYGGPASQQLSGGY
GGGYGGQSSMSGYDQVLQENSSDYQSNLA

>sp | P84085|ARF5 HUMAN ADP-ribosylation factor 5 OS=Homo sapiens
0X=9606 GN=ARF5 PE=1 SV=2
MGLTVSALFSRIFGKKOMRILMVGLDAAGKTTILYKLKLGEIVTTIPTIGEFNVETVEYKN
ICFTVWDVGGODKIRPLWRHYFONTQGLIFVVDSNDRERVQESADELQKMLQEDELRDAV
LLVFANKODMPNAMPVSELTDKLGLOHLRSRTWYVQATCATQGTGLYDGLDWLSHELSKR
>sp|P61204 |ARF3 HUMAN ADP-ribosylation factor 3 OS=Homo sapiens
0X=9606 GN=ARF3 PE=1 SV=2
MGNIFGNLLKSLIGKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTIGEFNVETVEYKN
ISFTVWDVGGODKIRPLWRHYFONTQGLIFVVDSNDRERVNEAREELMRMLAEDELRDAV
LLVFANKODLPNAMNAAETTDKLGLHSLRHRNWYIQATCATSGDGLYEGLDWLANQLKNK

K

>sp|P84077|ARF1 _HUMAN ADP-ribosylation factor 1 OS=Homo sapiens
0X=9606 GN=ARF1 PE=1 SV=2
MGNIFANLFKGLFGKKEMRILMVGLDAAGKTTILYKLKLGEIVTTIPTIGEFNVETVEYKN
ISFTVWDVGGODKIRPLWRHYFONTQGLIFVVDSNDRERVNEAREELMRMLAEDELRDAV
LLVFANKODLPNAMNAAETTDKLGLHSLRHRNWY IQATCATSGDGLYEGLDWLSNQLRNQ

K

>sp|P18085|ARF4 HUMAN ADP-ribosylation factor 4 OS=Homo sapiens
0X=9606 GN=ARF4 PE=1 SV=3
MGLTISSLFSRLFGKKOMRITLMVGLDAAGKTTILYKLKLGEIVTTIPTIGEFNVETVEYKN
ICFTVWDVGGODRIRPLWKHYFONTQGLIFVVDSNDRERIQEVADELQKMLLVDELRDAV
LLLFANKOQDLPNAMATISEMTDKLGLQSLRNRTWYVQATCATQGTGLYEGLDWLSNELSKR
>sp|P11413|GoPD _HUMAN Glucose-6-phosphate l-dehydrogenase OS=Homo
sapiens 0X=9606 GN=G6PD PE=1 SV=4
MAEQVALSRTQVCGILREELFQGDAFHQSDTHIFIIMGASGDLAKKKIYPTIWWLEFRDGL
LPENTFIVGYARSRLTVADIRKQSEPFFKATPEEKLKLEDFFARNSYVAGQYDDAASYQR
LNSHMNALHLGSQANRLFYLALPPTVYEAVTKNIHESCMSQIGWNRITIVEKPFGRDLQSS
DRLSNHISSLFREDQIYRIDHYLGKEMVONLMVLRFANRIFGPIWNRDNIACVILTFKEP
FGTEGRGGYFDEFGITIRDVMONHLLOMLCLVAMEKPASTNSDDVRDEKVKVLKCISEVQA
NNVVLGQYVGNPDGEGEATKGYLDDPTVPRGSTTATFAAVVLYVENERWDGVPFILRCGK
ATLNERKAEVRLOFHDVAGDIFHQQCKRNELVIRVQPNEAVYTKMMTKKPGMEFEFNPEESEL
DLTYGNRYKNVKLPDAYERLILDVFCGSQMHFVRSDELREAWRIFTPLLHQIELEKPKPI
PYTIYGSRGPTEADELMKRVGFQYEGTYKWVNPHKL

>sp |P40925|MDHC HUMAN Malate dehydrogenase, cytoplasmic OS=Homo
sapiens 0X=9606 GN=MDH1 PE=1 SV=4
MSEPIRVLVTGAAGQIAYSLLYSIGNGSVFGKDQPIILVLLDITPMMGVLDGVLMELQDC
ALPLLKDVIATDKEDVAFKDLDVAILVGSMPRREGMERKDLLKANVKIFKSQGAALDKYA
KKSVKVIVVGNPANTNCLTASKSAPSIPKENEFSCLTRLDHNRAKAQIALKLGVTANDVKN
VIIWGNHSSTQYPDVNHAKVKLQGKEVGVYEALKDDSWLKGEFVTTVQQRGAAVIKARKL
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SSAMSAAKAICDHVRDIWEFGTPEGEFVSMGVISDGNSYGVPDDLLYSEFPVVIKNKTWKEV
EGLPINDFSREKMDLTAKELTEEKESAFEFLSSA

>sp|POL009|ALIAT HUMAN Alpha-l-antitrypsin OS=Homo sapiens 0X=9606
GN=SERPINAl PE=1 SV=3
MPSSVSWGILLLAGLCCLVPVSLAEDPQGDAAQKTDTSHHDODHPTEFNKITPNLAEFAFS
LYRQLAHQSNSTNIFFSPVSIATAFAMLSLGTKADTHDEILEGLNFNLTEIPEAQTIHEGF
QELLRTLNQPDSQLOQLTTGNGLFLSEGLKLVDKFLEDVKKLYHSEAFTVNEGDTEEAKKQ
INDYVEKGTQGKIVDLVKELDRDTVFALVNYIFFKGKWERPFEVKDTEEEDFHVDQVTTV
KVPMMKRLGMFNIQHCKKLSSWVLLMKYLGNATAIFFLPDEGKLQHLENELTHDIITKFL
ENEDRRSASLHLPKLSITGTYDLKSVLGQLGITKVFSNGADLSGVTEEAPLKLSKAVHKA
VLTIDEKGTEAAGAMFLEAIPMSIPPEVKEFNKPFVFLMIEQNTKSPLFMGKVVNPTQK
>sp|P39023|RL3 _HUMAN 60S ribosomal protein L3 OS=Homo sapiens
0X=9606 GN=RPL3 PE=1 SV=2
MSHRKFSAPRHGSLGFLPRKRSSRHRGKVKSFPKDDPSKPVHLTAFLGYKAGMTHIVREV
DRPGSKVNKKEVVEAVTIVETPPMVVVGIVGYVETPRGLRTFKTVFAEHISDECKRREYK
NWHKSKKKAFTKYCKKWQDEDGKKQLEKDEFSSMKKYCQVIRVIAHTOMRLLPLRQKKAHL
METIQVNGGTVAEKLDWARERLEQQVPVNQVFGQDEMIDVIGVTKGKGYKGVTSRWHTKKL
PRKTHRGLRKVACIGAWHPARVAFSVARAGQKGYHHRTEINKKIYKIGQGYLIKDGKLIK
NNASTDYDLSDKSINPLGGEFVHYGEVTNDEFVMLKGCVVGTKKRVLTLRKSLLVQTKRRAL
EKIDLKFIDTTSKFGHGRFOQTMEEKKAFMGPLKKDRIAKEEGA

>sp|P04080|CYTB HUMAN Cystatin-B OS=Homo sapiens 0X=9606 GN=CSTB
PE=1 SV=2
MMCGAPSATQPATAETQHIADQVRSQLEEKENKKFPVFKAVSFKSQVVAGTNYFIKVHVG
DEDFVHLRVFQSLPHENKPLTLSNYQTNKAKHDELTYF

>sp|Q9BYR7 |KRA32 HUMAN Keratin-associated protein 3-2 0OS=Homo
sapiens 0X=9606 GN=KRTAP3-2 PE=1 SV=1
MDCCASRSCSVPTGPATTICSSDKSCRCGVCLPSTCPHTVWLLEPICCDNCPPPCHIPQP
CVPTCFLLNSCQPTPGLETLNLTTFTQPCCEPCLPRGC

>sp | 060506 | HNRPQ HUMAN Heterogeneous nuclear ribonucleoprotein Q
OS=Homo sapiens 0X=9606 GN=SYNCRIP PE=1 SV=2
MATEHVNGNGTEEPMDTTSAVIHSENFQTLLDAGLPQKVAEKLDEIYVAGLVAHSDLDER
ATEALKEFNEDGALAVLQQFKDSDLSHVQONKSAFLCGVMKTYRQREKQGTKVADSSKGPD
EAKIKALLERTGYTLDVTTGQRKYGGPPPDSVYSGQQPSVGTEIFVGKIPRDLFEDELVP
LFEKAGPIWDLRLMMDPLTGLNRGYAFVTFCTKEAAQEAVKLYNNHETIRSGKHIGVCISV
ANNRLFVGSIPKSKTKEQILEEFSKVTEGLTDVILYHQPDDKKKNRGFCFLEYEDHKTAA
OARRRLMSGKVKVWGNVGTVEWADPIEDPDPEVMAKVKVLFVRNLANTVTEEILEKAFSQ
FGKLERVKKLKDYAFTHFDERDGAVKAMEEMNGKDLEGENTETIVFAKPPDQKRKERKAQR
QAAKNQOMYDDYYYYGPPHMPPPTRGRGRGGRGGYGYPPDYYGYEDYYDYYGYDYHNYRGG
YEDPYYGYEDFQVGARGRGGRGARGAAPSRGRGAAPPRGRAGYSQRGGPGSARGVRGARG
GAQQORGRGVRGARGGRGGNVGGKRKADGYNQPDSKRRQTNNONWGSQPTAQQPLQGGDH
SGNYGYKSENQEFYQDTFEFGQQWK

>sp | 043390 | HNRPR HUMAN Heterogeneous nuclear ribonucleoprotein R
OS=Homo sapiens 0X=9606 GN=HNRNPR PE=1 SV=1
MANQVNGNAVQLKEEEEPMDTSSVTHTEHYKTLIEAGLPQKVAERLDEIFQTGLVAYVDL
DERATIDALREFNEEGALSVLQQFKESDLSHVONKSAFLCGVMKTYRQREKQGSKVQESTK
GPDEAKIKALLERTGYTLDVTTGQRKYGGPPPDSVYSGVQPGIGTEVEVGKIPRDLYEDE
LVPLFEKAGPIWDLRLMMDPLSGONRGYAFITFCGKEAAQEAVKLCDSYEIRPGKHLGVC
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ISVANNRLEVGSIPKNKTKENILEEFSKVTEGLVDVILYHQPDDKKKNRGFCFLEYEDHK
SAAQARRRLMSGKVKVWGNVVTVEWADPVEEPDPEVMAKVKVLFVRNLATTVTEEILEKS
FSEFGKLERVKKLKDYAFVHFEDRGAAVKAMDEMNGKETEGEETETIVLAKPPDKKRKERQ
AARQASRSTAYEDYYYHPPPRMPPPIRGRGRGGGRGGYGYPPDYYGYEDYYDDYYGYDYH
DYRGGYEDPYYGYDDGYAVRGRGGGRGGRGAPPPPRGRGAPPPRGRAGYSQRGAPLGPPR
GSRGGRGGPAQOORGRGSRGSRGNRGGNVGGKRKADGYNQPDSKRROTNNQONWGSQPTIA
QOPLOOGGDYSGNYGYNNDNQEFYQDTYGQQWK

>sp|Q14974|IMB1 HUMAN Importin subunit beta-1 OS=Homo sapiens
0X=9606 GN=KPNB1 PE=1 SV=2
MELITILEKTVSPDRLELEAAQKFLERAAVENLPTFLVELSRVLANPGNSQVARVAAGLQ
IKNSLTSKDPDIKAQYQORWLAIDANARREVKNYVLOQTLGTETYRPSSASQCVAGIACAE
IPVNQWPELIPQLVANVTNPNSTEHMKESTLEAIGYICQDIDPEQLQDKSNEILTAIIQG
MRKEEPSNNVKLAATNALLNSLEFTKANFDKESERHFIMQVVCEATQCPDTRVRVAALQN
LVKIMSLYYQYMETYMGPALFAITIEAMKSDIDEVALQGIEFWSNVCDEEMDLATEASEA
AEQGRPPEHTSKEFYAKGALQYLVPILTQTLTKQDENDDDDDWNPCKAAGVCLMLLATCCE
DDIVPHVLPFIKEHIKNPDWRYRDAAVMAFGCILEGPEPSQLKPLVIQAMPTLIELMKDP
SVVVRDTAAWTVGRICELLPEAAINDVYLAPLLQCLIEGLSAEPRVASNVCWAEFSSLAEA
AYEAADVADDQEEPATYCLSSSFELIVQKLLETTDRPDGHOQNNLRSSAYESLMEIVKNSA
KDCYPAVOKTTLVIMERLOOVLOMESHIQSTSDRIQFNDLOSLLCATLONVLRKVQHQDA
LQOISDVVMASLLRMFQSTAGSGGVQEDALMAVSTLVEVLGGEFLKYMEAFKPFLGIGLKN
YAEYQVCLAAVGLVGDLCRALQSNIIPFCDEVMQLLLENLGNENVHRSVKPQILSVFGDI
ALATGGEFKKYLEVVLNTLQQASQAQVDKSDYDMVDYLNELRESCLEAYTGIVQGLKGDQ
ENVHPDVMLVQPRVEFILSFIDHIAGDEDHTDGVVACAAGLIGDLCTAFGKDVLKLVEAR
PMIHELLTEGRRSKTNKAKTLATWATKELRKLKNQA

>sp|P50990 | TCPQ HUMAN T-complex protein 1 subunit theta OS=Homo
sapiens 0X=9606 GN=CCT8 PE=1 SV=4
MALHVPKAPGFAQMLKEGAKHFSGLEEAVYRNIQACKELAQTTRTAYGPNGMNKMVINHL
EKLFVTNDAATILRELEVOHPAAKMIVMASHMQEQEVGDGTNFVLVFAGALLELAEELLR
IGLSVSEVIEGYEIACRKAHEILPNLVCCSAKNLRDIDEVSSLLRTSIMSKQYGNEVFLA
KLIAQACVSIFPDSGHFNVDNIRVCKILGSGISSSSVLHGMVFKKETEGDVTSVKDAKIA
VYSCPFDGMITETKGTVLIKTAEELMNESKGEENLMDAQVKATADTGANVVVTGGKVADM
ALHYANKYNIMLVRLNSKWDLRRLCKTVGATALPRLTPPVLEEMGHCDSVYLSEVGDTQV
VVFKHEKEDGAISTIVLRGSTDNLMDDIERAVDDGVNTEFKVLTRDKRLVPGGGATEIELA
KOITSYGETCPGLEQYAIKKFAEAFEAIPRALAENSGVKANEVISKLYAVHQEGNKNVGL
DIEAEVPAVKDMLEAGILDTYLGKYWAIKLATNAAVTVLRVDQIIMAKPAGGPKPPSGKK
DWDDDQND

>sp|P62263|RS14 HUMAN 40S ribosomal protein S14 OS=Homo sapiens
0X=9606 GN=RPS14 PE=1 SV=3
MAPRKGKEKKEEQVISLGPQVAEGENVEFGVCHIFASENDTEFVHVTDLSGKETICRVTGGM
KVKADRDESSPYAAMLAAQDVAQRCKELGITALHIKLRATGGNRTKTPGPGAQSALRALA
RSGMKIGRIEDVTPIPSDSTRRKGGRRGRRL

>sp|P01619|KV320 HUMAN Immunoglobulin kappa variable 3-20 OS=Homo
sapiens 0X=9606 GN=IGKV3-20 PE=1 SV=2
METPAQLLFLLLLWLPDTTGEIVLTQSPGTLSLSPGERATLSCRASQSVSSSYLAWYQQOK
PGOAPRLLIYGASSRATGIPDRESGSGSGTDFTLTISRLEPEDFAVYYCQQYGSSP

>sp | P50452|SPB8_ HUMAN Serpin B8 OS=Homo sapiens 0X=9606
GN=SERPINB8 PE=1 SV=2
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MDDLCEANGTFAISLFKILGEEDNSRNVEFFSPMSTSSALAMVEFMGAKGSTAAQMSQALCL
YKDGDIHRGFQSLLSEVNRTGTQYLLRTANRLFGEKTCDFLPDFKEYCQKEFYQAELEELS
FAEDTEECRKHINDWVAEKTEGKISEVLDAGTVDPLTKLVLVNATIYFKGKWNEQFDRKYT
RGMLFKTNEEKKTVOMMFKEAKFKMGYADEVHTQVLELPYVEEELSMVILLPDDNTDLAV
VEKALTYEKFKAWTNSEKLTKSKVQVFLPRLKLEESYDLEPFLRRLGMIDAFDEAKADE'S
GMSTEKNVPLSKVAHKCFVEVNEEGTEAAAATAVVRNSRCSRMEPRFCADHPFLEFFIRHH
KTNCILFCGRFESSP

>sp|P60903|S10AA HUMAN Protein S100-Al10 OS=Homo sapiens O0X=9606
GN=S100A10 PE=1 SV=2
MPSOMEHAMETMMFTFHKFAGDKGYLTKEDLRVLMEKEFPGFLENQKDPLAVDKIMKDLD
QCRDGKVGFQSFFSLIAGLTIACNDYFEFVVHMKQKGKK

>sp|P84243|H33 HUMAN Histone H3.3 OS=Homo sapiens 0X=9606 GN=H3-
3B PE=1 SV=2
MARTKQTARKSTGGKAPRKQLATKAARKSAPSTGGVKKPHRYRPGTVALRETIRRYQKSTE
LLIRKLPFQRLVRETIAQDFKTDLRFQSAATGALQEASEAYLVGLFEDTNLCATHAKRVTT
MPKDIQLARRIRGERA

>sp|Q16695|H31T HUMAN Histone H3.1lt OS=Homo sapiens 0X=9606 GN=H3-
4 PE=1 SV=3
MARTKQTARKSTGGKAPRKQLATKVARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTE
LLIRKLPFQRLMRETAQDFKTDLRFQSSAVMALQEACESYLVGLFEDTNLCVIHAKRVTI
MPKDIQLARRIRGERA

>sp|Q71DI3|H32 HUMAN Histone H3.2 OS=Homo sapiens 0X=9606 GN=H3C13
PE=1 SV=3
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALREIRRYQKSTE
LLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQEASEAYLVGLFEDTNLCATIHAKRVTI
MPKDIQLARRIRGERA

>sp|P68431|H31 HUMAN Histone H3.1 OS=Homo sapiens 0X=9606 GN=H3C1l2
PE=1 SV=2
MARTKQTARKSTGGKAPRKQLATKAARKSAPATGGVKKPHRYRPGTVALRETIRRYQKSTE
LLIRKLPFQRLVREIAQDFKTDLRFQSSAVMALQEACEAYLVGLFEDTNLCATIHAKRVTI
MPKDIQLARRIRGERA

>sp | Q6NXT2 |H3C HUMAN Histone H3.3C OS=Homo sapiens 0X=9606 GN=H3-
5 PE=1 SV=3
MARTKQTARKSTGGKAPRKQLATKAARKSTPSTCGVKPHRYRPGTVALRETRRYQKSTEL
LIRKLPFQRLVREIAQDENTDLRFQSAAVGALQEASEAYLVGLLEDTNLCATHAKRVTIM
PKDIQLARRIRGERA

>sp|PO5091 |ALDHZ HUMAN  Aldehyde dehydrogenase, mitochondrial
OS=Homo sapiens 0X=9606 GN=ALDH2 PE=1 SV=2
MLRAAARFGPRLGRRLLSAAATQAVPAPNQQPEVFCNQITFINNEWHDAVSRKTFPTVNPS
TGEVICQVAEGDKEDVDKAVKAARAAFQLGSPWRRMDASHRGRLLNRLADLIERDRTYLA
ALETLDNGKPYVISYLVDLDMVLKCLRYYAGWADKYHGKTIPIDGDFFSYTRHEPVGVCG
QITPWNFPLLMOAWKLGPALATGNVVVMKVAEQTPLTALYVANLIKEAGFPPGVVNIVPG
FGPTAGAAIASHEDVDKVAFTGSTEIGRVIQVAAGSSNLKRVTLELGGKSPNIIMSDADM
DWAVEQAHFALFEFNQGQCCCAGSRTFVQEDIYDEFVERSVARAKSRVVGNPEFDSKTEQGP
QVDETQFKKILGYINTGKQEGAKLLCGGGIAADRGYFIQPTVFGDVQDGMTIAKEEIFGP
VMQILKFKTIEEVVGRANNSTYGLAAAVFTKDLDKANYLSQALQAGTVWVNCYDVFGAQS
PFGGYKMSGSGRELGEYGLQAYTEVKTVTVKVPQKNS
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>sp|P13693|TCTP_HUMAN Translationally-controlled tumor protein
OS=Homo sapiens 0X=9606 GN=TPT1 PE=1 SV=1
MITYRDLISHDEMFSDIYKIRETADGLCLEVEGKMVSRTEGNIDDSLIGGNASAEGPEGE
GTESTVITGVDIVMNHHLQETSFTKEAYKKYIKDYMKSTIKGKLEEQRPERVKPFMTGAAE
QIKHILANFKNYQFFIGENMNPDGMVALLDYREDGVTPYMIFFKDGLEMEKC
>sp|Q56UQ5 | TPT1L HUMAN TPTl-like protein OS=Homo sapiens O0X=9606
PE=2 SV=2
METVIMITYWDLISHSEMFSDSYMSQETADGLRLEVEGKIVSRTEGNIFDSLIGGNASAE
GPEGKGTESTVITGVDSVMNHHLOQETSFTKEAYNKCIKDYMKSIKGKLEEQRPKRVKPEFM
TGAAEQTIKHILANFKNYQKT

>sp|PO00738 |HPT HUMAN Haptoglobin OS=Homo sapiens OX=9606 GN=HP
PE=1 Sv=1
MSALGAVIALLLWGQLFAVDSGNDVTDIADDGCPKPPEIAHGYVEHSVRYQCKNYYKLRT
EGDGVYTLNDKKQWINKAVGDKLPECEADDGCPKPPETAHGYVEHSVRYQCKNYYKLRTE
GDGVYTLNNEKQWINKAVGDKLPECEAVCGKPKNPANPVQRILGGHLDAKGSEFPWQAKMV
SHHNLTTGATLINEQWLLTTAKNLFLNHSENATAKDIAPTLTLYVGKKQLVEIEKVVLHP
NYSQVDIGLIKLKQKVSVNERVMPICLPSKDYAEVGRVGYVSGWGRNANFKEFTDHLKYVM
LPVADQDQCIRHYEGSTVPEKKTPKSPVGVQPILNEHTFCAGMSKYQEDTCYGDAGSAFA
VHDLEEDTWYATGILSFDKSCAVAEYGVYVKVTSIQDWVQKTIAEN
>sp|PO0739|HPTR _HUMAN Haptoglobin-related protein OS=Homo sapiens
0X=9606 GN=HPR PE=2 SV=2
MSDLGAVISLLLWGRQLFALYSGNDVTDISDDREFPKPPEIANGYVEHLEFRYQCKNYYRLR
TEGDGVYTLNDKKQWINKAVGDKLPECEAVCGKPKNPANPVQRILGGHLDAKGSEFPWQAK
MVSHHNLTTGATLINEQWLLTTAKNLEFLNHSENATAKDIAPTLTLYVGKKQLVEIEKVVL
HPNYHQVDIGLIKLKQKVLVNERVMPICLPSKNYAEVGRVGYVSGWGQSDNFKLTDHLKY
VMLPVADQYDCITHYEGSTCPKWKAPKSPVGVQPILNEHTEFCVGMSKYQEDTCYGDAGSA
FAVHDLEEDTWYAAGILSEFDKSCAVAEYGVYVKVTSIQHWVQKTIAEN
>sp|Q9NZH6 | IL37 HUMAN Interleukin-37 OS=Homo sapiens 0X=9606
GN=IL37 PE=1 SvV=1
MSEFVGENSGVKMGSEDWEKDEPQCCLEDPAGSPLEPGPSLPTMNEVHTSPKVKNLNPKKF
STHDQDHKVLVLDSGNLIAVPDKNYIRPEIFFALASSLSSASAEKGSPILLGVSKGEFCL
YCDKDKGQSHPSLOLKKEKLMKLAAQKESARRPFIFYRAQVGSWNMLESAAHPGWFICTS
CNCNEPVGVTDKFENRKHIEFSFQPVCKAEMSPSEVSD

>sp|075608 | LYPAL HUMAN Acyl-protein thiocesterase 1 OS=Homo sapiens
0X=9606 GN=LYPLA1l PE=1 SV=1
MCGNNMSTPLPAIVPAARKATAAVIFLHGLGDTGHGWAEAFAGIRSSHIKYICPHAPVRP
VTLNMNVAMPSWEDIIGLSPDSQEDESGIKQAAENTIKALTDQEVKNGIPSNRITILGGESQ
GGALSLYTALTTQOKLAGVTALSCWLPLRASFPQGPIGGANRDISILQCHGDCDPLVPLM
FGSLTVEKLKTLVNPANVTFKTYEGMMHSSCQQEMMDVKQFIDKLLPPID
>sp|P37837|TALDO HUMAN Transaldolase OS=Homo sapiens 0X=9606
GN=TALDO1l PE=1 SV=2
MSSSPVKROQRMESALDQLKQFTTVVADTGDFHAIDEYKPOQDATTNPSLILAAAQMPAYQR
LVEEATAYGRKLGGSQEDQIKNAIDKLEFVLFGAEILKKIPGRVSTEVDARLSFDKDAMVA
RARRLIELYKEAGISKDRILIKLSSTWEGIQAGKELEEQHGIHCNMTLLFSFAQAVACAE
AGVTLISPFVGRILDWHVANTDKKSYEPLEDPGVKSVTKIYNYYKKFSYKTIVMGASFEFRN
TGETIKALAGCDFLTISPKLLGELLODNAKLVPVLSAKAAQASDLEKIHLDEKSFRWLHNE
DOMAVEKLSDGIRKFAADAVKLERMLTERMENAENGK
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>sp|P53621|COPA HUMAN Coatomer subunit alpha OS=Homo sapiens
0X=9606 GN=COPA PE=1 SV=2
MLTKFETKSARVKGLSFHPKRPWILTSLHNGVIQLWDYRMCTLIDKFDEHDGPVRGIDFEFH
KOQOPLEFVSGGDDYKIKVWNYKLRRCLFTLLGHLDYIRTTFFHHEYPWILSASDDQTIRVIW
NWQSRTCVCVLTGHNHYVMCAQFHPTEDLVVSASLDQTVRVWDISGLRKKNLSPGAVESD
VRGITGVDLFGTTDAVVKHVLEGHDRGVNWAAFHPTMPLTIVSGADDRQVKIWRMNE SKAW
EVDTCRGHYNNVSCAVFHPRQELILSNSEDKSIRVWDMSKRTGVQTFRRDHDRFWVLAAH
PNLNLFAAGHDGGMIVFKLERERPAYAVHGNMLHYVKDRFLRQLDEFNSSKDVAVMQLRSG
SKFPVEFNMSYNPAENAVLLCTRASNLENSTYDLYTIPKDADSQNPDAPEGKRSSGLTAVW
VARNRFAVLDRMHSTLLTIKNLKNEITKKVQVPNCDEIFYAGTGNLLLRDADSITLEDVQQOK
RTLASVKISKVKYVIWSADMSHVALLAKHAIVICNRKLDALCNIHENIRVKSGAWDESGV
FIYTTSNHIKYAVTTGDHGIIRTLDLPIYVTRVKGNNVYCLDRECRPRVLTIDPTEFKFEK
LALTNRKYDEVLHMVRNAKLVGQOSTIIAYLQKKGYPEVALHFVKDEKTRFSLALECGNIET
ALEAAKALDDKNCWEKLGEVALLOGNHQIVEMCYQRTKNEFDKLSFLYLITGNLEKLRKMM
KIAETRKDMSGHYQNALYLGDVSERVRILKNCGQKSLAYLTAATHGLDEEAESLKETEDP
EKETIPDIDPNAKLLOQPPAPIMPLDTNWPLLTVSKGFFEGTIASKGKGGALAADIDIDTV
GTEGWGEDAELQLDEDGFVEATEGLGDDALGKGQEEGGGWDVEEDLELPPELDISPGAAG
GAEDGFFVPPTKGTSPTQIWCNNSQLPVDHILAGSFETAMRLLHDQVGVIQFGPYKQLEL
OTYARGRTTYQALPCLPSMYGYPNRNWKDAGLKNGVPAVGLKLNDLIQRLQLCYQLTTVG
KFEEAVEKFRSILLSVPLLVVDNKQETAEAQQLITICREYIVGLSVETERKKLPKETLEQ
QKRICEMAAYFTHSNLOQPVHMILVLRTALNLFFKLKNFKTAATFARRLLELGPKPEVAQQ
TRKILSACEKNPTDAYQLNYDMHNPFDICAASYRPIYRGKPVEKCPLSGACYSPEFKGQI
CRVTTVTEIGKDVIGLRISPLQFR

>sp|P62249|RS16 HUMAN 40S ribosomal protein S16 OS=Homo sapiens
0X=9606 GN=RPS16 PE=1 SV=2
MPSKGPLQSVQVFGRKKTATAVAHCKRGNGLIKVNGRPLEMIEPRTLOQYKLLEPVLLLGK
ERFAGVDIRVRVKGGGHVAQIYATIRQSISKALVAYYQKYVDEASKKEIKDILIQYDRTLL
VADPRRCESKKFGGPGARARYQKSYR

>sp | ESPAV3 |NACAM HUMAN Nascent polypeptide-associated complex
subunit alpha, muscle-specific form OS=Homo sapiens 0X=9606
GN=NACA PE=1 SV=1
MPGEATETVPATEQELPQPQAETAVLPMSSALSVTAALGQPGPTLPPPCSPAPQQCPLSA
ANQASPFPSPSTIASTPLEVPFPQSSSGTALPLGTAPEAPTFLPNLIGPPISPAALALAS
PMIAPTLKGTPSSSAPLALVALAPHSVQKSSAFPPNLLTSPPSVAVAESGSVITLSAPIA
PSEPKTNLNKVPSEVVPNPKGTPSPPCIVSTVPYHCVTPMASIQSGVASLPQTTPTTTLA
IASPQVKDTTISSVLISPONPGSLSLKGPVSPPAALSLSTQSLPVVTSSQKTAGPNTPPD
FPISLGSHLAPLHOSSFGSVQLLGOTGPSALSDPTVKTISVDHSSTGASYPSQRSVIPPL
PSRNEVVPATVAAFPVVAPSVDKGPSTISSITCSPSGSLNVATSEFSLSPTTSLILKSSPN
ATYHYPLVAQMPVSSVGTTPLVVTNPCTIAAAPTTTFEVATCVSPPMSSGPISNIEPTSP
AALVMAPVAPKEPSTQVATTLRIPVSPPLPDPEDLKNLPSSVLVKFPTQKDLOTVPASLE
GAPFSPAQAGLTTKKDPTVLPLVQAAPKNSPSFQSTSSSPETIPLSPEATLAKKSLGEPLP
IGKPASSMTSPLGVNSSASVIKTDSYAGPDSAGPLLKSSLITPTVAAFPLESADPAGVAP
TTAKGTSTYTTTASPFLEGTVSLAPKNHPVKEGTLTTLPLVPTASENCPVAPSPONTCAP
LATLVLAPEIPKSVPSPSLPPAGTPPGTKKVDGISHTSALAPVASSPKECPTEDSGASAT
ASSKGTLTYLADSPSPLGVSVSPQTKRPPTKKGSAGPDTPIGNLSSPVSPVEASFLPENS
LSFQGSKDSPATTHSPTPPSPKGAPTPSAVTPLSPKGVTLPPKETPTPSVVNLPFPKEGP
ATPAPKQAPALSMTSSSPKKARATPAPKGIPASPSPKGAPTPPAATPPSPKGGPATPSPK
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WAPTPPAATPPSPKGGPATPSPKGAPTPPAATPPSPKGGPATPSPKGAPTPPAVTPPSPK
GSPAATPFPKGASTPPAATPPSPKGSPAATPLPKGAPTTPAATLPSPKGGPATPSLKGAP
TPPAATPPSPKGGPATPSPKGAPMPPAATPPSPKGGLATPPHKGAPTTPAATPPSPKGGL
ATPPPKGAPTTPAATPPSPKGGLATPPPKGAPTTPAATPPSPKGGLATPSPKGAPTTPAA
TPPSPKGGLATPSPKGAPTTPAATPPSPKGGLATPSPKGAPTTPAATPPSPKGGPATPPP
KGAPTPPAATPPSLKGGLATPPHKGAPNPAVVTPPSPKGGPATSPPKGAPTPPAATPPSP
KGSPGTPPPKGAPTPPAVTPPSPKGTPTLPATTPSSKGGPTTPSSKEGPTPPAATPSHKG
GPAMTPPSPKRGPAIPSPKGDPTSPAVIPLSPKKAPATPVTREGAATPSKGDLTPPAVTP
VSLKKAPATSAPKGGPATPSSKGDPTLPAVTPPSPKEPPAPKQVATSSSPKKAPATPAPM
GAPTLPAVIPSSPKEVPATPSSRRDPIAPTATLLSKKTPATLAPKEALIPPAMTVPSPKK
TPAIPTPKEAPATPSSKEASSPPAVTPSTYKGAPSPKELLIPPAVTSPSPKEAPTPPAVT
PPSPEKGPATPAPKGTPTSPPVTPSSLKDSPTSPASVTCKMGATVPOQASKGLPAKKGPTA
LKEVLVAPAPESTPIITAPTRKGPQTKKSSATSPPICPDPSAKNGSKGPLSTVAPAPLLP
VOKDSSKTAKGKDASHSPKGPLAPPESKASTPLTAAAFEKVLPKPESASVSAAPSPPVSL
PLAPSPVPTLPPKQQFLPSSPGLVLESPSKPLAPADEDELLPLIPPEPISGGVPFQSVLV
NMPTPKSAGIPVPTPSAKQPVTKNNKGSGTESDSDESVPELEEQDSTQATTQQAQLAAAA
EIDEEPVSKAKQSRSEKKARKAMSKLGLROQVTGVTRVTIRKSKNILEVITKPDVYKSPAS
DTYIVFGEAKIEDLSQQAQLAAAEKFKVQGEAVSNIQENTQTPTVQEESEEEEVDETGVE
VKDIELVMSQANVSRAKAVRALKNNSNDIVNAIMELTM

>sp|Q13765|NACA HUMAN Nascent polypeptide-associated complex
subunit alpha OS=Homo sapiens 0X=9606 GN=NACA PE=1 SV=1
MPGEATETVPATEQELPQPQAETGSGTESDSDESVPELEEQDSTQATTQQAQLAAAAETID
EEPVSKAKQSRSEKKARKAMSKLGLRQVTGVTRVTIRKSKNILEVITKPDVYKSPASDTY
IVFGEAKIEDLSQQAQLAAAEKFKVQGEAVSNIQENTQTPTVQEESEEEEVDETGVEVKD
IELVMSQANVSRAKAVRALKNNSNDIVNAIMELTM

>sp Q92874 |DNSL2 HUMAN Deoxyribonuclease-l-like 2 OS=Homo sapiens
0X=9606 GN=DNASE1L2 PE=1 SV=1
MGGPRALLAALWALEAAGTAALRIGAFNIQSFGDSKVSDPACGSITAKILAGYDLALVQE
VRDPDLSAVSALMEQINSVSEHEYSFVSSQPLGRDQYKEMYLEFVYRKDAVSVVDTYLYPD
PEDVEFSREPEFVVKESAPGTGERAPPLPSRRALTPPPLPAAAQNLVLIPLHAAPHQAVAET
DALYDVYLDVIDKWGTDDMLEFLGDENADCSYVRAQDWAATRLRSSEVEFKWLIPDSADTTV
GNSDCAYDRIVACGARLRRSLKPQSATVHDFQEEFGLDQTQALAISDHEFPVEVTLKEFHR
>sp|P62888 | RL30 _HUMAN 60S ribosomal protein L30 OS=Homo sapiens
0X=9606 GN=RPL30 PE=1 SV=2
MVAAKKTKKSLESINSRLOQLVMKSGKYVLGYKQTLKMIRQGKAKLVILANNCPALRKSET
EYYAMLAKTGVHHYSGNNIELGTACGKYYRVCTLAIIDPGDSDIIRSMPEQTGEK
>sp|P26373|RL13 _HUMAN 60S ribosomal protein L13 OS=Homo sapiens
0X=9606 GN=RPL13 PE=1 SV=4
MAPSRNGMVLKPHFHKDWQRRVATWENQPARKIRRRKARQAKARRIAPRPASGPIRPIVR
CPTVRYHTKVRAGRGFSLEELRVAGIHKKVARTIGISVDPRRRNKSTESLQANVQRLKEY
RSKLILFPRKPSAPKKGDSSAEELKLATQLTGPVMPVRNVYKKEKARVITEEEKNFKAFA
SLRMARANARLFGIRAKRAKEAAEQDVEKKK

>sp|Q96DA0|ZG16B _HUMAN Zymogen granule protein 16 homolog B
OS=Homo sapiens 0X=9606 GN=ZGl6B PE=1 SV=3
MGAQGAQESTKAMWRVPGTTRRPVTGESPGMHRPEAMLLLLTLALLGGPTWAGKMYGPGG
GKYFSTTEDYDHEITGLRVSVGLLLVKSVQVKLGDSWDVKLGALGGNTQEVTLQPGEYIT
KVEFVAFQAFLRGMVMYTSKDRYFYFGKLDGQISSAYPSQEGQVLVGIYGQYQLLGIKSIG
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FEWNYPLEEPTTEPPVNLTYSANSPVGR

>sp|Q9ULZ3 |ASC _HUMAN  Apoptosis-associated speck-1like protein
containing a CARD OS=Homo sapiens 0X=9606 GN=PYCARD PE=1 SV=2
MGRARDAILDALENLTAEELKKFKLKLLSVPLREGYGRIPRGALLSMDALDLTDKLVSFEY
LETYGAELTANVLRDMGLQEMAGQLQAATHQGSGAAPAGIQAPPQSAAKPGLHFIDQHRA
ALTARVTNVEWLLDALYGKVLTDEQYQAVRAEPTNPSKMRKLESEFTPAWNWTCKDLLLQA
LRESQSYLVEDLERS

>sp|P52565|GDIR1 HUMAN Rho GDP-dissociation inhibitor 1 OS=Homo
sapiens 0X=9606 GN=ARHGDIA PE=1 SV=3
MAEQEPTAEQLAQIAAENEEDEHSVNYKPPAQKSIQEIQELDKDDESLRKYKEALLGRVA
VSADPNVPNVVVTGLTLVCSSAPGPLELDLTGDLESFKKQSEVLKEGVEYRIKISEFRVNR
EIVSGMKYIQHTYRKGVKIDKTDYMVGSYGPRAEEYEFLTPVEEAPKGMLARGSYSTIKSR
FTDDDKTDHLSWEWNLTIKKDWKD

>sp|Q9Y2T3|GUAD HUMAN Guanine deaminase OS=Homo sapiens 0X=9606
GN=GDA PE=1 SV=1
MCAAQMPPLAHIFRGTEFVHSTWTCPMEVLRDHLLGVSDSGKIVFLEEASQQEKLAKEWCE
KPCEIRELSHHEFFMPGLVDTHIHASQYSFAGSSIDLPLLEWLTKYTFPAEHRFONIDFA
EEVYTRVVRRTLKNGTTTACYFATIHTDSSLLLADITDKFGQRAFVGKVCMDLNDTFPEY
KETTEESIKETERFVSEMLOKNYSRVKPIVTPRFSLSCSETLMGELGNIAKTRDLHIQSH
ISENRDEVEAVKNLYPSYKNYTSVYDKNNLLTNKTVMAHGCYLSAEELNVFHERGASIAH
CPNSNLSLSSGFLNVLEVLKHEVKIGLGTDVAGGYSYSMLDAIRRAVMVSNILLINKVNE
KSLTLKEVFRLATLGGSQALGLDGEIGNFEVGKEFDAILINPKASDSPIDLFYGDFFGDI
SEAVIQKFLYLGDDRNIEEVYVGGKQVVPESSSV

>sp|Ql4247|SRC8 HUMAN Src substrate cortactin OS=Homo sapiens
0X=9606 GN=CTTN PE=1 SV=2
MWKASAGHAVSTAQDDAGADDWETDPDEFVNDVSEKEQRWGAKTVQGSGHQEHINTHKLRE
NVFQEHQTLKEKELETGPKASHGYGGKEFGVEQDRMDKSAVGHEYQSKLSKHCSQVDSVRG
FGGKFGVQMDRVDQSAVGFEYQGKTEKHASQKDYSSGFGGKYGVQADRVDKSAVGEDYQG
KTEKHESQRDYSKGFGGKYGIDKDKVDKSAVGFEYQGKTEKHESQKDYVKGFGGKFGVQT
DRODKCALGWDHQEKLQLHESQKDYKTGFGGKFGVQSERQDSAAVGFDYKEKLAKHESQQ
DYSKGFGGKYGVQKDRMDKNASTFEDVTQVSSAYQKTVPVEAVTSKTSNIRANFENLAKE
KEQEDRRKAEAERAQRMAKERQEQEEARRKLEEQARAKTQTPPVSPAPQPTEERLPSSPV
YEDAASFKAELSYRGPVSGTEPEPVYSMEAADYREASSQQGLAYATEAVYESAEAPGHYP
AEDSTYDEYENDLGITAVALYDYQAAGDDEISFDPDDITITNIEMIDDGWWRGVCKGRYGL
FPANYVELRQ

>sp|P15531 |NDKA HUMAN Nucleoside diphosphate kinase A OS=Homo
sapiens 0X=9606 GN=NME1l PE=1 SV=1

MANCERTFIATIKPDGVQRGLVGEI IKRFEQKGFRLVGLKFMQASEDLLKEHYVDLKDRPF
FAGLVKYMHSGPVVAMVWEGLNVVKTGRVMLGETNPADSKPGTIRGDFCIQVGRNITHGS
DSVESAEKEIGLWFHPEELVDYTSCAQNWIYE

>sp|Q6ZMR3 | LDH6A HUMAN L-lactate dehydrogenase A-like 6A OS=Homo
sapiens 0X=9606 GN=LDHALG6A PE=1 SV=1
MATIKSELTIKNFAEEEATHHNKISIVGTGSVGVACAISILLKGLSDELVLVDVDEGKLKG
ETMDLOHGSPFMKMPNIVSSKDYLVTANSNLVIITAGARQKKGETRLDLVQRNVSIFKLM
IPNITQYSPHCKLLIVTNPVDILTYVAWKLSGFPKNRVIGSGCNLDSARFRYFIGQRLGI
HSESCHGLILGEHGDSSVPVWSGVNIAGVPLKDLNPDIGTDKDPEQWENVHKKVISSGYE
MVKMKGYTSWGISLSVADLTESILKNLRRVHPVSTLSKGLYGINEDIFLSVPCILGENGI
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TDLIKVKLTLEEEACLOQKSAETLWE IQKELKL

>sp|P50914 |RL14 HUMAN 60S ribosomal protein L14 OS=Homo sapiens
0X=9606 GN=RPL14 PE=1 SV=4
MVEFRREVEVGRVAYVSFGPHAGKLVAIVDVIDONRALVDGPCTQVRROAMPFKCMQLTDF
ILKFPHSAHQKYVRQAWQKADINTKWAATRWAKKIEARERKAKMTDFDRFKVMKAKKMRN
RITKNEVKKLOKAALLKASPKKAPGTKGTAAAAAAAAAAKRVPAKKITAASKKAPAQKVPA
QKATGOKAAPAPKAQKGOQKAPAQKAPAPKASGKKA

>sp|QI9NQ38 | ISKS5 HUMAN Serine protease inhibitor Kazal-type 5
OS=Homo sapiens 0X=9606 GN=SPINK5 PE=1 SV=2
MKIATVSVLLPLALCLIQDAASKNEDQEMCHEFQAFMKNGKLFCPQDKKEFFQSLDGIME T
NKCATCKMILEKEAKSQKRARHLARAPKATAPTELNCDDFKKGERDGDEFICPDYYEAVCG
TDGKTYDNRCALCAENAKTGSQIGVKSEGECKSSNPEQDVCSAFRPEFVRDGRLGCTREND
PVLGPDGKTHGNKCAMCAELFLKEAENAKREGETRIRRNAEKDFCKEYEKQVRNGRLECT
RESDPVRGPDGRMHGNKCALCAEIFKQRFSEENSKTDONLGKAEEKTKVKREIVKLCSQY
ONQAKNGILFCTRENDPIRGPDGKMHGNLCSMCQAYFQAENEEKKKAEARARNKRE SGKA
TSYAELCSEYRKLVRNGKLACTRENDPIQGPDGKVHGNTCSMCEVFFQAEEEEKKKKEGK
SRNKRQSKSTASFEELCSEYRKSRKNGRLEFCTRENDPIQGPDGKMHGNTCSMCEAFFQQE
ERARAKAKREAAKETICSEFRDQVRNGTLICTREHNPVRGPDGKMHGNKCAMCASVFEKLEE
EEKKNDKEEKGKVEAEKVKREAVQELCSEYRHYVRNGRLPCTRENDPIEGLDGKIHGNTC
SMCEAFFQQEAKEKERAEPRAKVKREAEKETCDEFRRLLONGKLEFCTRENDPVRGPDGKT
HGNKCAMCKAVFQKENEERKRKEEEDQRNAAGHGSSGGGGGNTQDECAEYREQMKNGRLS
CTRESDPVRDADGKSYNNQCTMCKAKLEREAERKNEYSRSRSNGTGSESGKDTCDEFRSQ
MKNGKLICTRESDPVRGPDGKTHGNKCTMCKEKLEREAAEKKKKEDEDRSNTGERSNTGE
RSNDKEDLCREFRSMQRNGKLICTRENNPVRGPYGKMHINKCAMCQSIFDREANERKKKD
EEKSSSKPSNNAKDECSEFRNYIRNNELICPRENDPVHGADGKFYTNKCYMCRAVFLTEA
LERAKLQEKPSHVRASQEEDSPDSESSLDSEMCKDYRVLPRIGYLCPKDLKPVCGDDGQT
YNNPCMLCHENLIRQTNTHIRSTGKCEESSTPGTTAASMPPSDE
>sp|P13637|AT1A3 HUMAN Sodium/potassium-transporting ATPase
subunit alpha-3 OS=Homo sapiens 0X=9606 GN=ATP1A3 PE=1 SV=3
MGDKKDDKDSPKKNKGKERRDLDDLKKEVAMTEHKMSVEEVCRKYNTDCVQGLTHSKAQE
ILARDGPNALTPPPTTPEWVKFCRQLFGGFSILLWIGAILCFLAYGIQAGTEDDPSGDNL
YLGIVLAAVVIITGCEFSYYQEAKSSKIMESFKNMVPQOALVIREGEKMQVNAEEVVVGDL
VEIKGGDRVPADLRIISAHGCKVDNSSLTGESEPQTRSPDCTHDNPLETRNITEFFSTNCV
EGTARGVVVATGDRTVMGRIATLASGLEVGKTPIATIEIEHFIQLITGVAVFLGVSFFILS
LILGYTWLEAVIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKNLEAVETLGST
STICSDKTGTLTONRMTVAHMWEDNQIHEADTTEDQSGTSEFDKSSHTWVALSHIAGLCNR
AVFKGGODNIPVLKRDVAGDASESALLKCIELSSGSVKLMRERNKKVAETPENSTNKYQL
SIHETEDPNDNRYLLVMKGAPERILDRCSTILLOGKEQPLDEEMKEAFQNAYLELGGLGE
RVLGFCHYYLPEEQFPKGFAFDCDDVNFTTDNLCFVGLMSMIDPPRAAVPDAVGKCRSAG
IKVIMVTGDHPITAKATAKGVGIISEGNETVEDIAARLNIPVSQVNPRDAKACVIHGTDL
KDFTSEQIDEILONHTEIVFARTSPOQOKLIIVEGCQROQGAIVAVTGDGVNDSPALKKADT
GVAMGIAGSDVSKQAADMILLDDNFASIVTGVEEGRLIFDNLKKSIAYTLTSNIPEITPF
LLFIMANIPLPLGTITILCIDLGTDMVPAISLAYEAAESDIMKROPRNPRTDKLVNERLT
SMAYGQIGMIQALGGFEFSYFVILAENGFLPGNLVGIRLNWDDRTVNDLEDSYGQQWTYEQ
RKVVEFTCHTAFFVSIVVVOWADLIICKTRRNSVFQOGMKNKILIFGLFEETALAAFLSY
CPGMDVALRMYPLKPSWWECAFPYSFLIFVYDEIRKLILRRNPGGWVEKETYY
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>sp|P13798 | ACPH_HUMAN Acylamino-acid-releasing enzyme OS=Homo
sapiens 0X=9606 GN=APEH PE=1 SV=4
MERQVLLSEPEEAAALYRGLSRQPALSAACLGPEVTTQYGGQYRTVHTEWTQRDLERMEN
IRFCRQYLVFHDGDSVVFAGPAGNSVETRGELLSRESPSGTMKAVLRKAGGTGPGEEKQF
LEVWEKNRKLKSEFNLSALEKHGPVYEDDCFGCLSWSHSETHLLYVAEKKRPKAESFFQTK
ALDVSASDDETIARLKKPDQATKGDQFVEYEDWGENMVSKSIPVLCVLDVESGNISVLEGV
PENVSPGQAFWAPGDAGVVEVGWWHEPFRLGIRFCTNRRSALYYVDLIGGKCELLSDDSL
AVSSPRLSPDQCRIVYLQYPSLTIPHHQCSQLCLYDWYTKVTSVVVDVVPRQLGENFSGIY
CSLLPLGCWSADSQRVVEDSAQRSRODLFAVDTQVGTVTSLTAGGSGGSWKLLTIDQODLM
VAQFSTPSLPPTLKVGFLPSAGKEQSVLWVSLEEAEPTPDITHWGIRVLOQPPPEQENVQYA
GLDFEAILLQPGSPPDKTQVPMVVMPHGGPHSSEFVTAWMLEFPAMLCKMGFAVLLVNYRGS
TGFGODSILSLPGNVGHQDVKDVQFAVEQVLOEEHFDASHVALMGGSHGGFISCHLIGQY
PETYRACVARNPVINIASMLGSTDIPDWCVVEAGFPFSSDCLPDLSVWAEMLDKSPIRYT
POVKTPLLLMLGQEDRRVPFKQGMEYYRALKTRNVPVRLLLYPKSTHALSEVEVESDSFEFM
NAVLWLRTHLGS

>sp|P52209| 6PGD_ HUMAN 6-phosphogluconate dehydrogenase,
decarboxylating OS=Homo sapiens 0X=9606 GN=PGD PE=1 SV=3
MAQADIALIGLAVMGONLILNMNDHGFVVCAFNRTVSKVDDFLANEAKGTKVVGAQSLKE
MVSKLKKPRRITILLVKAGQAVDDFIEKLVPLLDTGDIIIDGGNSEYRDTTRRCRDLKAKG
ILFVGSGVSGGEEGARYGPSLMPGGNKEAWPHIKTIFQGIAAKVGTGEPCCDWVGDEGAG
HEVKMVHENGIEYGDMQLICEAYHLMKDVLGMAQDEMAQAFEDWNKTELDSFLIEITANIL
KFODTDGKHLLPKIRDSAGQKGTGKWTAISALEYGVPVTLIGEAVFARCLSSLKDERIQA
SKKLKGPOKFQFDGDKKSFLEDIRKALYASKITISYAQGFMLLRQAATEFGWTLNYGGIAL
MWRGGCIIRSVFLGKIKDAFDRNPELONLLLDDFFKSAVENCQDSWRRAVSTGVQAGIPM
PCFTTALSFYDGYRHEMLPASLIQAQRDYFGAHTYELLAKPGQFIHTNWTGHGGTVSSSS
YNA

>sp|P05783|K1C18 HUMAN Keratin, type I cytoskeletal 18 OS=Homo
sapiens 0X=9606 GN=KRT18 PE=1 SV=2
MSFTTRSTEFSTNYRSLGSVQAPSYGARPVSSAASVYAGAGGSGSRISVSRSTSFRGGMGS
GGLATGIAGGLAGMGGIQNEKETMQSLNDRLASYLDRVRSLETENRRLESKIREHLEKKG
POQVRDWSHYFKITEDLRAQIFANTVDNARIVLQIDNARLAADDFRVKYETELAMRQSVEN
DIHGLRKVIDDTNITRLOQLETEIEALKEELLFMKKNHEEEVKGLOAQIASSGLTVEVDAP
KSODLAKIMADIRAQYDELARKNREELDKYWSQQIEESTTVVTTQSAEVGAAETTLTELR
RTVQSLEIDLDSMRNLKASLENSLREVEARYATLOMEQLNGILLHLESELAQTRAEGQRQA
QEYEALLNIKVKLEAETATYRRLLEDGEDEFNLGDALDSSNSMQTIQKTTTRRIVDGKVVS
ETNDTKVLRH

>sp |Q9NQC3 |RTN4 HUMAN Reticulon-4 OS=Homo sapiens 0X=9606 GN=RTN4
PE=1 SV=2
MEDLDQSPLVSSSDSPPRPOQPAFKYQFVREPEDEEEEEEEEEEDEDEDLEELEVLERKPA
AGLSAAPVPTAPAAGAPLMDEFGNDFVPPAPRGPLPAAPPVAPERQPSWDPSPVSSTVPAP
SPLSAAAVSPSKLPEDDEPPARPPPPPPASVSPQAEPVWTPPAPAPAAPPSTPAAPKRRG
SSGSVDETLFALPAASEPVIRSSAENMDLKEQPGNTISAGQEDFPSVLLETAASLPSLSP
LSAASFKEHEYLGNLSTVLPTEGTLOQENVSEASKEVSEKAKTLLIDRDLTEFSELEYSEM
GSSFSVSPKAESAVIVANPREEIIVKNKDEEEKLVSNNILHNQQELPTALTKLVKEDEVV
SSEKAKDSFNEKRVAVEAPMREEYADFKPFERVWEVKDSKEDSDMLAAGGKIESNLESKV
DKKCFADSLEQTNHEKDSESSNDDTSFPSTPEGIKDRSGAYITCAPFNPAATESTIATNIF
PLLGDPTSENKTDEKKIEEKKAQIVTEKNTSTKTSNPFLVAAQDSETDYVTTDNLTKVTE
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EVVANMPEGLTPDLVQEACESELNEVTGTKIAYETKMDLVQTSEVMQESLYPAAQLCPSF
EESEATPSPVLPDIVMEAPLNSAVPSAGASVIQPSSSPLEASSVNYESTIKHEPENPPPYE
EAMSVSLKKVSGIKEEIKEPENINAATLQETEAPYISTACDLIKETKLSAEPAPDESDYSE
MAKVEQPVPDHSELVEDSSPDSEPVDLFSDDSIPDVPQKQDETVMLVKESLTETSFESMI
EYENKEKLSALPPEGGKPYLESFKLSLDNTKDTLLPDEVSTLSKKEKIPLOMEELSTAVY
SNDDLEFISKEAQIRETETEFSDSSPIEIIDEFPTLISSKTDSEFSKLAREYTDLEVSHKSET
ANAPDGAGSLPCTELPHDLSLKNIQPKVEEKISFSDDFSKNGSATSKVLLLPPDVSALAT
QOAEIESIVKPKVLVKEAEKKLPSDTEKEDRSPSAIFSAELSKTSVVDLLYWRDIKKTGVV
FGASLFLLLSLTVFSIVSVTAYTIATLALLSVTISFRIYKGVIQAIQKSDEGHPFRAYLESE
VAISEELVQKYSNSALGHVNCTIKELRRLFLVDDLVDSLKFAVLMWVETYVGALFNGLTL
LILALISLFSVPVIYERHQAQIDHYLGLANKNVKDAMAKIQAKIPGLKRKAE
>sp|P28066|PSAS5 HUMAN Proteasome subunit alpha type-5 O0OS=Homo
sapiens 0X=9606 GN=PSMA5 PE=1 SV=3
MFLTRSEYDRGVNTFSPEGRLFQVEYATEAIKLGSTAIGIQTSEGVCLAVEKRITSPLME
PSSIEKIVEIDAHIGCAMSGLIADAKTLIDKARVETONHWETYNETMTVESVTQAVSNLA
LOFGEEDADPGAMSRPFGVALLFGGVDEKGPQLFHMDPSGTEFVQCDARAIGSASEGAQSS
LOEVYHKSMTLKEATKSSLITLKQVMEEKLNATNIELATVQPGONFHMEFTKEELEEVIKD
I

>sp | P47755|CAZAZ HUMAN F-actin-capping protein subunit alpha-2
OS=Homo sapiens 0X=9606 GN=CAPZA2 PE=1 SV=3
MADLEEQLSDEEKVRIAAKFITHAPPGEFNEVENDVRLLLNNDNLLREGAAHAFAQYNLD
QFTPVKIEGYEDQVLITEHGDLGNGKFLDPKNRICFKFDHLRKEATDPRPCEVENAVESW
RTSVETALRAYVKEHYPNGVCTVYGKKIDGQQTITACIESHQFOQAKNFWNGRWRSEWKET
ITPSTTQVVGILKIQVHYYEDGNVQLVSHKDIQDSLTVSNEVQTAKEFTIKIVEAAENEYQ
TAISENYQTMSDTTFKALRRQLPVTRTKIDWNKILSYKIGKEMQONA
>sp|P25705|ATPA HUMAN ATP synthase subunit alpha, mitochondrial
OS=Homo sapiens 0X=9606 GN=ATP5F1A PE=1 SV=1
MLSVRVAAAVVRALPRRAGLVSRNALGSSFIAARNFHASNTHLOQKTGTAEMSSILEERIL
GADTSVDLEETGRVLSIGDGIARVHGLRNVQAEEMVEFSSGLKGMSLNLEPDNVGVVVEG
NDKLIKEGDIVKRTGAIVDVPVGEELLGRVVDALGNAIDGKGPIGSKTRRRVGLKAPGII
PRISVREPMQTGIKAVDSLVPIGRGQRELIIGDRQTGKTSTIAIDTIINQKRENDGSDEKK
KLYCIYVAIGQKRSTVAQLVKRLTDADAMKYTIVVSATASDAAPLQYLAPYSGCSMGEYF
RDNGKHALIIYDDLSKQAVAYROMSLLLRRPPGREAYPGDVFYLHSRLLERAAKMNDAFG
GGSLTALPVIETQAGDVSAYIPTNVISITDGQIFLETELFYKGIRPAINVGLSVSRVGSA
AQTRAMKQVAGTMKLELAQYREVAAFAQFGSDLDAATQQLLSRGVRLTELLKQGQYSPMA
IEEQVAVIYAGVRGYLDKLEPSKITKFENAFLSHVVSQHQALLGTIRADGKISEQSDAKL
KEIVTNFLAGFEA

>sp|Q15019|SEPT2 HUMAN Septin-2 OS=Homo sapiens OX=9606 GN=SEPTINZ2
PE=1 SvV=1
MSKQOPTQFINPETPGYVGFANLPNQVHRKSVKKGFEFTLMVVGESGLGKSTLINSLELT
DLYPERVIPGAAEKIERTVQIEASTVEIEERGVKLRLTVVDTPGYGDAINCRDCFKTIIS
YIDEQFERYLHDESGLNRRHIIDNRVHCCFYFISPFGHGLKPLDVAFMKATHNKVNIVPV
TAKADTLTLKERERLKKRILDEIEEENIKIYHLPDAESDEDEDFKEQTRLLKASTIPFSVV
GSNQLIEAKGKKVRGRLYPWGVVEVENPEHNDFLKLRTMLITHMODLOQEVTQDLHYENFR
SERLKRGGRKVENEDMNKDQILLEKEAELRRMOEMTARMQAQMOMOMOGGDGDGGALGHH
\Y%
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>sp|P08123|CO1AZ HUMAN Collagen alpha-2(I) chain OS=Homo sapiens
0X=9606 GN=COL1lA2 PE=1 SV=7
MLSFVDTRTLLLLAVTLCLATCQSLQEETVRKGPAGDRGPRGERGPPGPPGRDGEDGPTG
PPGPPGPPGPPGLGGNFAAQYDGKGVGLGPGPMGLMGPRGPPGAAGAPGPQOGFQGPAGEP
GEPGQTGPAGARGPAGPPGKAGEDGHPGKPGRPGERGVVGPQGARGFPGTPGLPGFKGIR
GHNGLDGLKGQPGAPGVKGEPGAPGENGTPGQTGARGLPGERGRVGAPGPAGARGSDGSV
GPVGPAGPIGSAGPPGFPGAPGPKGEIGAVGNAGPAGPAGPRGEVGLPGLSGPVGPPGNP
GANGLTGAKGAAGLPGVAGAPGLPGPRGIPGPVGAAGATGARGLVGEPGPAGSKGESGNK
GEPGSAGPQGPPGPSGEEGKRGPNGEAGSAGPPGPPGLRGSPGSRGLPGADGRAGVMGPP
GSRGASGPAGVRGPNGDAGRPGEPGLMGPRGLPGSPGNIGPAGKEGPVGLPGIDGRPGPT
GPAGARGEPGNIGFPGPKGPTGDPGKNGDKGHAGLAGARGAPGPDGNNGAQGPPGPQGVQ
GGKGEQGPPGPPGFQGLPGPSGPAGEVGKPGERGLHGEFGLPGPAGPRGERGPPGESGAA
GPTGPIGSRGPSGPPGPDGNKGEPGVVGAVGTAGPSGPSGLPGERGAAGIPGGKGEKGEP
GLRGEIGNPGRDGARGAPGAVGAPGPAGATGDRGEAGAAGPAGPAGPRGSPGERGEVGPA
GPNGFAGPAGAAGQPGAKGERGAKGPKGENGVVGPTGPVGAAGPAGPNGPPGPAGSRGDG
GPPGMTGFPGAAGRTGPPGPSGISGPPGPPGPAGKEGLRGPRGDQGPVGRTGEVGAVGPP
GFAGEKGPSGEAGTAGPPGTPGPQGLLGAPGILGLPGSRGERGLPGVAGAVGEPGPLGIA
GPPGARGPPGAVGSPGVNGAPGEAGRDGNPGNDGPPGRDGQPGHKGERGYPGNIGPVGAA
GAPGPHGPVGPAGKHGNRGETGPSGPVGPAGAVGPRGPSGPQGIRGDKGEPGEKGPRGLP
GLKGHNGLOQGLPGIAGHHGDQGAPGSVGPAGPRGPAGPSGPAGKDGRTGHPGTVGPAGIR
GPQGHQGPAGPPGPPGPPGPPGVSGGGYDFGYDGDFYRADQPRSAPSLRPKDYEVDATLK
SLNNQIETLLTPEGSRKNPARTCRDLRLSHPEWSSGYYWIDPNQGCTMDAIKVYCDFESTG
ETCIRAQPENIPAKNWYRSSKDKKHVWLGETINAGSQFEYNVEGVTSKEMATQLAFMRLL
ANYASQNITYHCKNSIAYMDEETGNLKKAVILQOGSNDVELVAEGNSRETYTVLVDGCSKK
TNEWGKTIIEYKTNKPSRLPFLDIAPLDIGGADQEFFVDIGPVCFK
>sp|Q9NZD2 | GLTP_HUMAN Glycolipid transfer protein OS=Homo sapiens
0X=9606 GN=GLTP PE=1 SV=3
MALLAEHLLKPLPADKQIETGPFLEAVSHLPPFFDCLGSPVFTPIKADISGNITKIKAVY
DTNPAKFRTLONILEVEKEMYGAEWPKVGATLALMWLKRGLRFIQVFLOSTICDGERDENH
PNLIRVNATKAYEMALKKYHGWIVQKIFQAALYAAPYKSDFLKALSKGONVTEEECLEKT
RLFLVNYTATIDVIYEMYTOMNAELNYKV

>sp|P63151|2ABA HUMAN Serine/threonine-protein phosphatase 2A 55
kDa regulatory subunit B alpha isoform OS=Homo sapiens 0X=9606
GN=PPP2R2A PE=1 SV=1
MAGAGGGNDIQWCEFSQVKGAVDDDVAEADIISTVEFNHSGELLATGDKGGRVVIFQQEQE
NKIQSHSRGEYNVYSTFQSHEPEFDYLKSLEIEEKINKIRWLPOQKNAAQFLLSTNDKTIK
LWKISERDKRPEGYNLKEEDGRYRDPTTVTTLRVPVEFRPMDLMVEASPRRIFANAHTYHT
NSISINSDYETYLSADDLRINLWHLEITDRSEFNIVDIKPANMEELTEVITAAEFHPNSCN
TEVYSSSKGTIRLCDMRASALCDRHSKLFEEPEDPSNRSFFSEIISSTISDVKESHSGRYM
MTRDYLSVKIWDLNMENRPVETYQVHEYLRSKLCSLYENDCIFDKFECCWNGSDSVVMTG
SYNNFFRMEDRNTKRDITLEASRENNKPRTVLKPRKVCASGKRKKDEISVDSLDENKKIL
HTAWHPKENITAVATTNNLYIFQDKVN

>sp|P62829|RL23 HUMAN 60S ribosomal protein L23 OS=Homo sapiens
0X=9606 GN=RPL23 PE=1 SV=1
MSKRGRGGSSGAKFRISLGLPVGAVINCADNTGAKNLYTITSVKGIKGRLNRLPAAGVGDM
VMATVKKGKPELRKKVHPAVVIRQRKSYRRKDGVFLYFEDNAGVIVNNKGEMKGSATITGP
VAKECADLWPRIASNAGSIA
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>sp|P62269|RS18 HUMAN 40S ribosomal protein S18 OS=Homo sapiens
0X=9606 GN=RPS18 PE=1 SV=3
MSLVIPEKFQHILRVLNTNIDGRRKIAFATTATKGVGRRYAHVVLRKADIDLTKRAGELT
EDEVERVITIMONPRQYKIPDWEFLNRQKDVKDGKYSQVLANGLDNKLREDLERLKKIRAH
RGLRHFWGLRVRGQHTKTTGRRGRTVGVSKKK

>sp|Q9H299 | SH3L3 HUMAN SH3 domain-binding glutamic acid-rich-like
protein 3 OS=Homo sapiens 0X=9606 GN=SH3BGRL3 PE=1 SV=1
MSGLRVYSTSVTGSREIKSQQSEVTRILDGKRIQYQLVDISQODNALRDEMRALAGNPKAT
PPOQIVNGDQYCGDYELFVEAVEQNTLOQEFLKLA

>sp|Q9GZP4 |PITH1 HUMAN PITH domain-containing protein 1 OS=Homo
sapiens 0X=9606 GN=PITHD1 PE=1 SV=1
MSHGHSHGGGGCRCAAEREEPPEQRGLAYGLYLRIDLERLQCLNESREGSGRGVEFKPWEE
RTDRSKEFVESDADEELLEFNIPFTGNVKLKGIIIMGEDDDSHPSEMRLYKNIPQOMSFDDTE
REPDOQTFSLNRDLTGELEYATKISRESNVYHLSTHISKNFGADTTKVEYIGLRGEWTELR
RHEVTICNYEASANPADHRVHQVTPQTHFIS

>sp Q13561 |DCTN2 HUMAN Dynactin subunit 2 OS=Homo sapiens 0X=9606
GN=DCTN2 PE=1 SV=4
MADPKYADLPGIARNEPDVYETSDLPEDDQAEFDAEELTSTSVEHI IVNPNAAYDKEKDK
RVGTKGLDEFSDRIGKTKRTGYESGEYEMLGEGLGVKETPQOKYQRLLHEVQELTTEVEKT
KTTVKESATEEKLTPVLLAKQLAALKQQOLVASHLEKLLGPDAAINLTDPDGALAKRLLLQ
LEATKNSKGGSGGKTTGTPPDSSLVTYELHSRPEQDKFSQAAKVAELEKRLTELETAVRC
DODAQNPLSAGLQGACLMETVELLQAKVSALDLAVLDQVEARLQSVLGKVNETAKHKASV
EDADTQSKVHQLYETIQRWSPIASTLPELVQRLVTIKQLHEQAMOFGQLLTHLDTTQQOMTI
ANSLKDNTTLLTQVQTTMRENLATVEGNFASIDERMKKLGK

>sp|Q9BQ50 | TREXZ2 HUMAN Three prime repalr exonuclease 2 OS=Homo
sapiens 0X=9606 GN=TREX2 PE=1 SV=2
MSEAPRAETFVFLDLEATGLPSVEPETIAELSLFAVHRSSLENPEHDESGALVLPRVLDKL
TLCMCPERPFTAKASEITGLSSEGLARCRKAGFDGAVVRTLOAFLSRQAGPICLVAHNGE
DYDFPLLCAELRRLGARLPRDTVCLDTLPALRGLDRAHSHGTRARGROGYSLGSLFHRYF
RAEPSAAHSAEGDVHTLLLIFLHRAAELLAWADEQARGWAHIEPMYLPPDDPSLEA
>sp|P10619|PPGB_HUMAN Lysosomal protective protein OS=Homo sapiens
0X=9606 GN=CTSA PE=1 SV=2
MIRAAPPPLFLLLLLLLLLVSWASRGEAAPDQDEIQRLPGLAKQPSFRQYSGYLKGSGSK
HLHYWFVESQKDPENSPVVLWLNGGPGCSSLDGLLTEHGPFLVQPDGVTLEYNPYSWNLT
ANVLYLESPAGVGFSYSDDKEFYATNDTEVAQSNFEALQDFFRLFPEYKNNKLFLTGESYA
GIYIPTLAVLVMQDPSMNLQGLAVGNGLSSYEQNDNSLVYFAYYHGLLGNRLWSSLQTHC
CSONKCNEYDNKDLECVTNLQEVARIVGNSGLNIYNLYAPCAGGVPSHFRYEKDTVVVQD
LGNIFTRLPLKRMWHQALLRSGDKVRMDPPCTNTTAASTYLNNPYVRKALNIPEQLPQWD
MCNFLVNLQYRRLYRSMNSQYLKLLSSQKYQILLYNGDVDMACNEFMGDEWEVDSLNQKME
VORRPWLVKYGDSGEQIAGEFVKEFSHIAFLTIKGAGHMVPTDKPLAAFTMESREFLNKQPY
>sp|Q6ZRVZ|FA83H HUMAN Protein FAM83H OS=Homo sapiens O0X=9606
GN=FAM83H PE=1 SV=3
MARRSQSSSQGDNPLAPGYLPPHYKEYYRLAVDALAEGGSEAYSRFLATEGAPDFLCPEE
LEHVSRHLRPPQYVTREPPEGSLLDVDMDGSSGTYWPVNSDQAVPELDLGWPLTEFGEFQGT
EVTTLVQPPPPDSPSIKDEARRMIRSAQQVVAVVMDMEFTDVDLLSEVLEAAARRVPVYIL
LDEMNAQHFLDMADKCRVNLQHVDFLRVRTVAGPTYYCRTGKSFKGHVKEKFLLVDCAVV
MSGSYSFMWSFEKIHRSLAHVFQGELVSSFDEEFRILFAQSEPLVPSAAALARMDAYALA
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PYAGAGPLVGVPGVGAPTPFSFPKRAHLLFPPPREEGLGFPSFLDPDRHFLSAFRREEPP
RMPGGALEPHAGLRPLSRRLEAEAGPAGELAGARGFFQARHLEMDAFKRHSFATEGAGAV
ENFAAARQVSROQTFLSHGDDFRFQTSHEHRDQLYQQQYQWDPQLTPARPOQGLFEKLRGGR
AGFADPDDFTLGAGPRFPELGPDGHQRLDYVPSSASREVRHGSDPAFAPGPRGLEPSGAP
RPNLTQRFPCOAAARPGPDPAPEAEPERRGGPEGRAGLRRWRLASYLSGCHGEDGGDDGL
PAPMEAEAYEDDVLAPGGRAPAGDLLPSAFRVPAAFPTKVPVPGPGSGGNGPEREGPEEP
GLAKQODSFRSRLNPLVQRSSRLRSSLIFSTSQAEGAAGAAAATEKVQLLHKEQTVSETLG
PGGEAVRSAASTKVAELLEKYKGPARDPGGGAGAITVASHSKAVVSQAWREEVAAPGAVG
GERRSLESCLLDLRDSFAQQLHQEAERQPGAASLTAAQLLDTLGRSGSDRLPSRFLSAQS
HSTSPQGLDSPLPLEGSGAHQVLHNESKGSPTSAYPERKGSPTPGEFSTRRGSPTTGEFIEQ
KGSPTSAYPERRGSPVPPVPERRSSPVPPVPERRGSLTLTISGESPKAGPAEEGPSGPME
VLRKGSLRLROQLLSPKGERRMEDEGGFPVPOENGOPESPRRLSLGQGDSTEAATEERGPR
ARLSSATANALYSSNLRDDTKAILEQTISAHGQKHRAVPAPSPGPTHNSPELGRPPAAGVL
APDMSDKDKCSAIFRSDSLGTQGRLSRTLPASAEERDRLLRRME SMRKEKRVYSREEVEC
KKEEASSPGAGEGPAEEGTRDSKVGKEFVPKILGTEFKSKK
>sp|P62333|PRS1I0 HUMAN 26S proteasome regulatory subunit
OS=Homo sapiens 0X=9606 GN=PSMC6 PE=1 SV=1
MADPRDKALQDYRKKLLEHKETIDGRLKELREQLKELTKQYEKSENDLKALQSVGQIVGEV
LKOQLTEEKFIVKATNGPRYVVGCRRQLDKSKLKPGTRVALDMTTLTIMRYLPREVDPLVY
NMSHEDPGNVSYSEIGGLSEQIRELREVIELPLTNPELFQRVGIIPPKGCLLYGPPGTGK
TLLARAVASQLDCNFLKVVSSSIVDKYIGESARLIREMENYARDHQPCIIFMDEIDAIGG
RREFSEGTSADREIQRTLMELLNOMDGEDTLHRVKMIMATNRPDTLDPALLRPGRLDRKIH
IDLPNEQARLDILKIHAGPITKHGEIDYEAIVKLSDGENGADLRNVCTEAGMFATRADHD
FVVQEDFMKAVRKVADSKKLESKLDYKPV

10B

>sp|P53634 |CATC _HUMAN Dipeptidyl peptidase 1 OS=Homo sapiens

0X=9606 GN=CTSC PE=1 SV=2
MGAGPSLLLAALLLLLSGDGAVRCDTPANCTYLDLLGTWVFQVGSSGSQRDVNCSVMGPQ
EKKVVVYLOKLDTAYDDLGNSGHFTIIYNQGFEIVLNDYKWFAFFKYKEEGSKVTTYCNE
TMTGWVHDVLGRNWACFTGKKVGTASENVYVNIAHLKNSQEKYSNRLYKYDHNEFVKAINA
IQKSWTATTYMEYETLTLGDMIRRSGGHSRKIPRPKPAPLTAEIQQKILHLPTSWDWRNV
HGINEFVSPVRNQASCGSCYSFASMGMLEARIRILTNNSQTPILSPQEVVSCSQYAQGCEG
GFPYLIAGKYAQDFGLVEEACFPYTGTDSPCKMKEDCFRYYSSEYHYVGGEFYGGCNEALM
KLELVHHGPMAVAFEVYDDFLHYKKGIYHHTGLRDPFNPFELTNHAVLLVGYGTDSASGM
DYWIVKNSWGTGWGENGYFRIRRGTDECATESTAVAATPIPKL

>sp| 075367 |H2AY HUMAN Core histone macro-H2A.1 OS=Homo sapiens

0X=9606 GN=MACROH2A1l PE=1 SV=4
MSSRGGKKKSTKTSRSAKAGVIFPVGRMLRYTIKKGHPKYRIGVGAPVYMAAVLEYLTAET
LELAGNAARDNKKGRVTPRHILLAVANDEELNQLLKGVTIASGGVLPNIHPELLAKKRGS
KGKLEAIITPPPAKKAKSPSQKKPVSKKAGGKKGARKSKKKOGEVSKAASADSTTEGTPA
DGFTVLSTKSLEFLGOKLNLIHSEISNLAGFEVEAIINPTNADIDLKDDLGNTLEKKGGKE
FVEAVLELRKKNGPLEVAGAAVSAGHGLPAKFVIHCNSPVWGADKCEELLEKTVKNCLAL
ADDKKLKSIAFPSIGSGRNGEPKQTAAQLILKAISSYFVSTMSSSIKTVYEVLEDSESIG
IYVOEMAKLDAN

>sp|P16402|H13 HUMAN Histone H1.3 OS=Homo sapiens 0X=9606 GN=HI1-3

PE=1 SV=2
MSETAPLAPTIPAPAEKTPVKKKAKKAGATAGKRKASGPPVSELITKAVAASKERSGVSL
AATLKKALAAAGYDVEKNNSRIKLGLKSLVSKGTLVQTKGTGASGSFKLNKKAASGEGKPK
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AKKAGAAKPRKPAGAAKKPKKVAGAATPKKSIKKTPKKVKKPATAAGTKKVAKSAKKVKT
POPKKAAKSPAKAKAPKPKAAKPKSGKPKVTKAKKAAPKKK

>sp|P16403|H12 HUMAN Histone H1.2 OS=Homo sapiens 0X=9606 GN=H1-2
PE=1 SV=2
MSETAPAAPAAAPPAEKAPVKKKAAKKAGGTPRKASGPPVSELITKAVAASKERSGVSLA
ALKKALAAAGYDVEKNNSRIKLGLKSLVSKGTLVQTKGTGASGSFKLNKKAASGEAKPKV
KKAGGTKPKKPVGAAKKPKKAAGGATPKKSAKKTPKKAKKPAAATVTKKVAKSPKKAKVA
KPKKAAKSAAKAVKPKAAKPKVVKPKKAAPKKK

>sp|P10412|H14 HUMAN Histone H1.4 OS=Homo sapiens O0X=9606 GN=H1-4
PE=1 SV=2
MSETAPAAPAAPAPAEKTPVKKKARKSAGAAKRKASGPPVSELITKAVAASKERSGVSLA
ATLKKALAAAGYDVEKNNSRIKLGLKSLVSKGTLVQTKGTGASGSFKLNKKAASGEAKPKA
KKAGAAKAKKPAGAAKKPKKATGAATPKKSAKKTPKKAKKPAAAAGAKKAKSPKKAKAAK
PKKAPKSPAKAKAVKPKAAKPKTAKPKAAKPKKAAAKKK

>sp|Q02539|H11 HUMAN Histone H1.l OS=Homo sapiens 0X=9606 GN=H1l-1
PE=1 SV=3
MSETVPPAPAASAAPEKPLAGKKAKKPAKAAAASKKKPAGPSVSELIVQAASSSKERGGV
SLAALKKALAAAGYDVEKNNSRIKLGIKSLVSKGTLVQTKGTGASGSFKLNKKASSVETK
PGASKVATKTKATGASKKLKKATGASKKSVKTPKKAKKPAATRKSSKNPKKPKTVKPKKV
AKSPAKAKAVKPKAAKARVTKPKTAKPKKAAPKKK

>sp|P22492 |H1T HUMAN Histone Hl1t OS=Homo sapiens 0X=9606 GN=HI1-6
PE=2 SV=4
MSETVPAASASAGVAAMEKLPTKKRGRKPAGLISASRKVPNLSVSKLITEALSVSQERVG
MSLVALKKALAAAGYDVEKNNSRIKLSLKSLVNKGILVQTRGTGASGSFKLSKKVIPKST
RSKAKKSVSAKTKKLVLSRDSKSPKTAKTNKRAKKPRATTPKTVRSGRKAKGAKGKQQOQOK
SPVKARASKSKLTQHHEVNVRKATSKK

>sp|P62913|RL11 HUMAN 60S ribosomal protein L11 OS=Homo sapiens
0X=9606 GN=RPL11 PE=1 SV=2
MAQDQGEKENPMRELRIRKLCLNICVGESGDRLTRAAKVLEQLTGQTPVEFSKARYTVRSF
GIRRNEKIAVHCTVRGAKAEEILEKGLKVREYELRKNNFSDTGNFGFGIQEHIDLGIKYD
PSIGIYGLDFYVVLGRPGFSIADKKRRTGCIGAKHRISKEEAMRWEQOKYDGIILPGK
>sp|Q9BYS1 |KRAL1S HUMAN Keratin-associated protein 1-5 0OS=Homo
sapiens 0X=9606 GN=KRTAP1-5 PE=1 SV=1
MTCCQTSFCGYPSFSISGTCGSSCCQPSCCETSCCQPRSCQTSFCGFPSESTSGTCSSSC
CQPSCCETSCCQPSCCETSCCQPSCCQISSCGTGCGIGGGISYGQEGSSGAVSTRIRWCR
PDSRVEGTYLPPCCVVSCTPPSCCQLHHAQASCCRPSYCGQSCCRPVCCCEPTC
>sp|P20290|BTF3 _HUMAN Transcription factor BTF3 OS=Homo sapiens
0X=9606 GN=BTF3 PE=1 SV=1
MRRTGAPAQADSRGRGRARGGCPGGEATLSQPPPRGGTRGQEPOMKETIMNQEKLAKLQA
QVRIGGKGTARRKKKVVHRTATADDKKLOQFSLKKLGVNNISGIEEVNMETNQGTVIHENN
PKVOASLAANTEFTITGHAETKQLTEMLPSILNQLGADSLTSLRRLAEALPKQSVDGKAPL
ATGEDDDDEVPDLVENFDEASKNEAN

>sp|P25788 | PSA3 HUMAN Proteasome subunit alpha type-3 0OS=Homo
sapiens 0X=9606 GN=PSMA3 PE=1 SV=2
MSSIGTGYDLSASTFSPDGRVEFQVEYAMKAVENSSTAIGIRCKDGVVFGVEKLVLSKLYE
EGSNKRLENVDRHVGMAVAGLLADARSLADIAREEASNFRSNEFGYNIPLKHLADRVAMYV
HAYTLYSAVRPFGCSFMLGSYSVNDGAQLYMIDPSGVSYGYWGCAIGKARQAAKTETEKL
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OMKEMTCRDIVKEVAKIIYIVHDEVKDKAFELELSWVGELTNGRHEIVPKDIREEAEKYA
KESLKEEDESDDDNM

>sp|Q9UQ80 | PA2G4 HUMAN Proliferation-associated protein
OS=Homo sapiens 0X=9606 GN=PA2G4 PE=1 SV=3
MSGEDEQQEQTIAEDLVVTKYKMGGDIANRVLRSLVEASSSGVSVLSLCEKGDAMIMEET
GKIFKKEKEMKKGIAFPTSISVNNCVCHFSPLKSDOQDYILKEGDLVKIDLGVHVDGFIAN
VAHTEFVVDVAQGTQVTGRKADVIKAAHLCAEAALRLVKPGNONTQVTEAWNKVAHSENCT
PIEGMLSHQLKQHVIDGEKTIIQNPTDQQKKDHEKAEFEVHEVYAVDVLVSSGEGKAKDA
GOQRTTIYKRDPSKQYGLKMKTSRAFFSEVERRFDAMPFTLRAFEDEKKARMGVVECAKHE
LLOPFNVLYEKEGEFVAQFKFTVLLMPNGPMRITSGPFEPDLYKSEMEVQDAELKALLQS
SASRKTQKKKKKKASKTAENATSGETLEENEAGD

2G4

>sp Q14152 |EIF3A HUMAN Eukaryotic translation initiation factor 3

subunit A OS=Homo sapiens 0X=9606 GN=EIF3A PE=1 SV=1
MPAYFQRPENALKRANEFLEVGKKQPALDVLYDVMKSKKHRTWQKTITHEPIMLKYLELCVD
LRKSHLAKEGLYQYKNICQQVNIKSLEDVVRAYLKMAEEKTEAAKEESQOMVLDIEDLDN
IQTPESVLLSAVSGEDTQDRTDRLLLTPWVKELWESYRQCLDLLRNNSRVERLYHDTIAQQ
AFKFCLOYTRKAEFRKLCDNLRMHLSQTQRHHNQSTAINLNNPESQSMHLETRLVQLDSA
ISMELWQEAFKAVEDTHGLEFSLSKKPPKPQLMANYYNKVSTVEFWKSGNALFHASTLHRLY
HLSREMRKNLTQDEMORMSTRVLLATLSIPITPERTDIARLLDMDGIIVEKQRRLATLLG
LOAPPTRIGLINDMVRENVLOYVVPEVKDLYNWLEVEFNPLKLCERVTKVLNWVREQPEK
EPELQQOYVPQLONNTILRLLOQVSQIYQSIEFSRLTSLVPEFVDAFQLERAIVDAARHCDL
QVRIDHTSRTLSFGSDLNYATREDAPIGPHLQSMPSEQIRNQLTAMSSVLAKALEVIKPA
HITQEKEEQHQLAVTAYLKNSRKEHQRILARROQTIEERKERLESLNIQREKEELEQREAE
LOKVRKAEEERLRQEAKEREKERILOQEHEQIKKKTVRERLEQIKKTELGAKAFKDIDIED
LEELDPDFIMAKQVEQLEKEKKELQERLKNQEKKIDYFERAKRLEEIPLIKSAYEEQRIK
DMDLWEQQEEERITTMQLEREKALEHKNRMSRMLEDRDLEFVMRLKAARQSVYEEKLKQFE
ERLAEERHNRLEERKRQRKEERRITYYREKEEEEQRRAEEQMLKEREERERAERAKREEE
LREYQERVKKLEEVERKKROQRELETEERERRREEERRLGDSSLSRKDSRWGDRDSEGTWR
KGPEADSEWRRGPPEKEWRRGEGRDEDRSHRRDEERPRRLGDDEDREPSTRPDDDRVPRR
GMDDDRGPRRGPEEDRFSRRGADDDRPSWRNTDDDRPPRRIADEDRGNWRHADDDRPPRR
GLDEDRGSWRTADEDRGPRRGMDDDRGPRRGGADDERSSWRNADDDRGPRRGLDDDRGPR
RGMDDDRGPRRGMDDDRGPRRGMDDDRGPRRGLDDDRGPWRNADDDRIPRRGAEDDRGPW
RNMDDDRLSRRADDDRFPRRGDDSRPGPWRPLVKPGGWREKEKAREESWGPPRESRPSEE
REWDREKERDRDNQDREENDKDPERERDRERDVDREDRFRRPRDEGGWRRGPAEESSSWR
DSSRRDDRDRDDRRRERDDRRDLRERRDLRDDRDRRGPPLRSEREEVSSWRRADDRKDDR
VEERDPPRRVPPPALSRDRERDRDREREGEKEKASWRAEKDRESLRRTKNETDEDGWTTV
RR

>sp|P51659 | DHB4 HUMAN Peroxisomal multifunctional enzyme type 2

OS=Homo sapiens 0X=9606 GN=HSD17B4 PE=1 SV=3

MGSPLRFDGRVVLVTGAGAGLGRAYALAFAERGALVVVNDLGGDFKGVGKGSLAADKVVE
ETRRRGGKAVANYDSVEEGEKVVKTALDAFGRIDVVVNNAGILRDRSFARISDEDWDITH
RVHLRGSFQVTRAAWEHMKKQKYGRITMTSSASGIYGNFGQANYSAAKLGLLGLANSLAT
EGRKSNIHCNTIAPNAGSRMTQTVMPEDLVEALKPEYVAPLVLWLCHESCEENGGLFEVG
AGWIGKLRWERTLGAIVRQKNHPMTPEAVKANWKKICDFENASKPQSIQESTGSIIEVLS
KIDSEGGVSANHTSRATSTATSGFAGAIGQKLPPFSYAYTELEATMYALGVGASIKDPKD
LKFIYEGSSDFSCLPTFGVIIGQOKSMMGGGLAETIPGLSINFAKVLHGEQYLELYKPLPRA
GKLKCEAVVADVLDKGSGVVIIMDVYSYSEKELTICHNQFSLFLVGSGGEFGGKRTSDKVKV
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AVATIPNRPPDAVLTDTTSLNQAALYRLSGDWNPLHIDPNFASLAGFDKPILHGLCTFEGFES
ARRVLQOQFADNDVSRFKATIKARFAKPVYPGOTLOQTEMWKEGNRIHFQTKVQETGDIVISN
AYVDLAPTSGTSAKTPSEGGKLOSTEFVFEEIGRRLKDIGPEVVKKVNAVFEWHITKGGNI
GAKWTIDLKSGSGKVYQGPAKGAADTTIILSDEDFMEVVLGKLDPOQKAFFSGRLKARGNT
MLSQKLOMILKDYAKL

>sp|P40429|RL13A HUMAN 60S ribosomal protein Ll3a OS=Homo sapiens
0X=9606 GN=RPL13A PE=1 SV=2
MAEVQVLVLDGRGHLLGRLAAIVAKQVLLGRKVVVVRCEGINISGNEFYRNKLKYLAFLRK
RMNTNPSRGPYHFRAPSRIFWRTVRGMLPHKTKRGQAATLDRLKVEFDGI PPPYDKKKRMVV
PAALKVVRLKPTRKFAYLGRLAHEVGWKYQAVTATLEEKRKEKAKIHYRKKKQLMRLRKQ
AEKNVEKKIDKYTEVLKTHGLLV

>sp|Q96FQ6|S10AG HUMAN Protein S100-Al6 OS=Homo sapiens O0X=9606
GN=S100Al6 PE=1 SV=1
MSDCYTELEKAVIVLVENFYKYVSKYSLVKNKISKSSFREMLOQKELNHMLSDTGNRKAAD
KLTONLDANHDGRISFDEYWTLIGGITGPIAKLIHEQEQQSSS

>sp Q15828 |CYTM HUMAN Cystatin-M OS=Homo sapiens O0X=9606 GN=CST6
PE=1 SvV=1
MARSNLPLALGLALVAFCLLALPRDARARPQERMVGELRDLSPDDPQVQKAAQAAVASYN
MGSNSIYYFRDTHITIKAQSQLVAGIKYFLTMEMGSTDCRKTRVTGDHVDLTTCPLAAGAQ
QEKLRCDFEVLVVPWONSSQLLKHNCVQM

>sp|Q13200|PSMD2 HUMAN 26S proteasome non-ATPase regulatory
subunit 2 OS=Homo sapiens 0X=9606 GN=PSMD2 PE=1 SV=3
MEEGGRDKAPVQPQOSPAAAPGGTDEKPSGKERRDAGDKDKEQELSEEDKQLODELEMLV
ERLGEKDTSLYRPALEELRRQIRSSTTSMTSVPKPLKFLRPHYGKLKETIYENMAPGENKR
FAADITISVLAMTMSGERECLKYRLVGSQEELASWGHEYVRHLAGEVAKEWQELDDAEKVQ
REPLLTLVKEIVPYNMAHNAEHEACDLLMEIEQVDMLEKDIDENAYAKVCLYLTSCVNYV
PEPENSALLRCALGVFRKFSRFPEALRLALMLNDMELVEDIFTSCKDVVVQKQOMAFMLGR
HGVFLELSEDVEEYEDLTEIMSNVQLNSNFLALARELDIMEPKVPDDIYKTHLENNRFGG
SGSQVDSARMNLASSEFVNGEFVNAAFGOQDKLLTDDGNKWLYKNKDHGMLSAAASTLGMILLW
DVDGGLTQIDKYLYSSEDYIKSGALLACGIVNSGVRNECDPALALLSDYVLHNSNTMRLG
SIFGLGLAYAGSNREDVLTLLLPVMGDSKSSMEVAGVTALACGMIAVGSCNGDVTSTILQ
TIMEKSETELKDTYARWLPLGLGLNHLGKGEATIEAILAALEVVSEPFRSFANTLVDVCAY
AGSGNVLKVQQLLHICSEHFDSKEKEEDKDKKEKKDKDKKEAPADMGAHQGVAVLGIALI
AMGEETIGAEMALRTFGHLLRYGEPTLRRAVPLALALISVSNPRLNILDTLSKEFSHDADPE
VSYNSIFAMGMVGSGTNNARLAAMLRQLAQYHAKDPNNLFMVRLAQGLTHLGKGTLTLCP
YHSDROQLMSQVAVAGLLTVLVSFLDVRNIILGKSHYVLYGLVAAMQPRMLVTFDEELRPL
PVSVRVGQAVDVVGQAGKPKTITGFQTHTTPVLLAHGERAELATEEFLPVTPILEGEVIL
RKNPNYDL

>sp|P48147|PPCE _HUMAN Prolyl endopeptidase OS=Homo sapiens 0X=9606
GN=PREP PE=1 SV=2
MLSLQYPDVYRDETAVQDYHGHKICDPYAWLEDPDSEQTKAFVEAQNKITVPFLEQCPIR
GLYKERMTELYDYPKYSCHFKKGKRYFYFYNTGLONQRVLYVQDSLEGEARVFLDPNILS
DDGTVALRGYAFSEDGEYFAYGLSASGSDWVTIKEFMKVDGAKELPDVLERVKESCMAWTH
DGKGMEFYNSYPQODGKSDGTETSTNLHQKLYYHVLGTDQSEDILCAEFPDE PKWMGGAEL
SDDGRYVLLSTIREGCDPVNRLWYCDLOQQESSGIAGILKWVKLIDNFEGEYDYVTNEGTVEF
TEFKTNRQSPNYRVINIDFRDPEESKWKVLVPEHEKDVLEWIACVRSNEFLVLCYLHDVKNT
LOLHDLTTGALLKTFPLDVGSIVGYSGOQKKDTEIFYQFTSFLSPGIIYHCDLTKEELEPR
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VFREVTVKGIDASDYQTVQIFYPSKDGTKIPMEFIVHKKGIKLDGSHPAFLYGYGGENIST
TPNYSVSRLTIFVRHMGGILAVANIRGGGEYGETWHKGGILANKQNCFDDFQCAAEYLIKE
GYTSPKRLTINGGSNGGLLVAACANQRPDLEFGCVIAQVGVMDMLKFHKYTIGHAWTTDYG
CSDSKQHFEWLVKYSPLHNVKLPEADDIQYPSMLLLTADHDDRVVPLHSLKEFIATLQYIV
GRSRKQSNPLLIHVDTKAGHGAGKPTAKVIEEVSDMFAFIARCLNVDWIP
>sp|Q9BYJ1 | LOXE3 HUMAN Hydroperoxide isomerase ALOXE3 OS=Homo
sapiens 0X=9606 GN=ALOXE3 PE=1 SV=1
MAVYRLCVTTGPYLRAGTLDNISVTLVGTCGESPKQRLDRMGRDFAPGSVQKYKVRCTAE
LGELLLLRVHKERYAFFRKDSWYCSRICVTEPDGSVSHFPCYQWIEGYCTVELRPGTART
ICODSLPLLLDHRTRELRARQECYRWKIYAPGFPCMVDVNSFQEMESDKKFALTKTTTCV
DOGDSSGNRYLPGFPMKIDIPSLMYMEPNVRYSATKTISLLEFNAIPASLGMKLRGLLDRK
GSWKKLDDMONTIFWCHKTEFTTKYVTEHWCEDHFFGYQYLNGVNPVMLHCISSLPSKLPVT
NDMVAPLLGODTCLOQTELERGNIFLADYWILAEAPTHCLNGRQQYVAAPLCLLWLSPQGA
LVPLAIQLSQTPGPDSPIFLPTDSEWDWLLAKTWVRNSEFLVHENNTHFLCTHLLCEAFA
MATLROQLPLCHPIYKLLLPHTRYTLQVNTIARATLLNPEGLVDQVTSIGRQGLIYLMSTG
LAHFTYTNFCLPDSLRARGVLAIPNYHYRDDGLKIWAATIESEFVSEIVGYYYPSDASVQQD
SELQAWTGEIFAQAFLGRESSGFPSRLCTPGEMVKEFLTATITENCSAQHAAVNSGQHDFEGA
WMPNAPSSMRQPPPOQTKGTTTLKTYLDTLPEVNISCNNLLLEFWLVSQEPKDQRPLGTYPD
EHFTEEAPRRSIAAFQSRLAQISRDIQERNQGLALPYTYLDPPLIENSVSI
>sp|075083 |WDR1 HUMAN WD repeat-containing protein 1 OS=Homo
sapiens 0X=9606 GN=WDR1l PE=1 SV=4
MPYETKKVFASLPQVERGVSKIIGGDPKGNNFLYTNGKCVILRNIDNPALADIYTEHAHQ
VVVAKYAPSGEFYTIASGDVSGKLRIWDTTQKEHLLKYEYQPFAGKIKDIAWTEDSKRIAVV
GEGREKFGAVFLWDSGSSVGEITGHNKVINSVDIKQSRPYRLATGSDDNCAAFFEGPPFK
FKFTIGDHSRFVNCVREFSPDGNRFATASADGQIYIYDGKTGEKVCALGGSKAHDGGIYAT
SWSPDSTHLLSASGDKTSKIWDVSVNSVVSTFPMGSTVLDOQOLGCLWQKDHLLSVSLSGY
INYLDRNNPSKPLHVIKGHSKSIQCLTVHKNGGKSYIYSGSHDGHINYWDSETGENDSFA
GKGHTNQVSRMTVDESGQLISCSMDDTVRYTSLMLRDYSGQGVVKLDVQPKCVAVGPGGY
AVVVCIGQIVLLKDQRKCFSIDNPGYEPEVVAVHPGGDTVAIGGVDGNVRLYSILGTTLK
DEGKLLEAKGPVTDVAYSHDGAFLAVCDASKVVTVFESVADGYSENNVEFYGHHAKIVCLAW
SPDNEHFASGGMDMMVYVWTLSDPETRVKIQDAHRLHHVSSTLAWLDEHTLVTTSHDASVK
EWTITY

>sp|Q1l5646|0OASL HUMAN 2'-5'-oligoadenylate synthase-like protein
OS=Homo sapiens 0X=9606 GN=OASL PE=1 3SV=2
MALMQELYSTPASRLDSEVAQWLOPHREWKEEVLDAVRTVEEFLROQEHFQGKRGLDQDVR
VLKVVKVGSFGNGTVLRSTREVELVAFLSCFHSFQEAAKHHKDVLRLIWKTMWQSQDLLD
LGLEDLRMEQRVPDALVFTIQTRGTAEPITVTIVPAYRALGPSLPNSQPPPEVYVSLIKA
CGGPGNFCPSFSELQRNFVKHRPTKLKSLLRLVKHWYQQYVKARSPRANLPPLYALELLT
IYAWEMGTEEDENFMLDEGEFTTVMDLLLEYEVICIYWTKYYTLHNAITEDCVRKQLKKER
PITLDPADPTLNVAEGYRWDIVAQRASQCLKQODCCYDNRENPISSWNVKRARDIHLTVEQ
RGYPDENLIVNPYEPIRKVKEKIRRTRGYSGLQRLSFQVPGSERQLLSSRCSLAKYGIFS
HTHIYLLETIPSEIQVEVKNPDGGSYAYAINPNSFILGLKQQIEDQQGLPKKQQQLEFQG
QVLODWLGLGIYGIQDSDTLILSKKKGEALEFPAS

>sp|P43004 |[EAA2 HUMAN Excitatory amino acid transporter 2 OS=Homo
sapiens 0X=9606 GN=SLC1lA2 PE=1 3SV=2
MASTEGANNMPKQVEVRMHDSHLGSEEPKHRHLGLRLCDKLGKNLLLTLTVFGVILGAVC
GGLLRLASPTHPDVVMLIAFPGDILMRMLKMLILPLTIISSLITGLSGLDAKASGRLGTRA
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MVYYMSTTITAAVLGVILVLATHPGNPKLKKQLGPGKKNDEVSSLDAFLDLIRNLFPENL
VOACFQQIQTVTKKVLVAPPPDEEANATSAVVSLLNETVTEVPEETKMVIKKGLEFKDGM
NVLGLIGFFIAFGIAMGKMGDQAKLMVDEFEFNILNEIVMKLVIMIMWYSPLGIACLICGKI
IATKDLEVVARQLGMYMVTVIIGLITHGGIFLPLIYFVVTRKNPEFSFFAGIFQAWITALG
TASSAGTLPVTFRCLEENLGIDKRVTRFVLPVGATINMDGTALYEAVAAIFIAQMNGVVL
DGGQIVTVSLTATLASVGAASTIPSAGLVTMLLILTAVGLPTEDISLLVAVDWLLDRMRTS
VNVVGDSFGAGIVYHLSKSELDTIDSQHRVHEDIEMTKTQSIYDDMKNHRESNSNQCVYA
AHNSVIVDECKVTLAANGKSADCSVEEEPWKREK

>sp |Q9NTKS |OLA1 HUMAN Obg-like ATPase 1 OS=Homo sapiens O0X=9606
GN=0OLAl PE=1 SV=2
MPPKKGGDGIKPPPIIGREFGTSLKIGIVGLPNVGKSTFEFNVLTNSQASAENFPFCTIDPN
ESRVPVPDERFDFLCQYHKPASKIPAFLNVVDIAGLVKGAHNGQGLGNAFLSHISACDGI
FHLTRAFEDDDITHVEGSVDPIRDIEITHEELQLKDEEMIGPIIDKLEKVAVRGGDKKLK
PEYDIMCKVKSWVIDQKKPVREYHDWNDKEIEVLNKHLELTSKPMVYLVNLSEKDYIRKK
NKWLIKIKEWVDKYDPGALVIPEFSGALELKLQELSAEERQKYLEANMTQSALPKIIKAGE
AALQLEYFFTAGPDEVRAWTIRKGTKAPQAAGKIHTDFEKGFIMAEVMKYEDFKEEGSEN
AVKAAGKYRQQGRNYIVEDGDITIFFKENTPQQOPKKK

>sp | Q9UKX2 |[MYH2 HUMAN Myosin-2 OS=Homo sapiens O0X=9606 GN=MYH2
PE=1 SV=1
MSSDSELAVFGEAAPFLRKSERERIEAQNRPEFDAKTSVEVAEPKESEVKGTIQSREGGKV
TVKTEGGATLTVKDDQVFPMNPPKYDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSG
LFCVTVNPYKWLPVYKPEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRENQSILITGE
SGAGKTVNTKRVIQYFATIAVTIGEKKKEEITSGKIQGTLEDQIISANPLLEAFGNAKTVR
NDNSSREFGKFIRIHFGTTGKLASADIETYLLEKSRVVFQLKAERSYHIFYQITSNKKPEL
IEMLLITTNPYDYPFVSQGEISVASIDDOQEELMATDSAIDILGFTNEEKVSIYKLTGAVM
HYGNLKFKQKQREEQAEPDGTEVADKAAYLQSLNSADLLKALCYPRVKVGNEYVTKGQTV
EQVSNAVGALAKAVYEKMFLWMVARINQOLDTKQPRQYFIGVLDIAGFEIFDEFNSLEQLC
INFTNEKLOQQFFNHHMFVLEQEEYKKEGIEWTFIDFGMDLAACIELIEKPMGIFSILEEE
CMFPKATDTSFKNKLYDQHLGKSANFQKPKVVKGKAEAHFALTHYAGVVDYNITGWLEKN
KDPLNETVVGLYQKSAMKTLAQLFSGAQTAEGEGAGGGAKKGGKKKGSSFQTVSALFREN
LNKLMTNLRSTHPHFVRCIIPNETKTPGAMEHELVLHQLRCNGVLEGIRICRKGFPSRIL
YADFKQRYKVLNASATIPEGQFIDSKKASEKLLASIDIDHTQYKFGHTKVFFKAGLLGLLE
EMRDDKLAQLITRTQARCRGFLARVEYQRMVERREAIFCIQYNIRSFMNVKHWPWMKLEFF
KIKPLLKSAETEKEMATMKEEFQKIKDELAKSEAKRKELEEKMVTLLKEKNDLQLQVQAE
AEGLADAEERCDQLIKTKIQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDI
DDLELTLAKVEKEKHATENKVKNLTEEMAGLDETIAKLTKEKKALQEAHQQTLDDLQAEE
DKVNTLTKAKIKLEQQVDDLEGSLEQEKKLRMDLERAKRKLEGDLKLAQESTIMDIENEKQ
QLDEKLKKKEFEISNLQSKIEDEQALGIQLOKKIKELQARIEELEEEIEAERASRAKAEK
ORSDLSRELEEISERLEEAGGATSAQIEMNKKREAEFOQKMRRDLEEATLOHEATAATLRK
KHADSVAELGEQIDNLQRVKOQKLEKEKSEMKME IDDLASNVETVSKAKGNLEKMCRTLED
QLSELKSKEEEQQRLINDLTAQRGRLQTESGEFSRQLDEKEALVSQLSRGKQAFTQQOIEE
LKROQLEEETKAKNALAHALQSSRHDCDLLREQYEEEQESKAELQRALSKANTEVAQWRTK
YETDAIQRTEELEEAKKKLAQRLOAAEEHVEAVNAKCASLEKTKOQRLONEVEDLMLDVER
TNAACAALDKKQRNFDKILAEWKQKCEETHAELEASQKEARSLGTELFKIKNAYEESLDQ
LETLKRENKNLQQETISDLTEQIAEGGKRIHELEKIKKQVEQEKCELQAALEEAEASLEHE
EGKILRIQLELNQVKSEVDRKIAEKDEEIDQLKRNHIRIVESMQSTLDAEIRSRNDAIRL
KKKMEGDLNEMEIQLNHANRMAAEALRNYRNTQGILKDTQIHLDDALRSQEDLKEQLAMV
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ERRANLLOAETEELRATLEQTERSRKIAEQELLDASERVQLLHTONTSLINTKKKLETDTI
SOMOGEMEDILQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNMEQTVKDLQ
LRLDEAEQLALKGGKKQIQKLEARVRELEGEVESEQKRNAEAVKGLRKHERRVKELTYQT
EEDRKNILRLODLVDKLQAKVKSYKRQAEEAEEQSNTNLAKFRKLOHELEEAEERADIAE
SQVNKLRVKSREVHTKVISEE

>sp|P12882|MYH1 HUMAN Myosin-1 OS=Homo sapiens OX=9606 GN=MYH1
PE=1 SV=3
MSSDSEMAIFGEAAPFLRKSERERIEAQNKPFDAKTSVEVVDPKESEFVKATVQOSREGGKV
TAKTEAGATVTVKDDQVEFPMNPPKYDKIEDMAMMTHLHEPAVLYNLKERYAAWMIYTYSG
LECVTVNPYKWLPVYNAEVVTAYRGKKRQEAPPHIFSISDNAYQFMLTDRENQSILITGE
SGAGKTVNTKRVIQYFATIAVTGEKKKEEVTSGKMQGTLEDQI ISANPLLEAFGNAKTVR
NDNSSREFGKFIRIHFGTTGKLASADIETYLLEKSRVTFQLKAERSYHIFYQIMSNKKPDL
IEMLLITTNPYDYAFVSQGEITVPSIDDQEELMATDSAIEILGFTSDERVSIYKLTGAVM
HYGNMKFKQKQREEQAEPDGTEVADKAAYLONLNSADLLKALCYPRVKVGNEYVTKGQTV
QOVYNAVGALAKAVYDKMFLWMVTRINQOQLDTKQPRQYFIGVLDIAGFEIFDENSLEQLC
INFTNEKLOQOQFFNHHMFVLEQEEYKKEGIEWTFIDFGMDLAACIELIEKPMGIFSILEEE
CMFPKATDTSFKNKLYEQHLGKSNNFOQKPKPAKGKPEAHFSLTIHYAGTVDYNIAGWLDKN
KDPLNETVVGLYQKSAMKTLALLFVGATGAEAEAGGGKKGGKKKGSSFQTVSALFRENLN
KLMTNLRSTHPHFVRCIIPNETKTPGAMEHELVLHQLRCNGVLEGIRICRKGFPSRILYA
DFKQRYKVLNASATIPEGQFIDSKKASEKLLGSIDIDHTQYKFGHTKVFFKAGLLGLLEEM
RDEKLAQLITRTQAMCRGFLARVEYQKMVERRESIFCIQYNVRAFMNVKHWPWMKLYFKT
KPLLKSAETEKEMANMKEEFEKTKEELAKTEAKRKELEEKMVTLMOEKNDLQOLQVQAEAD
SLADAEERCDQLIKTKIQLEAKIKEVTERAEDEEEINAELTAKKRKLEDECSELKKDIDD
LELTLAKVEKEKHATENKVKNLTEEMAGLDETIAKLTKEKKALQEAHQQOTLDDLOQAEEDK
VNTLTKAKIKLEQQVDDLEGSLEQEKKIRMDLERAKRKLEGDLKLAQESTMDIENDKQQL
DEKLKKKEFEMSGLQSKIEDEQALGMQLOKKIKELOQARIEELEEETEAERASRAKAEKQR
SDLSRELEEISERLEEAGGATSAQIEMNKKREAEFQKMRRDLEEATLOHEATAATLRKKH
ADSVAELGEQIDNLQRVKQKLEKEKSEMKME IDDLASNMETVSKAKGNLEKMCRALEDQL
SEIKTKEEEQORLINDLTAQRARLOTESGEYSRQLDEKDTLVSQLSRGKQAFTQQIEELK
ROLEEEIKAKSALAHALQSSRHDCDLLREQYEEEQEAKAELQRAMSKANSEVAQWRTKYE
TDATQRTEELEEAKKKLAQRLODAEEHVEAVNAKCASLEKTKQRLONEVEDLMIDVERTN
AACAALDKKQRNEFDKILAEWKQKCEETHAELEASQKESRSLSTELFKIKNAYEESLDQLE
TLKRENKNLOQETISDLTEQIAEGGKRIHELEKIKKQVEQEKSELQAALEEAEASLEHEEG
KILRIQLELNQVKSEVDRKIAEKDEETIDOMKRNHIRIVESMQSTLDAETIRSRNDATRLKK
KMEGDLNEMETQLNHANRMAAEALRNYRNTQAILKDTQLHLDDALRSQEDLKEQLAMVER
RANLLQAETEELRATLEQTERSRKIAEQELLDASERVQLLHTONTSLINTKKKLETDISQ
IQGEMEDITQEARNAEEKAKKAITDAAMMAEELKKEQDTSAHLERMKKNLEQTVKDLQHR
LDEAEQLALKGGKKQIQKLEARVRELEGEVESEQKRNVEAVKGLRKHERKVKELTYQTEE
DRKNILRLODLVDKLQAKVKSYKROAEEAEEQSNVNLSKFRRIQHELEEAEERADIAESQ
VNKLRVKSREVHTKIISEE

>sp|P48163 |MAOX HUMAN NADP-dependent malic enzyme OS=Homo sapiens
0X=9606 GN=ME1l PE=1 SV=1
MEPEAPRRRHTHQRGYLLTRNPHLNKDLAFTLEERQOQLNTHGLLPPSENSQEIQVLRVVK
NFEHLNSDFDRYLLLMDLODRNEKLFYRVLTSDIEKFMPIVYTPTVGLACQQYSLVERKP
RGLFITIHDRGHIASVLNAWPEDVIKATIVVTDGERILGLGDLGCNGMGIPVGKLALYTAC
GGMNPQECLPVILDVGTENEELLKDPLYIGLRQRRVRGSEYDDFLDEFMEAVSSKYGMNC
LIQFEDFANVNAFRLLNKYRNQYCTEFNDDIQGTASVAVAGLLAALRITKNKLSDQTILEQ

134



GAGEAALGIAHLIVMALEKEGLPKEKATIKKIWLVDSKGLIVKGRASLTQEKEKFAHEHEE
MKNLEAIVQEIKPTALIGVAAIGGAFSEQILKDMAAFNERPITFALSNPTSKAECSAEQC
YKITKGRATFASGSPFDPVTLPNGQTLYPGQGNNSYVEFPGVALGVVACGLRQITDNIFLT
TAEVIAQQVSDKHLEEGRLYPPLNTIRDVSLKIAEKIVKDAYQEKTATVYPEPQNKEAFV
RSOMYSTDYDQILPDCYSWPEEVQKIQTKVDQ

>sp |P50993|AT1A2 HUMAN Sodium/potassium-transporting ATPase
subunit alpha-2 OS=Homo sapiens 0X=9606 GN=ATPlA2 PE=1 SV=1
MGRGAGREYSPAATTAENGGGKKKQKEKELDELKKEVAMDDHKLSLDELGRKYQVDLSKG
LTNQRAQDVLARDGPNALTPPPTTPEWVKEFCRQLFGGFSILLWIGAILCFLAYGIQAAME
DEPSNDNLYLGVVLAAVVIVTGCEFSYYQEAKSSKIMDSEFKNMVPQOQALVIREGEKMQINA
EEVVVGDLVEVKGGDRVPADLRIISSHGCKVDNSSLTGESEPQTRSPEFTHENPLETRNI
CFFSTNCVEGTARGIVIATGDRTVMGRIATLASGLEVGRTPIAMETIEHFIQLTITGVAVEL
GVSFEFVLSLILGYSWLEAVIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKNLE
AVETLGSTSTICSDKTGTLTONRMTVAEMWEDNQIHEADTTEDQSGATEFDKRSPTWTALS
RIAGLCNRAVFKAGQENISVSKRDTAGDASESALLKCIELSCGSVRKMRDRNPKVAEIPF
NSTNKYQLSTITHEREDSPQSHVLVMKGAPERILDRCSTILVQGKEIPLDKEMQDAFQNAYM
ELGGLGERVLGFCQLNLPSGKFPRGFKFDTDELNFPTEKLCFVGLMSMIDPPRAAVPDAV
GKCRSAGIKVIMVTGDHPITAKATAKGVGIISEGNETVEDIAARLNIPMSQVNPREAKAC
VVHGSDLKDMTSEQLDEILKNHTEIVFARTSPQOKLIIVEGCQRQGAIVAVTGDGVNDSP
ALKKADIGIAMGISGSDVSKQAADMILLDDNFASIVTGVEEGRLIFDNLKKSTIAYTLTSN
IPEITPFLLFIIANIPLPLGTVTILCIDLGTDMVPAISLAYEAAESDIMKRQPRNSQTDK
LVNERLISMAYGQIGMIQALGGFFTYFVILAENGFLPSRLLGIRLDWDDRTMNDLEDSYG
QEWTYEQRKVVEFTCHTAFFASIVVVOQWADLTI ICKTRRNSVFQOGMKNKILIFGLLEETA
LAAFLSYCPGMGVALRMYPLKVTWWFCAFPYSLLIFIYDEVRKLILRRYPGGWVEKETYY
>sp|P62280|RS11 HUMAN 40S ribosomal protein S11 OS=Homo sapiens
0X=9606 GN=RPS11 PE=1 SV=3
MADIQTERAYQKQPTIFONKKRVLLGETGKEKLPRYYKNIGLGFKTPKEATIEGTYIDKKC
PEFTGNVSIRGRILSGVVTKMKMQRTIVIRRDYLHYTRKYNRFEKRHKNMSVHLSPCEFRDV
QIGDIVTVGECRPLSKTVRENVLKVTKAAGTKKQFQOKF

>sp|Q9BYQ8 |[KRA49 HUMAN Keratin-associated protein 4-9 0OS=Homo
sapiens 0X=9606 GN=KRTAP4-9 PE=2 SV=2
MVSSCCGSVCSDQGCGODLCQETCCRPSCCETTCCRTTCCRPSCCVSSCCRPQCCQSVCC
QPTCSRPSCCQTTCCRTTCYRPSCCVSSCCRPQCCQPACCQPTCCRPSCCETTCCHPRCC
ISSCCRPSCCVSSCCKPQCCQSVCCQPNCCRPSCSISSCCRPSCCESSCCRPCCCVRPVC
GRVSCHTTCYRPTCVISSCPRPLCCASSCC

>sp|P02787 | TRFE HUMAN Serotransferrin OS=Homo sapiens 0X=9606
GN=TF PE=1 SV=3
MRLAVGALLVCAVLGLCLAVPDKTVRWCAVSEHEATKCQSFRDHMKSVIPSDGPSVACVK
KASYLDCIRAIAANEADAVTLDAGLVYDAYLAPNNLKPVVAEFYGSKEDPQTFYYAVAVV
KKDSGFQMNQLRGKKSCHTGLGRSAGWNIPIGLLYCDLPEPRKPLEKAVANFEFSGSCAPC
ADGTDFPQLCQLCPGCGCSTLNQYFGYSGAFKCLKDGAGDVAFVKHSTIFENLANKADRD
OYELLCLDNTRKPVDEYKDCHLAQVPSHTVVARSMGGKEDLIWELLNQAQEHFGKDKSKE
FOLFSSPHGKDLLFKDSAHGFLKVPPRMDAKMYLGYEYVTATIRNLREGTCPEAPTDECKP
VKWCALSHHERLKCDEWSVNSVGKIECVSAETTEDCIAKIMNGEADAMSLDGGFVYIAGK
CGLVPVLAENYNKSDNCEDTPEAGYFATAVVKKSASDLTWDNLKGKKSCHTAVGRTAGWN
IPMGLLYNKINHCRFDEFFSEGCAPGSKKDSSLCKLCMGSGLNLCEPNNKEGYYGYTGAF
RCLVEKGDVAFVKHQTVPONTGGKNPDPWAKNLNEKDYELLCLDGTRKPVEEYANCHLAR
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APNHAVVTRKDKEACVHKILRQQQHLEFGSNVTDCSGNFCLFRSETKDLLFRDDTVCLAKL
HDRNTYEKYLGEEYVKAVGNLRKCSTSSLLEACTFRRP

>sp|015145|ARPC3 HUMAN Actin-related protein 2/3 complex subunit
3 OS=Homo sapiens 0X=9606 GN=ARPC3 PE=1 SV=3
MPAYHSSILMDPDTKLIGNMALLPIRSQFKGPAPRETKDTDIVDEAIYYFKANVEFFKNYET
KNEADRTLIYITLYTISECLKKLOKCNSKSQGEKEMYTLGITNFPIPGEPGFPLNATYAKP
ANKQEDEVMRAYLOQLRQETGLRLCEKVEDPQNDKPSKWWTCEFVKRQFMNKSLSGPGQ

>sp 095197 |RTN3 HUMAN Reticulon-3 OS=Homo sapiens 0X=9606 GN=RTN3
PE=1 SV=2
MAEPSAATQSHSISSSSFGAEPSAPGGGGSPGACPALGTKSCSSSCADSEVSSSSSQPVS
LFSTSQEGLSSLCSDEPSSEIMTSSFLSSSEIHNTGLTILHGEKSHVLGSQPILAKEGKD
HLDLLDMKKMEKPQGTSNNVSDSSVSLAAGVHCDRPSIPASFPEHPAFLSKKIGQVEEQT
DKETKNPNGVSSREAKTALDADDREFTLLTAQKPPTEYSKVEGIYTYSLSPSKVSGDDVIE
KDSPESPFEVIIDKAAFDKEFKDSYKESTDDFGSWSVHTDKESSEDISETNDKLEFPLRNK
EAGRYPMSALLSRQEFSHTNAALEEVSRCVNDMHNFTNEILTWDLVPQVKQQTDKSSDCIT
KTTGLDMSEYNSEIPVVNLKTSTHQKTPVCSIDGSTPITKSTGDWAEASLQQENAITGKP
VPDSLNSTKEFSTKGVQGNMOKODDTLAELPGSPPEKCDSLGSGVATVKVVLPDDHLKDE
MDWQSSALGEITEADSSGESDDTVIEDITADTSFENNKIQAEKPVSIPSAVVKTGEREIK
EIPSCEREEKTSKNFEELVSDSELHQDQPDILGRSPASEAACSKVPDTNVSLEDVSEVAP
EKPITTENPKLPSTVSPNVENETEFSLNVTTSAYLESLHGKNVKHIDDSSPEDLIAAFTE
TRDKGIVDSERNAFKAISEKMTDFKTTPPVEVLHENESGGSEIKDIGSKYSEQSKETNGS
EPLGVFPTQGTPVASLDLEQEQLTIKALKELGERQVEKSTSAQRDAELPSEEVLKQTFTF
APESWPORSYDILERNVKNGSDLGISQKPITIRETTRVDAVSSLSKTELVKKHVLARLLT
DFSVHDLIFWRDVKKTGEVFGTTLIMLLSLAAFSVISVVSYLILALLSVTISFRIYKSVI
OAVQKSEEGHPFKAYLDVDITLSSEAFHNYMNAAMVHINRALKLIIRLFLVEDLVDSLKL
AVFMWLMTYVGAVENGITLLILAELLIFSVPIVYEKYKTQIDHYVGIARDQTKSIVEKIQ
AKLPGIAKKKAE

>sp|P46783|RS10 HUMAN 40S ribosomal protein S10 OS=Homo sapiens
0X=9606 GN=RPS10 PE=1 SV=1
MLMPKKNRIAIYELLFKEGVMVAKKDVHMPKHPELADKNVPNLHVMKAMQOSLKSRGYVKE
OQFAWRHFYWYLTNEGIQYLRDYLHLPPEIVPATLRRSRPETGRPRPKGLEGERPARLTRG
EADRDTYRRSAVPPGADKKAEAGAGSATEFQFRGGFGRGRGQPPQ
>sp|Q9UHG3 | PCYOX HUMAN Prenylcysteine oxidase 1 OS=Homo sapiens
0X=9606 GN=PCYOX1 PE=1 SV=3
MGRVVAELVSSLLGLWLLLCSCGCPEGAELRAPPDKIATIIGAGIGGTSAAYYLRQKFGKD
VKIDLFEREEVGGRLATMMVQGQEYEAGGSVIHPLNLHMKRFVKDLGLSAVQASGGLLGI
YNGETLVFEESNWEFIINVIKLVWRYGFQSLRMHMWVEDVLDKEFMRIYRYQSHDYAFSSVE
KLLHALGGDDFLGMLNRTLLETLOQKAGFSEKFLNEMIAPVMRVNYGQOSTDINAFVGAVSL
SCSDSGLWAVEGGNKLVCSGLLQASKSNLISGSVMYIEEKTKTKYTGNPTKMYEVVYQIG
TETRSDFYDIVLVATPLNRKMSNITFLNFDPPIEEFHQYYQHIVTTLVKGELNTSIFSSR
PIDKFGLNTVLTTDNSDLFINSIGIVPSVREKEDPEPSTDGTYVWKIFSQETLTKAQILK
LFLSYDYAVKKPWLAYPHYKPPEKCPSIILHDRLYYLNGIECAASAMEMSATAAHNAALL
AYHRWNGHTDMIDQODGLYEKLKTEL

>sp|P63220|RS21 HUMAN 40S ribosomal protein S21 OS=Homo sapiens
0X=9606 GN=RPS21 PE=1 SV=1
MONDAGEFVDLYVPRKCSASNRITGAKDHASTQOMNVAEVDKVTGRENGQFKTYAICGAIR
RMGESDDSILRLAKADGIVSKNF
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>sp|P35268 |RL22 HUMAN 60S ribosomal protein L22 OS=Homo sapiens
0X=9606 GN=RPL22 PE=1 SV=2
MAPVKKLVVKGGKKKKQVLKFTLDCTHPVEDGIMDAANFEQFLOERIKVNGKAGNLGGGV
VTIERSKSKITVTSEVPEFSKRYLKYLTKKYLKKNNLRDWLRVVANSKESYELRYFQINQD
EEEEEDED

>sp|P43307|SSRA HUMAN Translocon-associated protein subunit alpha
OS=Homo sapiens 0X=9606 GN=SSR1 PE=1 SV=3
MRLLPRLLLLLLLVFPATVLFRGGPRGLLAVAQDLTEDEETVEDSIIEDEDDEAEVEEDE
PTDLVEDKEEEDVSGEPEASPSADTTILEVKGEDFPANNIVKFLVGEFTNKGTEDFIVESL
DASFRYPODYQFYIQNFTALPLNTVVPPQROATFEYSFIPAEPMGGRPFGLVINLNYKDL
NGNVEFQDAVENQTVTVIEREDGLDGETIFMYMFLAGLGLLVIVGLHQLLESRKRKRPIQK
VEMGTSSQONDVDMSWIPQETLNQINKASPRRLPRKRAQKRSVGSDE
>sp|P01036|CYTS HUMAN Cystatin-S OS=Homo sapiens O0X=9606 GN=CST4
PE=1 SV=3
MARPLCTLLLLMATLAGALASSSKEENRITIPGGIYDADLNDEWVQRALHFATSEYNKATE
DEYYRRPLQVLRAREQTFGGVNYFFDVEVGRTICTKSQPNLDTCAFHEQPELQKKQLCSF
EIYEVPWEDRMSLVNSRCQEA

>sp|P50991 | TCPD_HUMAN T-complex protein 1 subunit delta OS=Homo
sapiens 0X=9606 GN=CCT4 PE=1 SV=4
MPENVAPRSGATAGAAGGRGKGAYQDRDKPAQTIREFSNISAAKAVADAIRTSLGPKGMDKM
IQDGKGDVTITNDGATILKQOMQVLHPAARMLVELSKAQDIEAGDGTTSVVIIAGSLLDSC
TKLLOKGIHPTIISESFQKALEKGIEILTDMSRPVELSDRETLLNSATTSLNSKVVSQYS
SLLSPMSVNAVMKVIDPATATSVDLRDIKIVKKLGGTIDDCELVEGLVLTQKVSNSGITR
VEKAKIGLIQFCLSAPKTDMDNQIVVSDYAQMDRVLREERAYILNLVKQIKKTGCNVLLI
OKSILRDALSDLALHFLNKMKIMVIKDIEREDIEFICKTIGTKPVAHIDQFTADMLGSAE
LAEEVNLNGSGKLLKITGCASPGKTVTIVVRGSNKLVIEEAERSTHDALCVIRCLVKKRA
LIAGGGAPETIELALRLTEYSRTLSGMESYCVRAFADAMEVIPSTLAENAGLNPISTVTEL
RNRHAQGEKTAGINVRKGGISNILEELVVQPLLVSVSALTLATETVRSILKIDDVVNTR
>sp|P59666|DEF3 HUMAN Neutrophil defensin 3 OS=Homo sapiens
0X=9606 GN=DEFA3 PE=1 SV=1
MRTLATILAATLLVALQAQAEPLQARADEVAAAPEQIAADIPEVVVSLAWDESLAPKHPGS
RKNMDCYCRIPACIAGERRYGTCIYQGRLWAFCC

>sp|P59665|DEF1 HUMAN Neutrophil defensin 1 OS=Homo sapiens
0X=9606 GN=DEFA1lB PE=1 SV=1
MRTLAILAATILLVALQAQAEPLQARADEVAAAPEQIAADIPEVVVSLAWDESLAPKHPGS
RKNMACYCRIPACIAGERRYGTCIYQGRLWAFCC

>sp|P35998 | PRS7 HUMAN 26S proteasome regulatory subunit 7 OS=Homo
sapiens 0X=9606 GN=PSMC2 PE=1 SV=3
MPDYLGADQRKTKEDEKDDKPIRALDEGDIALLKTYGQSTYSRQIKQVEDDIQQLLKKIN
ELTGIKESDTGLAPPALWDLAADKQTLOSEQPLOVARCTKIINADSEDPKYIINVKQFAK
FVVDLSDQVAPTDIEEGMRVGVDRNKYQIHIPLPPKIDPTVTMMOQVEEKPDVTYSDVGGC
KEQIEKLREVVETPLLHPERFVNLGIEPPKGVLLFGPPGTGKTLCARAVANRTDACF IRV
IGSELVQKYVGEGARMVRELFEMARTKKACLTIFFDEIDATIGGARFDDGAGGDNEVQRTML
ELINQLDGFDPRGNIKVLMATNRPDTLDPALMRPGRLDRKIEFSLPDLEGRTHIFKIHAR
SMSVERDIRFELLARLCPNSTGAETIRSVCTEAGMFATRARRKIATEKDFLEAVNKVIKSY
AKFSATPRYMTYN
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>sp|P47756|CAPZB HUMAN F-actin-capping protein subunit
OS=Homo sapiens 0X=9606 GN=CAPZB PE=1 SV=4
MSDQQLDCALDLMRRLPPQQIEKNLSDLIDLVPSLCEDLLSSVDQPLKIARDKVVGKDYL
LCDYNRDGDSYRSPWSNKYDPPLEDGAMPSARLRKLEVEANNAFDQYRDLYFEGGVSSVY
LWDLDHGFAGVILIKKAGDGSKKIKGCWDSIHVVEVQEKSSGRTAHYKLTSTVMLWLQTN
KSGSGTMNLGGSLTROMEKDETVSDCSPHIANIGRLVEDMENKIRSTLNEIYFGKTKDIV
NGLRSIDAIPDNQKFKQLORELSQVLTQRQIYIQPDN

beta

>sp|P15374|UCHL3 HUMAN Ubigquitin carboxyl-terminal hydrolase

isozyme L3 OS=Homo sapiens 0X=9606 GN=UCHL3 PE=1 SV=1
MEGORWLPLEANPEVTNQFLKQLGLHPNWQFVDVYGMDPELLSMVPRPVCAVLLLEFPITE
KYEVFRTEEEEKIKSQGQODVTSSVYFMKQTISNACGTIGLIHATANNKDKMHFESGSTLK
KFLEESVSMSPEERARYLENYDAIRVTHETSAHEGQTEAPSIDEKVDLHFIALVHVDGHL
YELDGRKPFPINHGETSDETLLEDATIEVCKKFMERDPDELRFNATALSAA

>sp|Q9H2S5|RNF39 HUMAN RING finger protein 39 OS=Homo sapiens

0X=9606 GN=RNF39 PE=1 SV=2

MWWRDLTRLRLWLKREATPGEGRKAAKVNAGVGEKGIYTASSRGGPPSARSKAVTVVAEG
AASRSWLSMDAPELGPGLVERLEQLATCPLCGGSFEDPVLLACEHSFCRACLARRWGTPP
ATGTEASPTACPCCGLPCPRRSLRSNVRLAVEVRISRELREKLAEPGARAGRRRGGRIPT
MGCLDLPGEDMRKTWRRFEVPTSKSSNSEDDLPEDYPVVKKMLHRLTADLTLDPGTAHRR
LLISADRRSVQLAPPGTPAPPDGPKRFDQLPAVLGAQGFGAGRHCWEVETADAASCRDSS
GEDADDEESHYAVGAAGESVQRKGCVRLCPAGAVWAVEGRGGRLWALTAPEPTLLGGVEP
PPRRIRVDLDWERGRVAFYDGRSLDLLYAFQAPGPLGERIFPLFCTCDPRAPLRIVPAES

>sp|Q6P4A8 | PLBL1 HUMAN Phospholipase B-like 1 OS=Homo sapiens

0X=9606 GN=PLBD1 PE=1 SV=2
MTRGGPGGRPGLPQPPPLLLLLLLLPLLLVTAEPPKPAGVYYATAYWMPAEKTVQVKNVM
DKNGDAYGEFYNNSVKTTGWGILEIRAGYGSQTLSNEIIMFVAGFLEGYLTAPHMNDHYTN
LYPOQLITKPSIMDKVQDFMEKQDKWTRKNIKEYKTDSFWRHTGYVMAQIDGLYVGAKKRA
ILEGTKPMTLEFQIQFLNSVGDLLDLIPSLSPTKNGSLKVFKRWDMGHCSALTIKVLPGFEN
ILFAHSSWYTYAAMLRIYKHWDENVIDKDTSSSRLSEFSSYPGFLESLDDFYILSSGLILL
QTTNSVENKTLLKQVIPETLLSWQRVRVANMMADSGKRWADIEFSKYNSGTYNNQYMVLDL
KKVKLNHSLDKGTLYIVEQIPTYVEYSEQTDVLRKGYWPSYNVPFHEKIYNWSGYPLLVQ
KLGLDYSYDLAPRAKIFRRDQGKVTDTASMKY IMRYNNYKKDPYSRGDPCNTICCREDLN
SPNPSPGGCYDTKVADIYLASQYTSYAISGPTVQGGLPVFRWDRENKTLHQGMPEVYNED
FITMKPILKLDIK

>sp|Q9ULV4 | COR1IC HUMAN Coronin-1C OS=Homo sapiens OX=

GN=CORO1C PE=1 S5Sv=1
MRRVVRQSKFRHVEFGQAVKNDQCYDDIRVSRVTWDSSFCAVNPREVAITITEASGGGAFLV
LPLHKTGRIDKSYPTVCGHTGPVLDIDWCPHNDQVIASGSEDCTVMVWQIPENGLTLSLT
EPVVILEGHSKRVGIVAWHPTARNVLLSAGCDNAITITWNVGTGEALINLDDMHSDMIYNV
SWNRNGSLICTASKDKKVRVIDPRKQEIVAEKEKAHEGARPMRATFLADGNVETTGESRM
SERQLALWNPKNMQEPIALHEMDTSNGVLLPEFYDPDTSIIYLCGKGDSSIRYFEITDESP
YVHYLNTEFSSKEPQRGMGYMPKRGLDVNKCEITARFFKLHERKCEPT IMTVPRKSDLEFQDD
LYPDTAGPEAALEAEEWFEGKNADPILISLKHGY IPGKNRDLKVVKKNILDSKPTANKKC
DLISIPKKTTDTASVONEAKLDEILKEIKSIKDTICNQDERISKLEQOMAKIAA

9606

>sp|P61020|RAB5B HUMAN Ras-related protein Rab-5B OS=Homo sapiens

0X=9606 GN=RABLB PE=1 SV=1
MTSRSTARPNGOPOASKICQFKLVLLGESAVGKSSLVLREFVKGOQFHEYQESTIGAAFLTQ
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SVCLDDTTVKFEIWDTAGQERYHSTAPMYYRGAQAATIVVYDITNQETFARAKTWVKELQR
QASPSIVIALAGNKADLANKRMVEYEEAQAYADDNSLLEFMETSAKTAMNVNDLFLATAKK
LPKSEPONLGGAAGRSRGVDLHEQSQONKSQCCSN

>sp|P62857|RS28 HUMAN 40S ribosomal protein S28 OS=Homo sapiens
0X=9606 GN=RPS28 PE=1 SV=1
MDTSRVQPIKLARVTKVLGRTGSQGQCTQVRVEFMDDTSRSIIRNVKGPVREGDVLTLLE
SEREARRLR

>sp|043548 | TGM5 HUMAN Protein-glutamine gamma-glutamyltransferase
5 0OS=Homo sapiens 0X=9606 GN=TGM5 PE=1 SV=4
MAQGLEVALTDLOSSRNNVRHHTEEITVDHLLVRRGQAFNLTLYFRNRSFQPGLDNIIFV
VETGPLPDLALGTRAVFSLARHHSPSPWIAWLETNGATSTEVSLCAPPTAAVGRYLLKIH
IDSFQGSVTAYQLGEFILLEFNPWCPEDAVYLDSEPQRQEYVMNDYGFIYQGSKNWIRPCP
WNYGQFEDKIIDICLKLLDKSLHFQTDPATDCALRGSPVYVSRVVCAMINSNDDNGVLNG
NWSENYTDGANPAEWTGSVAILKOWNATGCQPVRYGQCWVFAAVMCTVMRCLGIPTRVIT
NEFDSGHDTDGNLIIDEYYDNTGRILGNKKKDTIWNFHVWNECWMARKDLPPAYGGWQVLD
ATPQEMSNGVYCCGPASVRATIKEGEVDLNYDTPEFVESMVNADCMSWLVQGGKEQKLHQDT
SSVGNEFISTKSIQSDERDDITENYKYEEGSLQERQVFLKALQKLKARSFHGSQRGAELQP
SRPTSLSQDSPRSLHTPSLRPSDVVQVSLKFKLLDPPNMGQODICEVLLALNMSSQFKDLK
VNLSAQSLLHDGSPLSPFWODTAFITLSPKEAKTYPCKISYSQYSQYLSTDKLIRISALG
EEKSSPEKILVNKITITLSYPSITINVLGAAVVNQPLSTIQVIFSNPLSEQVEDCVLTVEGS
GLFKKQQKVFLGVLKPQHQASIILETVPFKSGORQIQANMRSNKFKDIKGYRNVYVDFAL
>sp|POCOL5|CO4B HUMAN Complement C4-B OS=Homo sapiens O0X=9606
GN=C4B 2 PE=1 SV=2
MRLLWGLIWASSFFTLSLOKPRLLLFSPSVVHLGVPLSVGVQLQODVPRGQVVKGSVEFLRN
PSRNNVPCSPKVDEFTLSSERDFALLSLQVPLKDAKSCGLHQLLRGPEVQLVAHSPWLKDS
LSRTTNIQGINLLESSRRGHLFLOTDQPIYNPGQRVRYRVFALDQKMRPSTDTITVMVEN
SHGLRVRKKEVYMPSSIFQODDEVIPDISEPGTWKISAREFSDGLESNSSTQFEVKKYVLPN
FEVKITPGKPYILTVPGHLDEMQLDIQARYIYGKPVQGVAYVRFGLLDEDGKKTFFRGLE
SQTKLVNGQSHISLSKAEFODALEKLNMGITDLOQGLRLYVAAAITIESPGGEMEEAELTSW
YFVSSPFSLDLSKTKRHLVPGAPFLLOQALVREMSGSPASGIPVKVSATVSSPGSVPEVQD
IQONTDGSGQVSIPIIIPQTISELQLSVSAGSPHPATIARLTVAAPPSGGPGFLSIERPDS
RPPRVGDTLNLNLRAVGSGATFSHYYYMILSRGQIVFMNREPKRTLTSVSVEVDHHLAPS
FYFVAFYYHGDHPVANSLRVDVQAGACEGKLELSVDGAKQYRNGESVKLHLETDSLALVA
LGALDTALYAAGSKSHKPLNMGKVFEAMNSYDLGCGPGGGDSALQVFQAAGLAFSDGDQW
TLSRKRLSCPKEKTTRKKRNVNFQKAINEKLGQYASPTAKRCCQODGVTRLPMMRSCEQRA
ARVQQPDCREPFLSCCQFAESLRKKSRDKGQAGLQRALEILQEEDLIDEDDI PVRSFEFFPE
NWLWRVETVDRFQILTLWLPDSLTTWETHGLSLSKTKGLCVATPVQLRVFREFHLHLRLP
MSVRRFEQLELRPVLYNYLDKNLTVSVHVSPVEGLCLAGGGGLAQQVLVPAGSARPVAFS
VVPTAATAVSLKVVARGSFEFPVGDAVSKVLOQIEKEGATHREELVYELNPLDHRGRTLET
PGNSDPNMIPDGDENSYVRVTASDPLDTLGSEGALSPGGVASLLRLPRGCGEQTMIYLAP
TLAASRYLDKTEQWSTLPPETKDHAVDLIQKGYMRIQQFRKADGSYAAWLSRGSSTWLTA
FVLKVLSLAQEQVGGSPEKLQETSNWLLSQQQADGSFQDLSPVIHRSMQGGLVGNDETVA
LTAFVTIATLHHGLAVFQDEGAEPLKQRVEASTSKASSFLGEKASAGLLGAHAAATTAYAL
TLTKAPADLRGVAHNNLMAMAQETGDNLYWGSVTGSQSNAVSPTPAPRNPSDPMPQAPAL
WIETTAYALLHLLLHEGKAEMADQAAAWLTRQGSFQGGFRSTQDTVIALDALSAYWIASH
TTEERGLNVTLSSTGRNGFKSHALQLNNRQIRGLEEELQFSLGSKINVKVGGNSKGTLKV
LRTYNVLDMKNTTCQDLQIEVTVKGHVEYTMEANEDYEDYEYDELPAKDDPDAPLQPVTP
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LOLFEGRRNRRRREAPKVVEEQESRVHYTVCIWRNGKVGLSGMATADVTLLSGFHALRAD
LEKLTSLSDRYVSHFETEGPHVLLYFDSVPTSRECVGFEAVQEVPVGLVQPASATLYDYY
NPERRCSVFYGAPSKSRLLATLCSAEVCQCAEGKCPRQRRALERGLODEDGYRMKFACYY
PRVEYGFQVKVLREDSRAAFRLFETKITQVLHFTKDVKAAANQMRNEFLVRASCRLRLEPG
KEYLIMGLDGATYDLEGHPQYLLDSNSWIEEMPSERLCRSTROQRAACAQLNDFLQEYGTQ
GCQV

>sp|POCOL4 |CO4A HUMAN Complement C4-A OS=Homo sapiens O0X=9606
GN=C4A PE=1 SV=2
MRLLWGLIWASSFFTLSLOKPRLLLFSPSVVHLGVPLSVGVQLODVPRGQVVKGSVELRN
PSRNNVPCSPKVDFTLSSERDFALLSLQVPLKDAKSCGLHQLLRGPEVQLVAHSPWLKDS
LSRTTNIQGINLLFSSRRGHLFLQTDQPIYNPGQRVRYRVFALDQKMRPSTDTITVMVEN
SHGLRVRKKEVYMPSSTIFQDDEVIPDISEPGTWKISARFSDGLESNSSTQFEVKKYVLPN
FEVKITPGKPYILTVPGHLDEMQLDIQARYIYGKPVQGVAYVRFGLLDEDGKKTFFRGLE
SOQTKLVNGQSHISLSKAEFQDALEKLNMGITDLOQGLRLYVAAAITESPGGEMEEAELTSW
YEVSSPFSLDLSKTKRHLVPGAPFLLOALVREMSGSPASGIPVKVSATVSSPGSVPEVQD
IQONTDGSGQVSIPIIIPQTISELQLSVSAGSPHPAIARLTVAAPPSGGPGFLSIERPDS
RPPRVGDTLNLNLRAVGSGATEFSHYYYMILSRGQIVFMNREPKRTLTSVSVEFVDHHLAPS
FYFVAFYYHGDHPVANSLRVDVQAGACEGKLELSVDGAKQYRNGESVKLHLETDSLALVA
LGALDTALYAAGSKSHKPLNMGKVFEAMNSYDLGCGPGGGDSALQVFQAAGLAFSDGDQW
TLSRKRLSCPKEKTTRKKRNVNFOQKATINEKLGOQYASPTAKRCCQDGVTRLPMMRSCEQRA
ARVQQPDCREPFLSCCQFAESLRKKSRDKGQAGLOQRALEILQEEDLIDEDDIPVRSFFPE
NWLWRVETVDRFQILTLWLPDSLTTWEIHGLSLSKTKGLCVATPVQLRVFREFHLHLRLP
MSVRRFEQLELRPVLYNYLDKNLTVSVHVSPVEGLCLAGGGGLAQQVLVPAGSARPVAFS
VVPTAAAAVSLKVVARGSFEFPVGDAVSKVLQIEKEGATHREELVYELNPLDHRGRTLET
PGNSDPNMIPDGDENSYVRVTASDPLDTLGSEGALSPGGVASLLRLPRGCGEQTMIYLAP
TLAASRYLDKTEQWSTLPPETKDHAVDLIQKGYMRIQQFRKADGSYAAWLSRDSSTWLTA
FVLKVLSLAQEQVGGSPEKLQETSNWLLSQQQADGSFQDPCPVLDRSMQGGLVGNDETVA
LTAFVTIALHHGLAVFQDEGAEPLKQRVEASISKANSFLGEKASAGLLGAHAAAITAYAL
TLTKAPVDLLGVAHNNLMAMAQETGDNLYWGSVTGSQSNAVSPTPAPRNPSDPMPQAPAT
WIETTAYALLHLLLHEGKAEMADQASAWLTRQGSFQGGFRSTQDTVIALDALSAYWIASH
TTEERGLNVTLSSTGRNGFKSHALQLNNRQIRGLEEELQFSLGSKINVKVGGNSKGTLKV
LRTYNVLDMKNTTCQDLQIEVTVKGHVEYTMEANEDYEDYEYDELPAKDDPDAPLQPVTP
LOLFEGRRNRRRREAPKVVEEQESRVHYTVCIWRNGKVGLSGMAIADVTLLSGFHALRAD
LEKLTSLSDRYVSHFETEGPHVLLYFDSVPTSRECVGFEAVQEVPVGLVQPASATLYDYY
NPERRCSVEFYGAPSKSRLLATLCSAEVCQCAEGKCPRQRRALERGLODEDGYRMKFACYY
PRVEYGFQVKVLREDSRAAFRLFETKITQVLHFTKDVKAAANQMRNFLVRASCRLRLEPG
KEYLIMGLDGATYDLEGHPQYLLDSNSWIEEMPSERLCRSTRQRAACAQLNDFLQEYGTQ
GCQV

>sp|P11169|GTR3 HUMAN Solute carrier family 2, facilitated glucose
transporter member 3 OS=Homo sapiens 0X=9606 GN=SLC2A3 PE=1 SV=1
MGTQKVTPALIFAITVATIGSFQFGYNTGVINAPEKIIKEFINKTLTDKGNAPPSEVLLT
SLWSLSVATIFSVGGMIGSEFSVGLEVNRFGRRNSMLIVNLLAVTGGCFMGLCKVAKSVEML
ILGRLVIGLFCGLCTGEFVPMYIGEISPTALRGAFGTLNQLGIVVGILVAQIFGLEFILGS
EELWPLLLGFTILPAILQSAALPFCPESPRFLLINRKEEENAKQILORLWGTQDVSQDIQ
EMKDESARMSQEKQVTVLELFRVSSYRQPITIISIVLOLSQQOLSGINAVFYYSTGIFKDAG
VOQEPIYATIGAGVVNTIFTVVSLFLVERAGRRTLHMIGLGGMAFCSTLMTVSLLLKDNYN
GMSEFVCIGAILVEFVAFFEIGPGPIPWFIVAELFSQGPRPAAMAVAGCSNWTSNEFLVGLLFE
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PSAAHYLGAYVFIIFTGFLITFLAFTFFKVPETRGRTFEDITRAFEGQAHGADRSGKDGV
MEMNSIEPAKETTTNV

>sp|Q8TDB8 |GTR14 HUMAN Solute carrier family 2, facilitated
glucose transporter member 14 0OS=Homo sapiens 0X=9606 GN=SLC2Al14
PE=2 SV=1
MEFHNGGHVSGIGGFLVSLTSRMKPHTLAVTPALIFAITVATIGSFQFGYNTGVINAPET
ITKEFINKTLTDKANAPPSEVLLTNLWSLSVAIFSVGGMIGSEFSVGLFVNRFGRRNSMLT
VNLLAATGGCLMGLCKIAESVEMLILGRLVIGLFCGLCTGFVPMYIGEISPTALRGAFGT
INQLGIVIGILVAQIFGLELILGSEELWPVLLGFTILPAILQSAALPCCPESPRFLLINR
KKEENATRILORLWGTQODVSQDIQEMKDESARMSQEKQVTVLELFRVSSYRQPITIISIVL
OLSQOQOLSGINAVEFYYSTGIFKDAGVQQOPIYATISAGVVNTIFTLLSLFLVERAGRRTLHM
IGLGGMAFCSTLMTVSLLLKNHYNGMSFEVCIGAILVEFVACFEIGPGPIPWEFIVAELFESQG
PRPAAMAVAGCSNWTSNEFLVGLLFPSAAYYLGAYVFIIFTGFLITFLAFTFFKVPETRGR
TFEDITRAFEGQAHGADRSGKDGVMGMNSTIEPAKETTTNV

>sp|Q8WWIS|CTL1 HUMAN Choline transporter-like protein 1 OS=Homo
sapiens 0X=9606 GN=SLC44A1 PE=1 SV=1
MGCCSSASSAAQSSKREWKPLEDRSCTDIPWLLLFILFCIGMGFICGFSIATGAAARLVS
GYDSYGNICGQKNTKLEATPNSGMDHTQRKYVFFLDPCNLDLINRKIKSVALCVAACPRQ
ELKTLSDVQKFAEINGSALCSYNLKPSEYTTSPKSSVLCPKLPVPASAPIPFFHRCAPVN
ISCYAKFAEALITFVSDNSVLHRLISGVMTSKEIILGLCLLSLVLSMILMVIIRYISRVL
VWILTILVILGSLGGTGVLWWLYAKQRRSPKETVTPEQLQIAEDNLRALLIYAISATVET
VILFLIMLVMRKRVALTIALFHVAGKVFIHLPLLVFQPFWTFFALVLFWVYWIMTLLFLG
TTGSPVONEQGFVEFKISGPLOYMWWYHVVGLIWISEFILACQOMTVAGAVVTYYFTRDK
RNLPFTPILASVNRLIRYHLGTVAKGSFIITLVKIPRMILMYIHSQLKGKENACARCVLK
SCICCLWCLEKCLNYLNOQNAYTATAINSTNFCTSAKDAFVILVENALRVATINTVGDEFML
FLGKVLIVCSTGLAGIMLLNYQODYTVWVLPLITVCLFAFLVAHCFLSIYEMVVDVLFELC
FAIDTKYNDGSPGREFYMDKVLMEFVENSRKAMKEAGKGGVADSRELKPMASGASSA
>sp|POCOS5|H2AZ HUMAN Histone H2A.Z OS=Homo sapiens 0X=9606
GN=H2AZ1 PE=1 SV=2
MAGGKAGKDSGKAKTKAVSRSQRAGLQFPVGRIHRHLKSRTTSHGRVGATAAVYSAAILE
YLTAEVLELAGNASKDLKVKRITPRHLOQLAIRGDEELDSLIKATIAGGGVIPHIHKSLIG
KKGQQOKTV

>sp|Q71UI9|H2AV _HUMAN Histone HZA.V 0OS=Homo sapiens 0X=9606
GN=H2AZ2 PE=1 SV=3
MAGGKAGKDSGKAKAKAVSRSQRAGLOFPVGRIHRHLKTRTTSHGRVGATAAVYSAATILE
YLTAEVLELAGNASKDLKVKRITPRHLOQLAIRGDEELDSLIKATIAGGGVIPHIHKSLIG
KKGQOKTA

>sp|Q15084 | PDIA6 HUMAN Protein disulfide-isomerase A6 OS=Homo
sapiens 0X=9606 GN=PDIA6 PE=1 SV=1
MALLVLGLVSCTFFLAVNGLYSSSDDVIELTPSNENREVIQSDSLWLVEFYAPWCGHCQR
LTPEWKKAATALKDVVKVGAVDADKHHSLGGQYGVQGFPTIKIFGSNKNRPEDYQGGRTG
EATIVDAALSALRQLVKDRLGGRSGGYSSGKQGRSDSSSKKDVIELTDDSFDKNVLDSEDV
WMVEFYAPWCGHCKNLEPEWAAAASEVKEQTKGKVKLAAVDATVNQVLASRYGIRGFEPTI
KIFQKGESPVDYDGGRTRSDIVSRALDLFSDNAPPPELLEIINEDIAKRTCEEHQLCVVA
VLPHILDTGAAGRNSYLEVLLKLADKYKKKMWGWLWTEAGAQSELETALGIGGEFGYPAMA
AINARKMKFALLKGSFSEQGINEFLRELSFGRGSTAPVGGGAFPTIVEREPWDGRDGELP
VEDDIDLSDVELDDLGKDEL
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>sp Q99460 |PSMD1I HUMAN 26S proteasome non-ATPase regulatory
subunit 1 OS=Homo sapiens 0X=9606 GN=PSMD1 PE=1 SV=2
MITSAAGIISLLDEDEPQLKEFALHKLNAVVNDEWAEISESVDKIEVLYEDEGFRSRQFA
ALVASKVFYHLGAFEESLNYALGAGDLENVNDNSEYVETITAKCIDHYTKQCVENADLPE
GEKKPIDQRLEGIVNKMFQRCLDDHKYKQATIGIALETRRLDVFEKTILESNDVPGMLAYS
LKLCMSLMONKQFRNKVLRVLVKIYMNLEKPDFINVCQCLIFLDDPQAVSDILEKLVKED
NLLMAYQICFDLYESASQQFLSSVIQNLRTVGTPIASVPGSTNTGTVPGSEKDSDSMETE
EKTSSAFVGKTPEASPEPKDQTLKMIKILSGEMAIELHLQFLTIRNNNTDLMILKNTKDAV
RNSVCHTATVIANSEFMHCGTTSDQFLRDNLEWLARATNWAKFTATASLGVIHKGHEKEAL
QLMATYLPKDTSPGSAYQEGGGLYALGLTHANHGGDIIDYLLNQLKNASNDIVRHGGSLG
LGLAAMGTARQDVYDLLKTNLYQDDAVTGEAAGLALGLVMLGSKNAQATEDMVGYAQETQ
HEKILRGLAVGIALVMYGRMEEADALIESLCRDKDPILRRSGMYTVAMAYCGSGNNKAIR
RLLHVAVSDVNDDVRRAAVESLGFILFRTPEQCPSVVSLLSESYNPHVRYGAAMALGICC
AGTGNKEAINLLEPMTNDPVNYVRQGALIASALIMIQQTEITCPKVNQFRQLYSKVINDK
HDDVMAKFGAILAQGILDAGGHNVTISLOSRTGHTHMPSVVGVLVEFTQFWEFWEFPLSHELS
LAYTPTCVIGLNKDLKMPKVQYKSNCKPSTFAYPAPLEVPKEKEKEKVSTAVLSITAKAK
KKEKEKEKKEEEKMEVDEAEKKEEKEKKKEPEPNFQLLDNPARVMPAQLKVLTMPETCRY
QPFKPLSIGGIIILKDTSEDIEELVEPVAAHGPKIEEEEQEPEPPEPFEYIDD
>sp|Q7L5L3|GDPD3 HUMAN Lysophospholipase D GDPD3 OS=Homo sapiens
0X=9606 GN=GDPD3 PE=1 SV=3
MSLLLYYALPALGSYAMLSTIFFLRRPHLLHTPRAPTFRIRLGAHRGGSGELLENTMEAME
NSMAQRSDLLELDCQLTRDRVVVVSHDENLCRQSGLNRDVGSLDFEDLPLYKEKLEVYFS
PGHFAHGSDRRMVRLEDLFQRFPRTPMSVEIKGKNEELTIRETAGLVRRYDRNEITIWASE
KSSVMKKCKAANPEMPLSFTISRGFWVLLSYYLGLLPFIPIPEKFFFCFLPNIINRTYFP
FSCSCLNQLLAVVSKWLIMRKSLIRHLEERGVQVVEFWCLNEESDFEAAFSVGATGVITDY
PTALRHYLDNHGPAARTS

>sp|P01766|HV313 HUMAN Immunoglobulin heavy variable 3-13 OS=Homo
sapiens 0X=9606 GN=IGHV3-13 PE=1 SV=2
MELGLSWVFLVAILEGVQCEVQLVESGGGLVQPGGSLRLSCAASGEFTFSSYDMHWVRQAT
GKGLEWVSAIGTAGDPYYPGSVKGREFTISRENAKNSLYLOQMNSLRAGDTAVYYCAR
>sp|P01763|HV348 HUMAN Immunoglobulin heavy variable 3-48 OS=Homo
sapiens 0X=9606 GN=IGHV3-48 PE=1 SV=2
MELGLCWVFLVAILEGVQCEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYEMNWVRQAP
GKGLEWVSYISSSGSTIYYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCAR
>sp|AOAOB4J1X5[HV374 HUMAN Immunoglobulin heavy variable 3-74
OS=Homo sapiens 0X=9606 GN=IGHV3-74 PE=3 SV=1
MEFGLSWVEFLVAILKGVQCEVQLVESGGGLVQPGGSLRLSCAASGEFTFSSYWMHWVRQAP
GKGLVWVSRINSDGSSTSYADSVKGRFTISRDNAKNTLYLOMNSLRAEDTAVYYCAR

>sp |AOAOB4J1Y9|HV372 HUMAN Immunoglobulin heavy variable 3-72
OS=Homo sapiens 0X=9606 GN=IGHV3-72 PE=3 SV=1
MEFGLSWVFLVVILOGVQCEVQLVESGGGLVQPGGSLRLSCAASGFTFSDHYMDWVRQAP
GKGLEWVGRTRNKANSYTTEYAASVKGRFTISRDDSKNSLYLOMNSLKTEDTAVYYCAR
>sp|P01780|HV307 HUMAN Immunoglobulin heavy variable 3-7 OS=Homo
sapiens 0X=9606 GN=IGHV3-7 PE=1 SV=2
MELGLSWVFLVAILEGVQCEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYWMSWVRQAP
GKGLEWVANIKQDGSEKYYVDSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCAR
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>sp|P01764|HV323 HUMAN Immunoglobulin heavy variable 3-23 OS=Homo
sapiens 0X=9606 GN=IGHV3-23 PE=1 SV=2
MEFGLSWLFLVAILKGVQCEVQLVESGGGLVQPGGSLRLSCAASGFTFSSYAMSWVRQAP
GKGLEWVSATISGSGGSTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAK

>sp | PODP57 | SLURZ HUMAN Secreted Ly-6/uPAR domain-containing
protein 2 OS=Homo sapiens 0X=9606 GN=SLURP2 PE=1 SV=1
MOLGTGLLLAAVLSLQLAAAEATIWCHQCTGFGGCSHGSRCLRDSTHCVTTATRVLSNTED
LPLVTKMCHIGCPDIPSLGLGPYVSIACCQTSLCNHD

>sp|P12429|ANXA3 HUMAN Annexin A3 OS=Homo sapiens 0X=9606 GN=ANXA3
PE=1 SV=3
MASIWVGHRGTVRDYPDEFSPSVDAEAIQKAIRGIGTDEKMLISILTERSNAQRQLIVKEY
QAAYGKELKDDLKGDLSGHFEHLMVALVTPPAVFDAKQLKKSMKGAGTNEDALIEILTTR
TSROMKDISQAYYTVYKKSLGDDISSETSGDFRKALLTLADGRRDESLKVDEHLAKQDAQ
ILYKAGENRWGTDEDKFTETILCLRSFPOQLKLTFDEYRNISQKDIVDSIKGELSGHFEDLL
LATVNCVRNTPAFLAERLHRALKGIGTDEFTLNRIMVSRSEIDLLDIRTEFKKHYGYSLY
SATKSDTSGDYEITLLKICGGDD

>sp|Q14210|LY6D HUMAN Lymphocyte antigen 6D OS=Homo sapiens
0X=9606 GN=LY6D PE=1 SV=1
MRTALLLLAALAVATGPALTLRCHVCTSSSNCKHSVVCPASSREFCKTTNTVEPLRGNLVK
KDCAESCTPSYTLQOGQVSSGTSSTQCCQEDLCNEKLHNAAPTRTALAHSALSLGLALSLL
AVILAPSL

>sp|P09110 | THIK HUMAN 3-ketoacyl-CoA thiolase, peroxisomal
OS=Homo sapiens 0X=9606 GN=ACAAl PE=1 SV=2
MORLQVVLGHLRGPADSGWMPQAAPCLSGAPQASAADVVVVHGRRTAICRAGRGGFKDTT
PDELLSAVMTAVLKDVNLRPEQLGDICVGNVLQPGAGAIMARIAQFLSDIPETVPLSTVN
ROCSSGLQAVASTIAGGIRNGSYDIGMACGVESMSLADRGNPGNITSRLMEKEKARDCLIP
MGITSENVAERFGISREKQDTFALASQQKAARAQSKGCFQAEIVPVTTTVHDDKGTKRST
TVTQDEGIRPSTTMEGLAKLKPAFKKDGSTTAGNSSQVSDGAAATILLARRSKAEELGLPI
LGVLRSYAVVGVPPDIMGIGPAYATPVALQKAGLTVSDVDIFEINEAFASQAAYCVEKLR
LPPEKVNPLGGAVALGHPLGCTGARQVITLLNELKRRGKRAYGVVSMCIGTGMGAAAVFE

YPGN

>sp|Q9HC38 |GLOD4 HUMAN Glyoxalase domain-containing protein 4
OS=Homo sapiens 0X=9606 GN=GLOD4 PE=1 SV=1
MAARRALHFVFKVGNRFQTARFYRDVLGMKVESCSVARLECSGAISAHCSDYTRITEDSF
SKPYDGKWSKTMVGEFGPEDDHEFVAELTYNYGVGDYKLGNDFMGITLASSQAVSNARKLEW
PLTEVAEGVFETEAPGGYKEFYLONRSLPQSDPVLKVTLAVSDLOQKSLNYWCNLLGMKIYE
KDEEKQRALLGYADNQCKLELQGVKGGVDHAAAFGRIAFSCPQKELPDLEDLMKRENQKT
LTPLVSLDTPGKATVQVVILADPDGHEICFVGDEAFRELSKMDPEGSKLLDDAMAADKSD
EWFAKHNKPKASG

>sp 000154 | BACH_HUMAN Cytosolic acyl coenzyme A  thiocester
hydrolase OS=Homo sapiens 0X=9606 GN=ACOT7 PE=1 SV=3
MKLLARALRLCEFGRQASSRRLVAGQGCVGPRRGCCAPVQVVGPRADLPPCGACITGRIM
RPDDANVAGNVHGGTILKMIEEAGATISTRHCNSONGERCVAALARVERTDFLSPMCIGE
VAHVSAEITYTSKHSVEVQVNVMSENILTGAKKLTNKATLWYVPLSLKNVDKVLEVPPVV
YSROEQEEEGRKRYEAQKLERMETKWRNGDIVQPVLNPEPNTVSYSQSSLIHLVGPSDCT
LHGFVHGGVTMKLMDEVAGIVAARHCKTNIVTASVDAINFHDKIRKGCVITISGRMTFETS
NKSMEIEVLVDADPVVDSSQKRYRAASAFFTYVSLSQEGRSLPVPQLVPETEDEKKRFEE
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GKGRYLQOMKAKRQGHAEPQP

>sp|P63241|IF5A1 HUMAN Eukaryotic translation initiation factor
5A-1 OS=Homo sapiens 0X=9606 GN=EIF5A PE=1 SV=2
MADDLDFETGDAGASATEFPMQCSALRKNGEFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG
IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLODSGEVREDLRLPEGDLG
KEIEQKYDCGEEILITVLSAMTEEAAVATIKAMAK

>sp|Q6IS14|IFS5AL HUMAN Eukaryotic translation initiation factor
5A-1-1ike OS=Homo sapiens 0X=9606 GN=EIF5AL1 PE=2 SV=2
MADDLDFETGDAGASATEFPMQCSALRKNGEFVVLKGWPCKIVEMSASKTGKHGHAKVHLVG
IDIFTGKKYEDICPSTHNMDVPNIKRNDFQLIGIQDGYLSLLODSGEVPEDLRLPEGDLG
KEIEQKYDCGEEILITVLSAMTEEAAVAIKAMAK

>sp|Q9GZV4 | IF5A2 HUMAN Eukaryotic translation initiation factor
5A-2 OS=Homo sapiens 0X=9606 GN=EIF5A2 PE=1 SV=3
MADEIDFTTGDAGASSTYPMQCSALRKNGEFVVLKGRPCKIVEMSTSKTGKHGHAKVHLVG
IDIFTGKKYEDICPSTHNMDVPNIKRNDYQLICIQDGYLSLLTETGEVREDLKLPEGELG
KEIEGKYNAGEDVQVSVMCAMSEEYAVAIKPCK

>sp|P30044 | PRDX5 HUMAN Peroxiredoxin-5, mitochondrial OS=Homo
sapiens 0X=9606 GN=PRDX5 PE=1 SV=4
MGLAGVCALRRSAGYILVGGAGGQSAAAAARRYSEGEWASGGVRSEFSRAAAAMAPIKVGD
ATPAVEVFEGEPGNKVNLAELFKGKKGVLEFGVPGAFTPGCSKTHLPGFVEQAEALKAKGV
QVVACLSVNDAFVTGEWGRAHKAEGKVRLLADPTGAFGKETDLLLDDSLVSIFGNRRLKR
FSMVVQDGIVKALNVEPDGTGLTCSLAPNIISQL

>sp|Q69YW2 | STUM HUMAN Protein stum homolog OS=Homo sapiens 0X=9606
GN=STUM PE=1 SV=1
MEPSHKDAETAAAAAAVAAADPRGASSSSGVVVQVREKKGPLRAAIPYMPFPVAVICLFEFL
NTFVPGLGTFVSAFTVLCGARTDLPDRHVCCVEFWLNTIAAALTIQILTATIVMVGWIMSTIFEFWG
MDMVILAISQGYKEQGIPQQL

>sp Q02978 |M20M HUMAN Mitochondrial 2-oxoglutarate/malate carrier
protein OS=Homo sapiens 0X=9606 GN=SLC25A11 PE=1 SV=3
MAATASAGAGGIDGKPRTSPKSVKFLEFGGLAGMGATVEVQPLDLVKNRMOLSGEGAKTRE
YKTSFHALTSILKAEGLRGIYTGLSAGLLRQATYTTTRLGIYTVLFERLTGADGTPPGFL
LKAVIGMTAGATGAFVGTPAEVALIRMTADGRLPADQRRGYKNVFNALIRITREEGVLTL
WRGCIPTMARAVVVNAAQLASYSQSKQFLLDSGYFSDNILCHFCASMISGLVTTAASMPV
DIAKTRIQNMRMIDGKPEYKNGLDVLFKVVRYEGFFSLWKGFTPYYARLGPHTVLTFIFL
EQMNKAYKRLFLSG

>sp Q16881 | TRXR1 HUMAN Thioredoxin reductase 1, cytoplasmic
OS=Homo sapiens 0X=9606 GN=TXNRD1l PE=1 SV=3
MGCAEGKAVAAAAPTELQTKGKNGDGRRRSAKDHHPGKTLPENPAGEFTSTATADSRALLQ
AYIDGHSVVIFSRSTCTRCTEVKKLFKSLCVPYFVLELDQTEDGRALEGTLSELAAETDL
PVVEFVKQRKIGGHGPTLKAYQEGRLOQKLLKMNGPEDLPKSYDYDLITTGGGSGGLAAAKE
AAQYGKKVMVLDEVTPTPLGTRWGLGGTCVNVGCIPKKLMHQAALLGQALQDSRNYGWKV
EETVKHDWDRMIEAVONHIGSLNWGYRVALREKKVVYENAYGQFIGPHRIKATNNKGKEK
IYSAERFLIATGERPRYLGIPGDKEYCISSDDLFSLPYCPGKTLVVGASYVALECAGFLA
GIGLDVTVMVRSILLRGFDQODMANKIGEHMEEHGIKFIRQFVPIKVEQIEAGTPGRLRVV
AQSTNSEETITEGEYNTVMLATIGRDACTRKIGLETVGVKINEKTGKIPVTDEEQTNVPYIY
ATIGDILEDKVELTPVAIQAGRLLAQRLYAGSTVKCDYENVPTTVFTPLEYGACGLSEEKA
VEKFGEENIEVYHSYFWPLEWTIPSRDNNKCYAKIICNTKDNERVVGFHVLGPNAGEVTQ
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GFAAALKCGLTKKQLDSTIGIHPVCAEVFTTLSVTKRSGASTILQAGCUG
>sp|P46776|RL27A HUMAN 60S ribosomal protein L27a OS=Homo sapiens
0X=9606 GN=RPL27A PE=1 SV=2
MPSRLRKTRKLRGHVSHGHGRIGKHRKHPGGRGNAGGLHHHRINFDKYHPGYFGKVGMKH
YHLKRNQSFCPTVNLDKLWTLVSEQTRVNAAKNKTGAAPTIIDVVRSGYYKVLGKGKLPKQ
PVIVKAKFFSRRAEEKIKSVGGACVLVA

>sp|Q9Y639 |NPTN HUMAN Neuroplastin OS=Homo sapiens 0X=9606 GN=NPTN
PE=1 SV=2
MSGSSLPSALALSLLLVSGSLLPGPGAAQNAGFVKSPMSETKLTGDAFELYCDVVGSPTP
ETQOWWYAEVNRAESFROQLWDGARKRRVTVNTAYGSNGVSVLRITRLTLEDSGTYECRASN
DPKRNDLRONPSITWIRAQATISVLQKPRIVTSEEVIIRDSPVLPVTLQCNLTSSSHTLT
YSYWTKNGVELSATRKNASNMEYRINKPRAEDSGEYHCVYHEFVSAPKANATIEVKAAPDI
TGHKRSENKNEGODATMYCKSVGYPHPDWIWRKKENGMPMDIVNTSGRFFIINKENYTEL
NIVNLOQITEDPGEYECNATNATIGSASVVTIVLRVRSHLAPLWPFLGILAEITTILVVIIVVY
EKRKRPDEVPDDDEPAGPMKTNSTNNHKDKNLRQORNTN

>sp|P22626 | ROA2 HUMAN Heterogeneous nuclear ribonucleoproteins
A2/B1l OS=Homo sapiens 0X=9606 GN=HNRNPA2B1l PE=1 SV=2
MEKTLETVPLERKKREKEQFRKLFIGGLSFETTEESLRNYYEQWGKLTDCVVMRDPASKR
SRGFGFVTFSSMAEVDAAMAARPHSIDGRVVEPKRAVAREESGKPGAHVTVKKLEFVGGIK
EDTEEHHLRDYFEEYGKIDTIEIITDROQSGKKRGFGFVTFDDHDPVDKIVLOKYHTINGH
NAEVRKALSRQEMQEVQSSRSGRGGNFGFGDSRGGGGNFGPGPGSNFRGGSDGYGSGRGE
GDGYNGYGGGPGGGNFGGSPGYGGGRGGYGGGGPGYGNQGGGYGGGYDNYGGGNYGSGNY
NDFGNYNQQPSNYGPMKSGNFGGSRNMGGPYGGGNYGPGGSGGSGGYGGRSRY

>sp|094919 |ENDD1 HUMAN Endonuclease domain-containing 1 protein
OS=Homo sapiens 0X=9606 GN=ENDOD1l PE=1 SV=2
MGTARWLALGSLFALAGLLEGRLVGEEEAGFGECDKFFYAGTPPAGLAADSHVKICQRAE
GAERFATLYSTRDRIPVYSAFRAPRPAPGGAEQRWLVEPQIDDPNSNLEEAINEAEAITS
VNSLGSKQALNTDYLDSDYQRGQLYPFSLSSDVQVATFTLTNSAPMTQSFQERWYVNLHS
LMDRALTPQCGSGEDLYILTGTVPSDYRVKDKVAVPEFVWLAACCAVPGGGWAMGEVKHT
RDSDIIEDVMVKDLOKLLPEFNPOLFONNCGETEQDTEKMKKILEVVNQIQDEERMVQSQK
SSSPLSSTRSKRSTLLPPEASEGSSSFLGKLMGFTIATPFIKLFQLTIYYLVVAILKNIVYF
LWCVTKQVINGIESCLYRLGSATISYFMAIGEELVSIPWKVLKVVAKVIRALLRILCCLL
KATICRVLSIPVRVLVDVATFPVYTMGAIPIVCKDIALGLGGTVSLLFDTAFGTLGGLFQV
VESVCKRIGYKVTFDNSGEL

>sp|P55884 |EIF3B HUMAN Eukaryotic translation initiation factor 3
subunit B OS=Homo sapiens 0X=9606 GN=EIF3B PE=1 SV=3
MODAENVAVPEAAEERAEPGOQQOPAAEPPPAEGLLRPAGPGAPEAAGTEASSEEVGIAEA
GPESEVRTEPAAEAEAASGPSESPSPPAAEELPGSHAEPPVPAQGEAPGEQARDERSDSR
AQAVSEDAGGNEGRAAEAEPRALENGDADEPSFSDPEDFVDDVSEEELLGDVLKDRPQEA
DGIDSVIVVDNVPQVGPDRLEKLKNVIHKIFSKFGKITNDEFYPEEDGKTKGYIFLEYASP
AHAVDAVKNADGYKLDKQHTFRVNLFTDFDKYMTISDEWDIPEKQPFKDLGNLRYWLEEA
ECRDQYSVIFESGDRTSIFWNDVKDPVSIEERARWTETYVRWSPKGTYLATFHQRGIALW
GGEKFKQIQRFSHQGVQLIDEFSPCERYLVTESPLMDTQDDPOQATITIWDILTGHKKRGFHC
ESSAHWPIFKWSHDGKFFARMTLDTLSIYETPSMGLLDKKSLKISGIKDESWSPGGNITIA
FWVPEDKDIPARVTLMQLPTRQETRVRNLENVVDCKLHWQKNGDYLCVKVDRTPKGTQGV
VINFEIFRMREKQVPVDVVEMKETI TAFAWEPNGSKFAVLHGEAPRISVSEFYHVKNNGKI
ELIKMEFDKQQANTIFWSPQGQFVVLAGLRSMNGALAFVDTSDCTVMNIAEHYMASDVEWD
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PTGRYVVTSVSWWSHKVDNAYWLWTFQGRLLOQKNNKDRFCQLLWRPRPPTLLSQEQIKQT
KKDLKKYSKIFEQKDRLSQSKASKELVERRRTMMEDFRKYRKMAQELYMEQKNERLELRG
GVDTDELDSNVDDWEEETIEFFVTEETI IPLGNQE

>sp|Q5VSP4|LC1L1 HUMAN Putative lipocalin 1-like protein 1 OS=Homo
sapiens 0X=9606 GN=LCN1lP1 PE=5 SV=1
MKPLLLAISLSLIAALQAHHLLASDEETIQDVSGTWYLKAMTVDRELPEMNLESVTPMTLT
ILEGGNLEAKATMLISGQCQEVKVILEKTDEPGKYTANRGKHVAYITRSHMKDHYIFYCE
GRDPENNLEALEDFEKAAGARGLSTESILIPRQSETCSPGSD

>sp|P31025|LCN1 HUMAN Lipocalin-1 OS=Homo sapiens 0X=9606 GN=LCN1
PE=1 sv=1
MKPLLLAVSLGLIAALQAHHLLASDEEIQDVSGTWYLKAMTVDREFPEMNLESVTPMTLT
TLEGGNLEAKVTMLISGRCQEVKAVLEKTDEPGKYTADGGKHVAYITRSHVKDHYIFYCE
GELHGKPVRGVKLVGRDPKNNLEALEDFEKAAGARGLSTESILIPRQSETCSPGSD
>sp|Q9NZO1 | TECR _HUMAN Very-long-chain enoyl-CoA reductase OS=Homo
sapiens 0X=9606 GN=TECR PE=1 SV=1
MKHYEVEILDAKTREKLCEFLDKVEPHATIAEIKNLETKTHPOQWYPARQSLRLDPKGKSLK
DEDVLOKLPVGTTATLYFRDLGAQISWVITVFLTEYAGPLFIYLLEFYFRVPFIYGHKYDET
SSRHTVVHLACICHSFHYIKRLLETLEVHREFSHGTMPLRNIFKNCTYYWGFAAWMAYYIN
HPLYTPPTYGAQQVKLALAIFVICQLGNFSIHMALRDLRPAGSKTRKIPYPTKNPFTWLF
LLVSCPNYTYEVGSWIGFATMTQCLPVALFSLVGFTOMTIWAKGKHRSYLKEFRDYPPLR
MPITPFLL

>sp|P14174 |MIF HUMAN Macrophage migration inhibitory factor
OS=Homo sapiens 0X=9606 GN=MIF PE=1 SV=4
MPMFIVNTNVPRASVPDGFLSELTQQLAQATGKPPQYTAVHVVPDQLMAFGGSSEPCALC
SLHSIGKIGGAQNRSYSKLLCGLLAERLRISPDRVYINYYDMNAANVGWNNSTFEFA
>sp|P62191 | PRS4 HUMAN 26S proteasome regulatory subunit 4 OS=Homo
sapiens 0X=9606 GN=PSMC1l PE=1 SV=1
MGQSQSGGHGPGGGKKDDKDKKKKYEPPVPTRVGKKKKKTKGPDAASKLPLVTPHTQCRL
KLLKLERIKDYLLMEEEFIRNQEQMKPLEEKQEEERSKVDDLRGTPMSVGTLEETITDDNH
ATVSTSVGSEHYVSILSFVDKDLLEPGCSVLLNHKVHAVIGVLMDDTDPLVTVMKVEKAP
QETYADIGGLDNQIQEIKESVELPLTHPEYYEEMGIKPPKGVILYGPPGTGKTLLAKAVA
NQTSATFLRVVGSELIQKYLGDGPKLVRELFRVAEEHAPSTIVFIDETIDATGTKRYDSNSG
GEREIQRTMLELLNQLDGFDSRGDVKVIMATNRIETLDPALIRPGRIDRKIEFPLPDEKT
KKRIFQIHTSRMTLADDVTLDDLIMAKDDLSGADIKAICTEAGLMALRERRMKVTNEDFK
KSKENVLYKKQEGTPEGLYL

>sp|P62195|PRS8 HUMAN 26S proteasome regulatory subunit 8 OS=Homo
sapiens 0X=9606 GN=PSMC5 PE=1 SV=1
MALDGPEQMELEEGKAGSGLRQYYLSKIEELQLIVNDKSQONLRRLQAQRNELNAKVRLLR
EELOLLOEQGSYVGEVVRAMDKKKVLVKVHPEGKFVVDVDKNIDINDVTPNCRVALRNDS
YTLHKILPNKVDPLVSLMMVEKVPDSTYEMIGGLDKQIKEIKEVIELPVKHPELFEALGI
AQPKGVLLYGPPGTGKTLLARAVAHHTDCTFIRVSGSELVQKFIGEGARMVRELFVMARE
HAPSITIFMDEIDSIGSSRLEGGSGGDSEVOQRTMLELLNQLDGFEATKNIKVIMATNRIDIT
LDSALLRPGRIDRKIEFPPPNEEARLDILKIHSRKMNLTRGINLRKIAELMPGASGAEVK
GVCTEAGMYALRERRVHVTQEDFEMAVAKVMQKDSEKNMS IKKLWK

>sp Q99536 | VAT1 HUMAN Synaptic vesicle membrane protein VAT-1
homolog OS=Homo sapiens 0X=9606 GN=VAT1l PE=1 SV=2
MSDEREVAEAATGEDASSPPPKTEAASDPQHPAASEGAAAAAASPPLLRCLVLTGEFGGYD

146



KVKLOSRPAAPPAPGPGQLTLRLRACGLNFADLMARQGLYDRLPPLPVTPGMEGAGVVIA
VGEGVSDRKAGDRVMVLNRSGMWQEEVTVPSVQTFLIPEAMTFEEAAALLVNYITAYMVL
FDFGNLQPGHSVLVHMAAGGVGMAAVQLCRTVENVTVFGTASASKHEALKENGVTHPIDY
HTTDYVDEIKKISPKGVDIVMDPLGGSDTAKGYNLLKPMGKVVTYGMANLLTGPKRNLMA
LARTWWNQFSVTALQLLOANRAVCGFHLGYLDGEVELVSGVVARLLALYNQGHIKPHIDS
VWPFEKVADAMKOMQEKKNVGKVLLVPGPEKEN

>sp|P16520|GBB3 HUMAN Guanine nucleotide-binding protein
G(I)/G(S)/G(T) subunit beta-3 OS=Homo sapiens 0X=9606 GN=GNB3 PE=1
Sv=1

MGEMEQLRQEAEQLKKQIADARKACADVTLAELVSGLEVVGRVOMRTRRTLRGHLAKIYA
MHWATDSKLLVSASQDGKLIVWDSYTTNKVHAIPLRSSWVMTCAYAPSGNEVACGGLDNM
CSIYNLKSREGNVKVSRELSAHTGYLSCCRELDDNNIVTSSGDTTCALWDIETGQQOKTVE
VGHTGDCMSLAVSPDFNLFISGACDASAKLWDVREGTCRQTFTGHESDINAICFFPNGEA
ICTGSDDASCRLEFDLRADQELICFSHESIICGITSVAFSLSGRLLFAGYDDENCNVWDSM
KSERVGILSGHDNRVSCLGVTADGMAVATGSWDSFLKIWN

>sp|P62873|GBB1 HUMAN Guanine nucleotide-binding protein
G(I)/G(S)/G(T) subunit beta-1 OS=Homo sapiens 0X=9606 GN=GNB1 PE=1
SV=3

MSELDQLRQEAEQLKNQIRDARKACADATLSQITNNIDPVGRIQMRTRRTLRGHLAKIYA
MHWGTDSRLLVSASQDGKLITIWDSYTTNKVHATPLRSSWVMTCAYAPSGNYVACGGLDNTI
CSIYNLKTREGNVRVSRELAGHTGYLSCCREFLDDNQIVTSSGDTTCALWDIETGQQTTTE
TGHTGDVMSLSLAPDTRLFVSGACDASAKLWDVREGMCRQTFTGHESDINAICFFPNGNA
FATGSDDATCRLEFDLRADQELMTYSHDNIICGITSVSEFSKSGRLLLAGYDDENCNVWDAL
KADRAGVLAGHDNRVSCLGVTDDGMAVATGSWDSFLKIWN

>sp|P62879|GBB2 HUMAN Guanine nucleotide-binding protein
G(I)/G(S)/G(T) subunit beta-2 OS=Homo sapiens 0X=9606 GN=GNB2 PE=1
SvV=3

MSELEQLRQEAEQLRNQIRDARKACGDSTLTQITAGLDPVGRIQMRTRRTLRGHLAKIYA
MHWGTDSRLLVSASQDGKLITIWDSYTTNKVHATIPLRSSWVMTCAYAPSGNEFVACGGLDNI
CSIYSLKTREGNVRVSRELPGHTGYLSCCRFLDDNQIITSSGDTTCALWDIETGQQTVGF
AGHSGDVMSLSLAPDGRTEFVSGACDASTIKLWDVRDSMCRQTEFIGHESDINAVAFEFPNGYA
FTTGSDDATCRLEDLRADQELLMYSHDNITICGITSVAFSRSGRLLLAGYDDEFNCNIWDAM
KGDRAGVLAGHDNRVSCLGVTDDGMAVATGSWDSFLKIWN

>sp |Q9HAVO |GBB4 HUMAN Guanine nucleotide-binding protein subunit
beta-4 OS=Homo sapiens 0X=9606 GN=GNB4 PE=1 SV=3
MSELEQLRQEAEQLRNQIQDARKACNDATLVQITSNMDSVGRIQMRTRRTLRGHLAKIYA
MHWGYDSRLLVSASQDGKLITIWDSYTTNKMHATPLRSSWVMTCAYAPSGNYVACGGLDNTI
CSIYNLKTREGNVRVSRELPGHTGYLSCCRFLDDSQIVTSSGDTTCALWDIETAQQTTTE
TGHSGDVMSLSLSPDMRTFVSGACDASSKLWDIRDGMCRQSFTGHVSDINAVSFFPNGYA
FATGSDDATCRLEFDLRADQELLLYSHDNITICGITSVAFSKSGRLLLAGYDDENCNVWDTL
KGDRAGVLAGHDNRVSCLGVTDDGMAVATGSWDSEFLRIWN

>sp|P61019|RAB2A HUMAN Ras-related protein Rab-2A OS=Homo sapiens
0X=9606 GN=RAB2A PE=1 SV=1
MAYAYLFKYITIIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMITIDGKQIKLQOIW
DTAGQESFRSITRSYYRGAAGALLVYDITRRDTENHLTTWLEDARQHSNSNMVIMLIGNK
SDLESRREVKKEEGEAFAREHGLIFMETSAKTASNVEEAFINTAKEIYEKIQEGVEDINN
EANGIKIGPQHAATNATHAGNQGGQQAGGGCC
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>sp|Q8WUD1 |RAB2B_HUMAN Ras-related protein Rab-2B OS=Homo sapiens
0X=9606 GN=RAB2B PE=1 SV=1
MTYAYLFKYITIGDTGVGKSCLLLQFTDKRFQPVHDLTIGVEFGARMVNIDGKQIKLOIW
DTAGQESFRSITRSYYRGAAGALLVYDITRRETEFNHLTSWLEDARQHSSSNMVIMLIGNK
SDLESRRDVKREEGEAFAREHGLIFMETSAKTACNVEEAFINTAKEIYRKIQQGLFDVHN
EANGIKIGPQOSISTSVGPSASQRNSRDIGSNSGCC

>sp|Q12905|ILF2 HUMAN Interleukin enhancer-binding factor 2
OS=Homo sapiens 0X=9606 GN=ILF2 PE=1 SV=2
MRGDRGRGRGGRFGSRGGPGGGFRPFVPHIPFDEFYLCEMAFPRVKPAPDETSFSEALLKR
NODLAPNSAEQASILSLVTKINNVIDNLIVAPGTFEVQIEEVRQVGSYKKGTMTTGHNVA
DLVVILKILPTLEAVAALGNKVVESLRAQDPSEVLTMLTNETGFEISSSDATVKILITTV
PPNLRKLDPELHLDIKVLQSALAATRHARWEFEENASQSTVKVLIRLLKDLRIRFPGFEPL
TPWILDLLGHYAVMNNPTRQPLALNVAYRRCLQILAAGLFLPGSVGITDPCESGNFRVHT
VMTLEQODMVCYTAQTLVRILSHGGFRKILGQEGDASYLASEISTWDGVIVTPSEKAYEK
PPEKKEGEEEEENTEEPPQGEEEESMETQE

>sp|Q9Y285|SYFA HUMAN Phenylalanine-—-tRNA ligase alpha subunit
OS=Homo sapiens 0X=9606 GN=FARSA PE=1 SV=3
MADGQVAELLLRRLEASDGGLDSAELAAELGMEHQAVVGAVKSLOALGEVIEAELRSTKH
WELTAEGEEIAREGSHEARVFRSIPPEGLAQSELMRLPSGKVGESKAMSNKWIRVDKSAA
DGPRVFRVVDSMEDEVQRRLOQLVRGGQAEKLGEKERSELRKRKLLAEVTLKTYWVSKGSA
FSTSISKQETELSPEMISSGSWRDRPFKPYNFLAHGVLPDSGHLHPLLKVRSQFRQIFLE
MGFTEMPTDNFIESSEFWNEFDALFQPOQOQHPARDQHDTFFLRDPAEALQLPMDYVQRVKRTH
SOGGYGSQGYKYNWKLDEARKNLLRTHTTSASARALYRLAQKKPFTPVKYFSTIDRVERNE
TLDATHLAEFHQIEGVVADHGLTLGHLMGVLREFFTKLGITQLRFKPAYNPYTEPSMEVE
SYHQGLKKWVEVGNSGVFRPEMLLPMGLPENVSVIAWGLSLERPTMIKYGINNIRELVGH
KVNLOMVYDSPLCRLDAEPRPPPTQEAA

>sp|Q9Y4K1|CRBG1 HUMAN Beta/gamma crystallin domain-containing
protein 1 OS=Homo sapiens 0X=9606 GN=CRYBGl PE=1 SV=3
MEKRSSGRRSGRRRGSQKSTDSPGADAELPESAARDDAVEDDEVAPNAASDNASAEKKVK
SPRAALDGGVASAASPESKPSPGTKGQLRGESDRSKQPPPASSPTKRKGRSRALEAVPAP
PASGPRAPAKESPPKRVPDPSPVTKGTAAESGEEAARATPRELPVKSSSLLPEIKPEHKR
GPLPNHFNGRAEGGRSRELGRAAGAPGASDADGLKPRNHEFGVGRSTVTTKVTLPAKPKHV
ELNLKTPKNLDSLGNEHNPFSQPVHKGNTATKISLFENKRTNSSPRHTDIRGQRNTPASS
KTFVGRAKLNLAKKAKEMEQPEKKVMPNSPONGVLVKETATIETKVTVSEEEILPATRGMN
GDSSENQALGPQPNQDDKADVQTDAGCLSEPVASALIPVKDHKLLEKEDSEAADSKSLVL
ENVTDTAQDIPTTVDTKDLPPTAMPKPQHTFSDSQSPAESSPGPSLSLSAPAPGDVPKDT
CVQSPISSFPCTDLKVSENHKGCVLPVSRONNEKMPLLELGGETTPPLSTERSPEAVGSE
CPSRVLVQVRSEFVLPVESTQDVSSQVIPESSEVREVOLPTCHSNEPEVVSVASCAPPQEE
VLGNEHSHCTAELAAKSGPQVIPPASEKTLPIQAQSQGSRTPLMAESSPTNSPSSGNHLA
TPORPDQTVTNGQDSPASLLNISAGSDDSVEDSSSDMEKFTET TKQMDSAVCMPMKRKKA
RMPNSPAPHFAMPPIHEDHLEKVFDPKVFTFGLGKKKESQPEMSPALHLMONLDTKSKLR
PKRASAEQSVLEFKSLHTNTNGNSEPLVMPEINDKENRDVTNGGIKRSRLEKSALEFSSLLS
SLPODKIFSPSVTSVNTMTTAFSTSONGSLSQSSVSQPTTEGAPPCGLNKEQSNLLPDNS
LKVFNFNSSSTSHSSLKSPSHMEKYPQKEKTKEDLDSRSNLHLPETKFSELSKLKNDDME
KANHIESVIKSNLPNCANSDTDFMGLFKSSRYDPSISFSGMSLSDTMTLRGSVONKLNPR
PGKVVIYSEPDVSEKCIEVFSDIQDCSSWSLSPVILIKVVRGCWILYEQPNFEGHSIPLE
EGELELSGLWGIEDILERHEEAESDKPVVIGSIRHVVQDYRVSHIDLFTEPEGLGILSSY
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FDDTEEMQGFGVMQKTCSMKVHWGTWLIYEEPGFQGVPFILEPGEYPDLSFWDTEEAYTIG
SMRPLKMGGRKVEFPTDPKVVVYEKPFFEGKCVELETGMCSEFVMEGGETEEATGDDHLPF
TSVGSMKVLRGIWVAYEKPGFTGHQYLLEEGEYRDWKAWGGYNGELQSTRPILGDFSNAH
MIMYSEKNEFGSKGSSIDVLGIVANLKETGYGVKTQSINVLSGVWVAYENPDFTGEQYILD
KGEFYTSFEDWGGKNCKISSVQPICLDSFTGPRRRNQIHLFSEPQFQGHSQSFEETTSQID
DSFSTKSCRVSGGSWVVYDGENFTGNQYVLEEGHYPCLSAMGCPPGATFKSLREFIDVEEFES
EPTITLFEREDFKGKKIELNAETVNLRSLGENTQIRSVQVIGGIWVTYEYGSYRGRQFLL
SPAEVPNWYEFSGCRQIGSLRPEFVOKRIYFRLRNKATGLEFMSTNGNLEDLKLLRIQVMED
VGADDQIWIYQEGCIKCRIAEDCCLTIVGSLVTSGSKLGLALDONADSQFWSLKSDGRIY
SKLKPNLVLDIKGGTQYDONHIILNTVSKEKFTQVWEAMVLYT
>sp|Q9HOPO | S5NT3A HUMAN  Cytosolic 5'-nucleotidase 3A 0OS=Homo
sapiens 0X=9606 GN=NT5C3A PE=1 SV=3
MRAPSMDRAAVARVGAVASASVCALVAGVVLAQYIFTLKRKTGRKTKIIEMMPEFQKSSV
RIKNPTRVEEIICGLIKGGAAKLQITTDFDMTLSREFSYKGKRCPTCHNITIDNCKLVTDEC
RKKLLOLKEKYYATEVDPVLTVEEKYPYMVEWYTKSHGLLVQQALPKAKLKEIVAESDVM
LKEGYENFFDKLOQQHSIPVEFIFSAGIGDVLEEVIRQAGVYHPNVKVVSNEFMDEFDETGVLK
GFKGELTHVEFNKHDGALRNTEYFNQLKDNSNIILLGDSQGDLRMADGVANVEHILKIGYL
NDRVDELLEKYMDSYDIVLVQDESLEVANSILQOKIL

>sp|P30153|2AAA HUMAN Serine/threonine-protein phosphatase 2A 65
kDa regulatory subunit A alpha isoform OS=Homo sapiens O0X=9606
GN=PPP2R1A PE=1 SV=4
MAAADGDDSLYPIAVLIDELRNEDVQLRLNSIKKLSTIALALGVERTRSELLPFLTDTIY
DEDEVLLALAEQLGTFTTLVGGPEYVHCLLPPLESLATVEETVVRDKAVESLRATISHEHS
PSDLEAHFVPLVKRLAGGDWETSRTSACGLEFSVCYPRVSSAVKAELRQYFRNLCSDDTPM
VRRAAASKLGEFAKVLELDNVKSEIIPMFSNLASDEQDSVRLLAVEACVNIAQLLPQEDL
EALVMPTLRQAAEDKSWRVRYMVADKFTELQKAVGPEITKTDLVPAFQNLMKDCEAEVRA
AASHKVKEFCENLSADCRENVIMSQILPCIKELVSDANQHVKSALASVIMGLSPILGKDN
TIEHLLPLFLAQLKDECPEVRLNITSNLDCVNEVIGIRQLSQSLLPATVELAEDAKWRVR
LATTEYMPLLAGQLGVEFFDEKLNSLCMAWLVDHVYATREAATSNLKKLVEKFGKEWAHA
TITIPKVLAMSGDPNYLHRMTTLFCINVLSEVCGQDITTKHMLPTVLRMAGDPVANVRENV
AKSLOQKIGPILDNSTLOQSEVKPILEKLTQDQDVDVKYFAQEATLTVLSLA

>sp | PODOX6 | IGM HUMAN Immunoglobulin mu heavy chain OS=Homo sapiens
0X=9606 PE=1 SV=2
QVTLTESGPALVKPKQPLTLTCTFSGEFSLSTSRMRVSWIRRPPGKALEWLARIDDDDKEY
WSTSLRTRLSISKNDSKNQVVLIMINVNPVDTATYYCARVVNSVMAGYYYYYMDVWGKGT
TVIVSSGSASAPTLFPLVSCENSNPSSTVAVGCLAQDFLPDSITFSWKYNQSQKISSTRG
FPSVLRGGKYAATSQVLLPSKDVMQGTDEHVCKWVQHPNGNKQKNVPLPVIAELPPKVSV
FVPPRDGFEFGNPRKSKLICQATGEFSPROVWSLREGKQVGSGVTTDQVQAEAKESGPTTYK
VITSTLTIKESDWLGESMEFTCRVDHRGLTFQONASSMCVPDOQDTAIRVFAIPPSFASTIFLT
KSTKLTCLVTDLTTYDSVTISWTREENGAVKTHTNISESHPNATEFSAVGEASICEDDDWS
GERFTCTVTHTDLPSPLKQTISRPKGVALHRPDVYLLPPAREQLNLRESATITCLVTGFES
PADVEFVQWMQORGEPLSPEKYVTSAPMPEPQAPGRYFAHSTILTVSEEEWNTGQTYTCVVAH
EALPNRVTERTVDKSTGKPTLYNVSLVMSDTAGTCY

>sp|Q9UI12 | VATH HUMAN V-type proton ATPase subunit H OS=Homo
sapiens 0X=9606 GN=ATP6V1H PE=1 SV=1
MTKMDIRGAVDAAVPTNIIAAKAAEVRANKVNWQSYLOQGOMISAEDCEFIQRFEMKRSPE
EKQEMLQTEGSQCAKTFINLMTHICKEQTVQYILTMVDDMLOQENHQRVSIFEFDYARCSKN
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TAWPYFLPMLNRQDPFTVHMAARITAKLAAWGKELMEGSDLNYYFNWIKTQLSSQKLRGS
GVAVETGTVSSSDSSQYVQCVAGCLQLMLRVNEYRFAWVEADGVNCIMGVLSNKCGEFQLQ
YOMIFSIWLLAFSPOMCEHLRRYNITPVLSDILQESVKEKVTRITLAAFRNFLEKSTERE
TROQEYALAMIQCKVLKQLENLEQQKYDDEDISEDIKFLLEKLGESVQDLSSEFDEYSSELK
SGRLEWSPVHKSEKFWRENAVRLNEKNYELLKILTKLLEVSDDPQVLAVAAHDVGEYVRH
YPRGKRVIEQLGGKQLVMNHMHHEDQQVRYNALLAVOQKLMVHNWEYLGKQLQSEQPQTAA

ARS

>sp|Q9BSJI8|ESYT1 HUMAN Extended synaptotagmin-1 OS=Homo sapiens
0X=9606 GN=ESYT1 PE=1 SV=1
MERSPGEGPSPSPMDQPSAPSDPTDQPPAAHAKPDPGSGGQPAGPGAAGEALAVLTSFGR
RLLVLIPVYLAGAVGLSVGEFVLFGLALYLGWRRVRDEKERSLRAARQLLDDEEQLTAKTL
YMSHRELPAWVSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGSNPHLQTET
FTRVELGEKPLRIIGVKVHPGQRKEQILLDLNISYVGDVQIDVEVKKYFCKAGVKGMQLH
GVLRVILEPLIGDLPEFVGAVSMFFIRRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIAA
FLVLPNRLLVPLVPDLOQDVAQLRSPLPRGITIRIHLLAARGLSSKDKYVKGLIEGKSDPYA
LVRLGTQTFCSRVIDEELNPOWGETYEVMVHEVPGQEIEVEVEDKDPDKDDFLGRMKLDV
GKVLQASVLDDWEFPLOGGQGOVHLRLEWLSLLSDAEKLEQVLOWNWGVSSRPDPPSAATL
VVYLDRAQDLPLKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLODPQSQE
LDVQVKDDSRALTLGALTLPLARLLTAPELILDOQWFQLSSSGPNSRLYMKLVMRILYLDS
SEICFPTVPGCPGAWDVDSENPQRGSSVDAPPRPCHTTPDSQFGTEHVLRIEVLEAQDL T
AKDRFLGGLVKGKSDPYVKLKLAGRSFRSHVVREDLNPRWNEVFEVIVTSVPGQELEVEV
FDKDLDKDDFLGRCKVRLTTVLNSGFLDEWLTLEDVPSGRLHLRLERLTPRPTAAELEEV
LOVNSLIQTOKSAELAAALLSIYMERAEDLPLRKGTKHLSPYATLTVGDSSHKTKTISQT
SAPVWDESASFLIRKPHTESLELQVRGEGTGVLGSLSLPLSELLVADQLCLDRWETLSSG
QGOVLLRAQLGILVSQHSGVEAHSHSYSHSSSSLSEEPELSGGPPHITSSAPELRQRLTH
VDSPLEAPAGPLGQVKLTLWYYSEERKLVSIVHGCRSLRONGRDPPDPYVSLLLLPDKNR
GTKRRTSQKKRTLSPEFNERFEWELPLDEAQRRKLDVSVKSNSSFMSRERELLGKVQLDL
AETDLSQGVARWYDLMDNKDKGSS

>sp |AOAQ75B6P5 [KV228 HUMAN Immunoglobulin kappa variable 2-28
OS=Homo sapiens 0X=9606 GN=IGKV2-28 PE=3 SV=1
MRLPAQLLGLLMLWVSGSSGDIVMTQSPLSLPVTPGEPASTISCRSSQSLLHSNGYNYLDW
YLOKPGQSPQLLIYLGSNRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTP
>sp|P01615|KVD28 HUMAN Immunoglobulin kappa variable 2D-28 OS=Homo
sapiens 0X=9606 GN=IGKV2D-28 PE=1 SV=2
MRLPAQLLGLLMLWVSGSSGDIVMTQSPLSLPVTPGEPASISCRSSQSLLHSNGYNYLDW
YLOKPGQSPQLLIYLGSNRASGVPDREFSGSGSGTDFTLKISRVEAEDVGVYYCMQALQTP

>sp |AOAQ75B6S2 [KVD29 HUMAN Immunoglobulin kappa variable 2D-29
OS=Homo sapiens 0X=9606 GN=IGKV2D-29 PE=3 SV=1
MRLPAQLLGLLMLWIPGSSADIVMTQTPLSLSVTPGQPASTISCKSSQSLLHSDGKTYLYW
YLOKPGQPPOLLIYEVSNREFSGVPDRESGSGSGTDFTLKISRVEAEDVGVYYCMQSIQLP
>sp|AZNJVS5 |[KV229 HUMAN Immunoglobulin kappa variable 2-29 OS=Homo
sapiens 0X=9606 GN=IGKV2-29 PE=3 SV=2
MRLPAQLLGLLMLWIPGSSADIVMTQTPLSLSVITPGQPASTISCKSSQSLLHSDGKTYLYW
YLOKPGQSPQLLIYEVSSRFSGVPDRESGSGSGTDFTLKISRVEAEDVGVYYCMQGIHLP

>sp |AOAOAOMRZ7 |KVD26 HUMAN Immunoglobulin kappa variable 2D-26
OS=Homo sapiens 0X=9606 GN=IGKV2D-26 PE=3 SV=1
MRLPAQLLGLLMLWVPGSSAEIVMTQTPLSLSITPGEQASMSCRSSQSLLHSDGYTYLYW
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FLOKARPVSTLLIYEVSNRFSGVPDRESGSGSGTDFTLKISRVEAEDFGVYYCMQDAQDP
>sp|P06310|KV230 HUMAN Immunoglobulin kappa variable 2-30 OS=Homo
sapiens 0X=9606 GN=IGKV2-30 PE=3 SV=2
MRLPAQLLGLLMLWVPGSSGDVVMTQSPLSLPVTLGQPASTISCRSSQSLVYSDGNTYLNW
FOORPGQSPRRLIYKVSNRDSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQGTHWP

>sp |AOAQ075B6S6 |KVD30 HUMAN Immunoglobulin kappa variable 2D-30
OS=Homo sapiens 0X=9606 GN=IGKV2D-30 PE=3 SV=1
MRLPAQLLGLLMLWVPGSSGDVVMTQSPLSLPVTLGQPASISCRSSQSLVYSDGNTYLNW
FOORPGQSPRRLIYKVSNWDSGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQGTHWP
>sp|P01614|KVD40 HUMAN Immunoglobulin kappa variable 2D-40 OS=Homo
sapiens 0X=9606 GN=IGKV2D-40 PE=1 SV=2
MRLPAQLLGLLMLWVPGSSEDIVMTQTPLSLPVTPGEPASTISCRSSQSLLDSDDGNTYLD
WYLOKPGQSPQLLIYTLSYRASGVPDRFSGSGSGTDFTLKISRVEAEDVGVYYCMQRIEF

P

>sp |AOAQO87TWW87 [KV240 HUMAN Immunoglobulin kappa variable 2-40
OS=Homo sapiens 0X=9606 GN=IGKV2-40 PE=3 SV=2
MRLPAQLLGLLMLWVPGSSEDIVMTQTPLSLPVTPGEPASTISCRSSQSLLDSDDGNTYLD
WYLQKPGQSPQLLIYTLSYRASGVPDRESGSGSGTDFTLKISRVEAEDVGVYYCMQRIEF

P

>sp|P61586 | RHOA HUMAN Transforming protein RhoA OS=Homo sapiens
0X=9606 GN=RHOA PE=1 SV=1
MAATRKKLVIVGDGACGKTCLLIVFSKDQFPEVYVPTVFENYVADIEVDGKQVELALWDT
AGQEDYDRLRPLSYPDTDVILMCESIDSPDSLENIPEKWTPEVKHEFCPNVPIILVGNKKD
LRNDEHTRRELAKMKQEPVKPEEGRDMANRIGAFGYMECSAKTKDGVREVFEMATRAALQ
ARRGKKKSGCLVL

>sp |P08134 |RHOC HUMAN Rho-related GTP-binding protein RhoC OS=Homo
sapiens 0X=9606 GN=RHOC PE=1 SvV=1
MAATRKKLVIVGDGACGKTCLLIVFSKDQFPEVYVPTVFENYIADIEVDGKQVELALWDT
AGQEDYDRLRPLSYPDTDVILMCEFSIDSPDSLENIPEKWTPEVKHFCPNVPITILVGNKKD
LRODEHTRRELAKMKQEPVRSEEGRDMANRISAFGYLECSAKTKEGVREVFEMATRAGLQ
VRKNKRRRGCPTIL

>sp|000194 |RB27B HUMAN Ras-related protein Rab-27B OS=Homo sapiens
0X=9606 GN=RAB27B PE=1 SV=4
MTDGDYDYLIKLLALGDSGVGKTTFLYRYTDNKENPKFITTVGIDFREKRVVYNAQGPNG
SSGKAFKVHLOQLWDTAGQERFRSLTTAFFRDAMGFLLMEDLTSQQOSEFLNVRNWMSQLQAN
AYCENPDIVLIGNKADLPDOQREVNERQARELADKYGIPYFETSAATGONVEKAVETLLDL
IMKRMEQCVEKTQIPDTVNGGNSGNLDGEKPPEKKCIC

>sp| 095747 | OXSR1 HUMAN Serine/threonine-protein kinase OSR1
OS=Homo sapiens 0X=9606 GN=0OXSR1 PE=1 SV=1
MSEDSSALPWSINRDDYELQEVIGSGATAVVQAAYCAPKKEKVATKRINLEKCQTSMDEL
LKETQAMSQCHHPNIVSYYTSEFVVKDELWLVMKLLSGGSVLDITIKHIVAKGEHKSGVLDE
STIATILREVLEGLEYLHKNGQTHRDVKAGNILLGEDGSVQIADFGVSAFLATGGDITRN
KVRKTFVGTPCWMAPEVMEQVRGYDFKADIWSFGITATELATGAAPYHKYPPMKVLMLTL
ONDPPSLETGVQDKEMLKKYGKSFRKMISLCLOQKDPEKRPTAAELLRHKFFQKAKNKEFL
QEKTLORAPTISERAKKVRRVPGSSGRLHKTEDGGWEWSDDEFDEESEEGKAATISQLRSP
RVKESISNSELFPTTDPVGTLLOVPEQISAHLPQPAGQIATQPTQVSLPPTAEPAKTAQA
LSSGSGSQETKIPISLVLRLRNSKKELNDIRFEFTPGRDTAEGVSQELTISAGLVDGRDLV
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IVAANLQKIVEEPQSNRSVTFKLASGVEGSDIPDDGKLIGFAQLSIS
>sp|P01772|HV333 HUMAN Immunoglobulin heavy variable 3-33 OS=Homo
sapiens 0X=9606 GN=IGHV3-33 PE=1 SV=2
MEFGLSWVEFLVALLRGVQCQVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAP
GKGLEWVAVIWYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR

>sp |PODPO3|HVCO5 HUMAN Immunoglobulin heavy variable 3-30-5
OS=Homo sapiens 0X=9606 GN=IGHV3-30-5 PE=3 SV=1
MEFGLSWVFLVALLRGVQCQVQLVESGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAP
GKGLEWVAVISYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAK
>sp|P01768|HV330 HUMAN Immunoglobulin heavy variable 3-30 OS=Homo
sapiens 0X=9606 GN=IGHV3-30 PE=1 SV=2
MEFGLSWVFLVALLRGVQCQVQLVESGGGVVQPGRSLRLSCAASGEFTFSSYGMHWVRQAP
GKGLEWVAVISYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAK

>sp |PODPO2 |HVC33 HUMAN Immunoglobulin heavy variable 3-30-3
OS=Homo sapiens 0X=9606 GN=IGHV3-30-3 PE=1 SV=1
MEFGLSWVFLVALLRGVQCQVQLVESGGGVVQPGRSLRLSCAASGFTFSSYAMHWVRQAP
GKGLEWVAVISYDGSNKYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCAR
>sp|Q13813|SPTN1 HUMAN Spectrin alpha chain, non-erythrocytic 1
OS=Homo sapiens 0X=9606 GN=SPTAN1l PE=1 SV=3
MDPSGVKVLETAEDIQERRQOQVILDRYHRFKELSTLRROQKLEDSYRFQFFOQRDAEELEKWI
QEKLOIASDENYKDPTNLQGKLOKHQAFEAEVQANSGAIVKLDETGNLMISEGHFASETT
RTRLMELHROQWELLLEKMREKGIKLLQAQKLVQYLRECEDVMDWINDKEAIVTSEELGQD
LEHVEVLOKKFEEFQTDMAAHEERVNEVNQFAAKLTQEQHPEEELTIKTKQODEVNAAWQRL
KGLALQRQGKLFGAAEVQREFNRDVDETISWIKEKEQLMASDDFGRDLASVQALLRKHEGL
ERDLAALEDKVKALCAEADRLQOSHPLSATQIQVKREELITNWEQIRTLAAERHARLNDS
YRLORFLADFRDLTSWVTEMKALINADELASDVAGAEALLDRHQEHKGEIDAHEDSFKSA
DESGQALLAAGHYASDEVREKLTVLSEERAALLELWELRRQOQYEQCMDLQLEFYRDTEQVD
NWMSKQEAFLLNEDLGDSLDSVEALLKKHEDFEKSLSAQEEKITALDEFATKLIQNNHYA
MEDVATRRDALLSRRNALHERAMRRRAQLADSFHLOQQFFRDSDELKSWVNEKMKTATDEA
YKDPSNLQGKVQKHQAFEAELSANQSRIDALEKAGQKLIDVNHYAKDEVAARMNEVISLW
KKLLEATELKGIKLREANQQOOFNRNVEDIELWLYEVEGHLASDDYGKDLTNVONLQOKKH
ALLEADVAAHQDRIDGITIQARQFODAGHFDAENIKKKQEALVARYEALKEPMVARKQKL
ADSLRLOQOLFRDVEDEETWIREKEPIAASTNRGKDLIGVONLLKKHQALQAETIAGHEPRI
KAVTQKGNAMVEEGHFAAEDVKAKLHELNQKWEALKAKASQRRODLEDSLQAQQYFADAN
EAESWMREKEPIVGSTDYGKDEDSAEALLKKHEATLMSDLSAYGSSIQALREQAQSCRQQV
APTDDETGKELVLALYDYQEKSPREVTMKKGDILTLLNSTNKDWWKVEVNDRQGFVPAAY
VKKLDPAQSASRENLLEEQGSTIALRQEQIDNQTRITKEAGSVSLRMKOQVEELYHSLLELG
EKRKGMLEKSCKKFMLFREANELQOQWINEKEAALTSEEVGADLEQVEVLOKKEFDDFQKDL
KANESRLKDINKVAEDLESEGLMAEEVQAVQQOQEVYGMMPRDETDSKTASPWKSARLMVH
TVATEFNSIKELNERWRSLOQLAEERSQLLGSAHEVQRFHRDADETKEWIEEKNQALNTDN
YGHDLASVQALQRKHEGFERDLAALGDKVNSLGETAERLIQSHPESAEDLQEKCTELNQA
WSSLGKRADQRKAKLGDSHDLOQRFLSDFRDLMSWINGIRGLVSSDELAKDVTGAEALLER
HOEHRTEIDARAGTFQAFEQFGQQLLAHGHYASPETIKQKLDILDQERADLEKAWVQRRMM
LDQCLELQLFHRDCEQAENWMAAREAFLNTEDKGDSLDSVEALIKKHEDFDKAINVQEEK
TAATLQAFADQLIAAGHYAKGDISSRRNEVLDRWRRLKAQMIEKRSKLGESQTLQQEFSRDV
DETIEAWISEKLQTASDESYKDPTNIQSKHQKHQAFEAELHANADRIRGVIDMGNSLIERG
ACAGSEDAVKARLAALADOQWQFLVQOKSAEKSQKLKEANKQONFNTGIKDFDFWLSEVEAL
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LASEDYGKDLASVNNLLKKHQLLEADISAHEDRLKDLNSQADSLMTSSAFDTSQVKDKRD
TINGRFQKIKSMAASRRAKLNESHRLHQFFRDMDDEESWIKEKKLLVGSEDYGRDLTGVQ
NLRKKHKRLEAELAAHEPATQGVLDTGKKLSDDNTIGKEETIQQRLAQFVEHWKELKQLAA
ARGORLEESLEYQQFVANVEEEEAWINEKMTLVASEDYGDTLAATQGLLKKHEAFETDET
VHKDRVNDVCTNGODLTIKKNNHHEENISSKMKGLNGKVSDLEKAAAQRKAKLDENSAFLQ
FNWKADVVESWIGEKENSLKTDDYGRDLSSVQTLLTKQETFDAGLOAFQQEGIANITALK
DOQLLAAKHVQSKATIEARHASLMKRWSQLLANSAARKKKLLEAQSHFRKVEDLFLTFAKKA
SAFNSWEFENAEEDLTDPVRCNSLEE IKALREAHDAFRSSLSSAQADENQLAELDRQIKSF
RVASNPYTWETMEALEETWRNLOKITKERELELOQKEQRRQEENDKLRQEFAQHANAFHQW
IQETRTYLLDGSCMVEESGTLESQLEATKRKHQETRAMRSQLKKIEDLGAAMEEATLILDN
KYTEHSTVGLAQOWDQLDOQLGMRMOHNLEQOQIQARNTTGVTEEALKEFSMMFKHEDKDKS
GRLNHQEFKSCLRSLGYDLPMVEEGEPDPEFEAILDTVDPNRDGHVSLOEYMAFMISRET
ENVKSSEEIESAFRALSSEGKPYVTKEELYQONLTREQADYCVSHMKPYVDGKGRELPTAF
DYVEFTRSLEFVN

>sp|P62750|RL23A HUMAN 60S ribosomal protein L23a OS=Homo sapiens
0X=9606 GN=RPL23A PE=1 SV=1
MAPKAKKEAPAPPKAEAKAKALKAKKAVLKGVHSHKKKKIRTSPTFRRPKTLRLRRQPKY
PRKSAPRRNKLDHYATITKFPLTTESAMKKIEDNNTLVFIVDVKANKHQIKQAVKKLYDID
VAKVNTLIRPDGEKKAYVRLAPDYDALDVANKIGII

>sp|Q9H6N6 |[MYH16 HUMAN Putative uncharacterized protein MYH16
OS=Homo sapiens 0X=9606 GN=MYH16 PE=1 SV=2
MGLKVIQONVHKFLOLREFWGWWKLYNKVKPLLNVARQEEEMKAKEEELRKAMAQTQELVN
KVKELEEKTATLSQEKNDLTIQLQAEQENLMDAEERLTWMMKTKMDLESQISDMRERLEE
EEGMAASLSAAKRKLEGELSDLKRDLEGLETTLAKTEKEKQALDHKVRTLTGDLSLREDS
ITKLOKEKRALEELHOQKTLDDLOAEEDKVNHLTKNNSKLSTOQIHELEDNWEQEKKIRAEV
EKARRKAESDLKMTIDNLNEMERSKLDLEEVVKKRDLEINSVNSKYEDEQSLNSTLQORKL
KEHQDRIEELEEELEAERAMRAKIEQNRKREAELLKLRRELEEAALQSEATASTLRKKHV
DSMAELTEHVESLQRVKSKLEKDKQVMKAEIDDLNASMETIQKSKMNAEAHVRKLEDSLS
EANAKVAELERNQAEINATIRTRLOQAENSELSREYEESQSRLNQILRIKTSLTSQVDDYKR
QLDEESKSRSTAVVSLANTKHDLDLVKEQLEEEQGGKSELQRLVSKLNTEVTTWRTKYET
DATQRTEELEETKRKLAARLQEAEEAAETAQARAASLEKNKQRLQAEVEDLTIDLEKANA
AAAALDKKQRLEFDKMLAEWQQKCEELQVEVDSSQKECRMYMTESFKIKTAYEESLEHLES
VKKENKTLOQEETIKDLIDQLGEGGRSVHELQKLKKKLEMEKEELQVALEEAESSLEVEESK
VIRIQLELAQVKADIDRRIHEKEEEFEATRKNHQRATESLOQASLEAEAKGRAEALRLKKK
METDLNEME IQLDHANKNNSELVKTLKRLOQQIKDLQVOMDEDARQHEELRKQYNLQERR
LSLLOTELEEVRSALEGSERSRKLLEQEVVEITEWHNEINIQONQSLLVVKRKLESDVQRI
SNEHEELISEFRLTEERAKKAMMDAARMAEELRQEQDHCMHLEKIKKNYEVTIKDLQAKM
EEAEQLALKGGKRTIMKLEARIKELETELDGEQKQHVETVKTLCKNERRLKELVEFQTEED
HKTNQRMQALVEKLONKLKVYKRQIEEAEDQANQTLARYRKTVHELDDAEDRAGMAETAL
NKLRTRHRVAGKGITSV

>sp|Q9Y5Z4 |HEBP2 HUMAN Heme-binding protein 2 OS=Homo sapiens
0X=9606 GN=HERBRP2 PE=1 SV=1
MAEPLOPDPGAAEDAAAQAVETPGWKAPEDAGPOPGSYETIRHYGPAKWVSTSVESMDWDS
ATQTGFTKLNSYIQGKNEKEMKIKMTAPVTSYVEPGSGPFSESTITISLYIPSEQQFDPP
RPLESDVFIEDRAEMTVEFVRSEFDGEFSSAQKNQEQLLTLASILREDGKVEFDEKVYYTAGYN
SPVKLLNRNNEVWLIQKNEPTKENE
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>sp|P08247|SYPH HUMAN Synaptophysin OS=Homo sapiens 0X=9606 GN=SYP
PE=1 SV=3
MLLLADMDVVNQLVAGGQFRVVKEPLGEFVKVLOWVFATFAFATCGSYSGELQLSVDCANK
TESDLSTIEVEFEYPFRLHQVYFDAPTCRGGTTKVFLVGDYSSSAEFFVTVAVFAFLYSMG
ALATYIFLONKYRENNKGPMLDFLATAVFAFMWLVSSSAWAKGLSDVKMATDPENI IKEM
PVCRQTGNTCKELRDPVTSGLNTSVVEFGEFLNLVLWVGNLWEVFKETGWAAPFLRAPPGAP
EKQPAPGDAYGDAGYGQGPGGYGPQODSYGPQGGYQPDYGQPAGSGGSGYGPQGDYGQQOGY
GPQGAPTSFSNQM

>sp|095782 |AP2A1 HUMAN AP-2 complex subunit alpha-1 0OS=Homo
sapiens 0X=9606 GN=AP2A1 PE=1 SV=3
MPAVSKGDGMRGLAVEFISDIRNCKSKEAEIKRINKELANIRSKFKGDKALDGYSKKKYVC
KLLFIFLLGHDIDFGHMEAVNLLSSNKYTEKQIGYLFISVLVNSNSELTRLINNATKNDL
ASRNPTFMCLALHCIANVGSREMGEAFAADIPRILVAGDSMDSVKQSAALCLLRLYKASP
DLVPMGEWTARVVHLLNDQHMGVVTAAVSLITCLCKKNPDDFKTCVSLAVSRLSRIVSSA
STDLODYTYYFVPAPWLSVKLLRLLOCYPPPEDAAVKGRLVECLETVLNKAQEPPKSKKV
OHSNAKNAILFETISLITIHYDSEPNLLVRACNQLGQFLOHRETNLRYLALESMCTLASSE
FSHEAVKTHIDTVINALKTERDVSVRQRAADLLYAMCDRSNAKQIVSEMLRYLETADYAT
REEIVLKVAILAEKYAVDYSWYVDTILNLIRTIAGDYVSEEVWYRVLQIVTNRDDVQGYAA
KTVFEALQAPACHENMVKVGGYILGEFGNLIAGDPRSSPPVQFSLLHSKFHLCSVATRAL
LLSTYIKFINLFPETKATIQGVLRAGSQLRNADVELQORAVEYLTLSSVASTDVLATVLE
EMPPFPERESSILAKLKRKKGPGAGSALDDGRRDPSSNDINGGMEPTPSTVSTPSPSADL
LGLRAAPPPAAPPASAGAGNLLVDVFDGPAAQPSLGPTPEEAFLSELEPPAPESPMALLA
DPAPAADPGPEDIGPPIPEADELLNKEVCKNNGVLFENQLLOIGVKSEFRONLGRMYLEY
GNKTSVQFONFSPTVVHPGDLOQTQLAVQTKRVAAQVDGGAQVOQVLNIECLRDFLTPPLL
SVRFRYGGAPQALTLKLPVTINKFFQPTEMAAQDFFQRWKQLSLPQOQEAQKI FKANHPMD
AEVTKAKLLGFGSALLDNVDPNPENFVGAGIIQTKALQVGCLLRLEPNAQAQMYRLTLRT
SKEPVSRHLCELLAQQF

>sp|094973 |AP2A2 HUMAN AP-2 complex subunit alpha-2 0OS=Homo
sapiens 0X=9606 GN=AP2A2 PE=1 SV=2
MPAVSKGDGMRGLAVFISDIRNCKSKEAEIKRINKELANIRSKFKGDKALDGYSKKKYVC
KLLFIFLLGHDIDFGHMEAVNLLSSNRYTEKQIGYLFISVLVNSNSELIRLINNAIKNDL
ASRNPTFMGLALHCIASVGSREMAEAFAGEIPKVLVAGDTMDSVKQSAALCLLRLYRTSP
DLVPMGDWTSRVVHLLNDQHLGVVTAATSLITTLAQKNPEEFKTSVSLAVSRLSRIVTSA
STDLODYTYYEFVPAPWLSVKLLRLLOQCYPPPDPAVRGRLTECLETILNKAQEPPKSKKVQ
HSNAKNAVLFEATSLTITHHDSEPNLLVRACNQLGQFLOQHRETNLRYLALESMCTLASSEF
SHEAVKTHIETVINALKTERDVSVRQRAVDLLYAMCDRSNAPQIVAEMLSYLETADYSIR
EETVLKVATILAEKYAVDYTWYVDTILNLIRIAGDYVSEEVWYRVIQIVINRDDVQGYAAK
TVFEALQAPACHENLVKVGGYILGEFGNLIAGDPRSSPLIQFHLLHSKFHLCSVPTRALL
LSTYIKFVNLFPEVKPTIQDVLRSDSQLRNADVELQOQRAVEYLRLSTVASTDILATVLEE
MPPFPERESSTILAKLKKKKGPSTVTDLEDTKRDRSVDVNGGPEPAPASTSAVSTPSPSAD
LLGLGAAPPAPAGPPPSSGGSGLLVDVESDSASVVAPLAPGSEDNFAREFVCKNNGVLFEN
QLLOIGLKSEFRONLGRMFIFYGNKTSTQFLNFTPTLICSDDLOPNLNLQTKPVDPTVEG
GAQVQQOVVNIECVSDFTEAPVLNIQFRYGGTEFONVSVQLPITLNKFFQPTEMASQDFFQR
WKQLSNPQQEVONIFKAKHPMDTEVTKAKIIGFGSALLEEVDPNPANEFVGAGITIHTKTTQ
IGCLLRLEPNLQAQMYRLTLRTSKEAVSQRLCELLSAQF

>sp|Q16555|DPYLZ2 HUMAN Dihydropyrimidinase-related protein 2
OS=Homo sapiens 0X=9606 GN=DPYSL2 PE=1 SV=1
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MSYQGKKNIPRITSDRLLIKGGKIVNDDQSFYADIYMEDGLIKQIGENLIVPGGVKTIEA
HSRMVIPGGIDVHTRFOMPDQGMTSADDFFQGTKAALAGGTTMIIDHVVPEPGTSLLAAF
DOWREWADSKSCCDYSLHVDISEWHKGIQEEMEALVKDHGVNSEFLVYMAFKDREFQLTDCQ
IYEVLSVIRDIGATAQVHAENGDITAEEQQRILDLGITGPEGHVLSRPEEVEAEAVNRAT
TIANQTNCPLYITKVMSKSSAEVIAQARKKGTVVYGEPITASLGTDGSHYWSKNWAKAAA
FVTSPPLSPDPTTPDFLNSLLSCGDLOVTGSAHCTENTAQKAVGKDNFTLTIPEGTNGTEE
RMSVIWDKAVVTGKMDENQEFVAVTSTNAAKVENLYPRKGRIAVGSDADLVIWDPDSVKTI
SAKTHNSSLEYNIFEGMECRGSPLVVISQGKIVLEDGTLHVTEGSGRYIPRKPEFPDEFVYK
RIKARSRLAELRGVPRGLYDGPVCEVSVTPKTVTPASSAKTSPAKQQAPPVRNLHQSGFES
LSGAQIDDNIPRRTTQRIVAPPGGRANITSLG

>sp Q14194 |DPYL1 HUMAN Dihydropyrimidinase-related protein 1
OS=Homo sapiens 0X=9606 GN=CRMP1l PE=1 SV=1
MSYQGKKSIPHITSDRLLIKGGRIINDDQSLYADVYLEDGLIKQIGENLIVPGGVKTIEA
NGRMVIPGGIDVNTYLOQKPSQGMTAADDFFQGTRAALVGGTTMI IDHVVPEPGSSLLTSFE
EKWHEAADTKSCCDYSLHVDITSWYDGVREELEVLVODKGVNSFQVYMAYKDVYQMSDSQ
LYEAFTFLKGLGAVILVHAENGDLIAQEQKRILEMGITGPEGHALSRPEELEAEAVFRAT
TIAGRINCPVYITKVMSKSAADITALARKKGPLVFGEPIAASLGTDGTHYWSKNWAKAAA
FVTSPPLSPDPTTPDYLTSLLACGDLOVTGSGHCPYSTAQKAVGKDNEFTLIPEGVNGIEE
RMTVVWDKAVATGKMDENQFVAVTSTNAAKIFNLYPRKGRIAVGSDADVVIWDPDKLKTI
TAKSHKSAVEYNTFEGMECHGSPLVVISQGKIVFEDGNINVNKGMGREFIPRKAFPEHLYQ
RVKIRNKVFGLQGVSRGMYDGPVYEVPATPKYATPAPSAKSSPSKHQPPPIRNLHQSNFES
LSGAQIDDNNPRRTGHRIVAPPGGRSNITSLG

>sp|P62851|RS25 HUMAN 40S ribosomal protein S25 OS=Homo sapiens
0X=9606 GN=RPS25 PE=1 SV=1
MPPKDDKKKKDAGKSAKKDKDPVNKSGGKAKKKKWSKGKVRDKLNNLVLEDKATYDKLCK
EVPNYKLITPAVVSERLKIRGSLARAALQELLSKGLIKLVSKHRAQVIYTRNTKGGDAPA
AGEDA

>sp |Q9HOEZ |TOLIP HUMAN Toll-interacting protein OS=Homo sapiens
0X=9606 GN=TOLLIP PE=1 SV=1
MATTVSTQRGPVYIGELPODFLRITPTQQORQVQLDAQAAQQLQYGGAVGTVGRLNITVV
QAKLAKNYGMTRMDPYCRLRLGYAVYETPTAHNGAKNPRWNKVIHCTVPPGVDSEFYLEIF
DERAFSMDDRIAWTHITIPESLRQGKVEDKWYSLSGRQGDDKEGMINLVMSYALLPAAMV
MPPQPVVLMPTVYQQGVGYVPITGMPAVCSPGMVPVALPPAAVNAQPRCSEEDLKATIQDM
FPNMDQEVIRSVLEAQRGNKDAATINSLLOMGEEP

>sp|P29034|S10A2 HUMAN Protein S100-A2 OS=Homo sapiens O0X=9606
GN=S100A2 PE=1 SV=3
MMCSSLEQALAVLVTTFHKYSCQEGDKFKLSKGEMKELLHKELPSEFVGEKVDEEGLKKLM
GSLDENSDQQVDFQEYAVFLALITVMCNDFFQGCPDRP

>sp |Q9H4A4 |AMPB HUMAN Aminopeptidase B OS=Homo sapiens O0X=9606
GN=RNPEP PE=1 SV=2
MASGEHSPGSGAARRPLHSAQAVDVASASNFRAFELLHLHLDLRAEFGPPGPGAGSRGLS
GTAVLDLRCLEPEGAAELRLDSHPCLEVTAAALRRERPGSEEPPAEPVSEFYTQPEFSHYGQ
ALCVSFPQPCRAAERLQVLLTYRVGEGPGVCWLAPEQTAGKKKPEVYTQOGOAVLNRAFFEP
CFDTPAVKYKYSALIEVPDGFTAVMSASTWEKRGPNKFFFOMCQPIPSYLIALAIGDLVS
AEVGPRSRVWAEPCLIDAAKEEYNGVIEEFLATGEKLFGPYVWGRYDLLFMPPSFPFGGM
ENPCLTFVTPCLLAGDRSLADVITHEISHSWEGNLVTNANWGEFWLNEGEFTMYAQRRIST
ILFGAAYTCLEAATGRALLRQHMDITGEENPLNKLRVKIEPGVDPDDTYNETPYEKGECFEF
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VSYLAHLVGDQDQFDSFLKAYVHEFKFRSILADDFLDFYLEYFPELKKKRVDITIPGFEFD
RWLNTPGWPPYLPDLSPGDSLMKPAEELAQLWAAEELDMKAIEAVAISPWKTYQLVYFLD
KILOKSPLPPGNVKKLGDTYPSISNARNAELRLRWGQIVLKNDHQEDFWKVKEFLHENQGK
QKYTLPLYHAMMGGSEVAQTLAKETFASTASQLHSNVVNYVQQIVAPKGS
>sp|P17980 | PRS6A HUMAN 26S proteasome regulatory subunit ©6A
OS=Homo sapiens 0X=9606 GN=PSMC3 PE=1 SV=3
MNLLPNIESPVTRQEKMATVWDEAEQDGIGEEVLKMSTEEIIQRTRLLDSEIKIMKSEVL
RVTHELQAMKDKIKENSEKIKVNKTLPYLVSNVIELLDVDPNDQEEDGANIDLDSQRKGK
CAVIKTSTROTYFLPVIGLVDAEKLKPGDLVGVNKDSYLILETLPTEYDSRVKAMEVDER
PTEQYSDIGGLDKQIQELVEAIVLPMNHKEKFENLGIQPPKGVLMYGPPGTGKTLLARAC
AAQTKATFLKLAGPQLVOMFIGDGAKLVRDAFALAKEKAPSIIFIDELDAIGTKRFDSEK
AGDREVQRTMLELLNQLDGFQPNTQVKVIAATNRVDILDPALLRSGRLDRKIEFPMPNEE
ARARIMQIHSRKMNVSPDVNYEELARCTDDENGAQCKAVCVEAGMIALRRGATELTHEDY
MEGILEVQAKKKANLQYYA

>sp|Q9NZD1 |GPC5D HUMAN G-protein coupled receptor family C group
5 member D OS=Homo sapiens 0X=9606 GN=GPRC5D PE=1 SV=1
MYKDCIESTGDYFLLCDAEGPWGIILESTAILGIVVTILLLLAFLFLMRKIQDCSQWNVL
PTOLLFLLSVLGLFGLAFAFITIELNQQTAPVRYFLEFGVLFALCFSCLLAHASNLVKLVRG
CVSFSWTTILCIAIGCSLLQITIIATEYVTLIMTRGMMFVNMTPCQLNVDFVVLLVYVLFL
MALTFEFVSKATFCGPCENWKQHGRLIFITVLESTITIIWVVWISMLLRGNPQFQRQPQWDDP
VVCIALVTNAWVFLLLYIVPELCILYRSCRQECPLOGNACPVTAYQHSFQVENQELSRAR
DSDGAEEDVALTSYGTPIQPQTVDPTQECEFIPQAKLSPQQODAGGV
>sp|Q86VP6|CANDL HUMAN Cullin-associated NEDD8-dissociated
protein 1 OS=Homo sapiens 0X=9606 GN=CAND1l PE=1 SV=2
MASASYHISNLLEKMTSSDKDFREFMATNDLMTELQKDSIKLDDDSERKVVKMILKLLEDK
NGEVONLAVKCLGPLVSKVKEYQVETIVDTLCTNMLSDKEQLRDISSIGLKTVIGELPPA
SSGSALAANVCKKITGRLTSATIAKQEDVSVQLEALDIMADMLSROGGLLVNFHPSILTCL
LPQLTSPRLAVRKRTITALGHLVMSCGNIVFVDLIEHLLSELSKNDSMSTTRTYIQCIAA
ISROAGHRIGEYLEKITIPLVVKFCNVDDDELREYCIQAFESFVRRCPKEVYPHVSTIINT
CLKYLTYDPNYNYDDEDEDENAMDADGGDDDDQGSDDEYSDDDDMSWKVRRAAAKCLDAV
VSTRHEMLPEFYKTVSPALISRFKEREENVKADVFHAYLSLLKQTRPVQSWLCDPDAMEQ
GETPLTMLQSQVPNIVKALHKOQMKEKSVKTRQCCFNMLTELVNVLPGALTQHIPVLVPGI
IFSLNDKSSSSNLKIDALSCLYVILCNHSPQVFHPHVQALVPPVVACVGDPFYKITSEAL
LVTQQLVKVIRPLDQPSSFDATPYIKDLFTCTIKRLKAADIDQEVKERAISCMGQIICNL
GDNLGSDLPNTLQIFLERLKNEITRLTTVKALTLIAGSPLKIDLRPVLGEGVPILASFLR
KNORALKLGTLSALDILIKNYSDSLTAAMIDAVLDELPPLISESDMHVSOMAISFLTTLA
KVYPSSLSKISGSILNELIGLVRSPLLOGGALSAMLDEFFQALVVTGTNNLGYMDLLRMLT
GPVYSQSTALTHKQSYYSTAKCVAALTRACPKEGPAVVGQFIQDVKNSRSTDSIRLLALL
SLGEVGHHIDLSGQLELKSVILEAFSSPSEEVKSAASYALGSISVGNLPEYLPFVLQETIT
SQPKRQYLLLHSLKEITSSASVVGLKPYVENIWALLLKHCECAEEGTRNVVAECLGKLTL
IDPETLLPRLKGYLISGSSYARSSVVTAVKEFTISDHPOQPTIDPLLKNCIGDFLKTLEDPDL
NVRRVALVTENSAAHNKPSLIRDLLDTVLPHLYNETKVRKELIREVEMGPFKHTVDDGLD
IRKAAFECMYTLLDSCLDRLDIFEFLNHVEDGLKDHYDIKMLTFLMLVRLSTLCPSAVLQ
RLDRLVEPLRATCTTKVKANSVKQEFEKQDELKRSAMRAVAALLTIPEAEKSPLMSEFQS
QISSNPELAATIFESIQKDSSSTNLESMDTS

>sp|Q96S97 |MYADM HUMAN Myeloid-associated differentiation marker
OS=Homo sapiens 0X=9606 GN=MYADM PE=1 SV=2
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MPVTVTRTTITTTTTSSSGLGSPMIVGSPRALTQPLGLLRLLQLVSTCVAFSLVASVGAW
TGSMGNWSMEFTWCFCEFSVTLITLIVELCGLOQARFPLSWRNFPITFACYAALFCLSASTITIY
PTTYVQFLSHGRSRDHATAATFEFSCIACVAYATEVAWTRARPGEITGYMATVPGLLKVLE
TEVACITFAFISDPNLYQHQPALEWCVAVYAICFILAATAILLNLGECTNVLPIPFPSFL
SGLALLSVLLYATALVLWPLYQFDEKYGGQPRRSRDVSCSRSHAYYVCAWDRRLAVAILT
AINLLAYVADLVHSAHLVEFVKV

>sp|P04632|CPNS1 HUMAN Calpain small subunit 1 OS=Homo sapiens
0X=9606 GN=CAPNS1l PE=1 SV=1

MEFLVNSFLKGGGGGGGGGGGLGGGLGNVLGGLI SGAGGGGGGGGGEEGGEEGEEGGEGGTAMR
ILGGVISAISEAAAQYNPEPPPPRTHYSNIEANESEEVRQFRRLFAQLAGDDMEVSATEL
MNILNKVVTRHPDLKTDGEFGIDTCRSMVAVMDSDTTGKLGFEEFKYLWNNIKRWQAIYKQ
FDTDRSGTICSSELPGAFEAAGFHLNEHLYNMITRRYSDESGNMDEDNFISCLVRLDAMF
RAFKSLDKDGTGQIQVNIQEWLQLTMYS

>sp |Q8TFO09|DLRBZ2 HUMAN Dynein light chain roadblock-type 2 OS=Homo
sapiens 0X=9606 GN=DYNLRB2 PE=1 SV=1
MAEVEETLKRIQSHKGVIGTMVVNAEGIPIRTTLDNSTTVQYAGLLHHLTMKAKSTVRDI
DPONDLTFLRIRSKKHEIMVAPDKEYLLIVIQNPCE

>sp|Q9NP97|DLRB1 HUMAN Dynein light chain roadblock-type 1 OS=Homo
sapiens 0X=9606 GN=DYNLRB1 PE=1 SV=3
MAEVEETLKRLOSQKGVQGIIVVNTEGIPIKSTMDNPTTTQYASTMHSFITLKARSTVRDI
DPONDLTFLRIRSKKNEIMVAPDKDYFLIVIQNPTE

>sp | P52272 | HNRPM HUMAN Heterogeneous nuclear ribonucleoprotein M
OS=Homo sapiens 0X=9606 GN=HNRNPM PE=1 SV=3
MAAGVEAAAEVAATEIKMEEESGAPGVPSGNGAPGPKGEGERPAQNEKRKEKNIKRGGNR
FEPYANPTKRYRAFITNIPEFDVKWQSLKDLVKEKVGEVTYVELLMDAEGKSRGCAVVEFK
MEESMKKAAEVLNKHSLSGRPLKVKEDPDGEHARRAMQKVMATTGGMGMGPGGPGMITIP
PSILNNPNIPNEITHALQAGRLGSTVEVANLDYKVGWKKLKEVEFSMAGVVVRADILEDKD
GKSRGIGTVTFEQSIEAVQATISMENGOQLLFDRPMHVKMDERATLPKGDFFPPERPQOLPHG
LGGIGMGLGPGGQPIDANHLNKGIGMGNIGPAGMGMEGIGFGINKMGGMEGPFGGGMENM
GREFGSGMNMGRINEILSNALKRGEITAKQGGGGGGGSVPGIERMGPGIDRLGGAGMERMG
AGLGHGMDRVGSEIERMGLVMDRMGSVERMGSGIERMGPLGLDHMASSIERMGQTMERTIG
SGVERMGAGMGEFGLERMAAPIDRVGQTIERMGSGVERMGPATERMGLSMERMVPAGMGAG
LERMGPVMDRMATGLERMGANNLERMGLERMGANSLERMGLERMGANSLERMGPAMGPAL
GAGIERMGLAMGGGGGASFDRAIEMERGNFGGSFAGSFGGAGGHAPGVARKACQIFVRNL
PFDFTWKMLKDKENECGHVLYADIKMENGKSKGCGVVKFESPEVAERACRMMNGMKLSGR
EIDVRIDRNA

>sp|P41091|IF2G_HUMAN Eukaryotic translation initiation factor 2
subunit 3 OS=Homo sapiens 0X=9606 GN=EIF2S3 PE=1 SV=3
MAGGEAGVTLGQPHLSRODLTTLDVTKLTPLSHEVISROQATINIGTIGHVAHGKSTVVKA
ISGVHTVRFKNELERNITIKLGYANAKIYKLDDPSCPRPECYRSCGSSTPDEFPTDIPGT
KGNFKLVRHVSFVDCPGHDILMATMLNGAAVMDAALLLIAGNESCPQPQTSEHLAATEIM
KLKHILILONKIDLVKESQAKEQYEQILAFVQOGTVAEGAPIIPISAQLKYNIEVVCEYIV
KKIPVPPRDFTSEPRLIVIRSEFDVNKPGCEVDDLKGGVAGGSILKGVLKVGQEIEVRPGI
VSKDSEGKLMCKPIFSKIVSLFAEHNDLQYAAPGGLIGVGTKIDPTLCRADRMVGQVLGA
VGALPETIFTELEISYFLLRRLLGVRTEGDKKAAKVQKLSKNEVLMVNIGSLSTGGRVSAV
KADLGKIVLTNPVCTEVGEKIALSRRVEKHWRLIGWGQIRRGVTIKPTVDDD
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>sp|P61764|STXB1 HUMAN Syntaxin-binding protein 1 OS=Homo sapiens
0X=9606 GN=STXBP1l PE=1 SV=1
MAPIGLKAVVGEKIMHDVIKKVKKKGEWKVLVVDQLSMRMLSSCCKMTDIMTEGITIVED
INKRREPLPSLEAVYLITPSEKSVHSLISDFKDPPTAKYRAAHVFFTDSCPDALENELVK
SRAAKVIKTLTEINIAFLPYESQVYSLDSADSFQSEFYSPHKAQMKNPILERLAEQIATLC
ATLKEYPAVRYRGEYKDNALLAQLIQDKLDAYKADDPTMGEGPDKARSQLLILDRGFEDPS
SPVLHELTFQAMSYDLLPIENDVYKYETSGIGEARVKEVLLDEDDDLWIALRHKHIAEVS
QEVTRSLKDEFSSSKRMNTGEKTTMRDLSQOMLKKMPQYQKELSKYSTHLHLAEDCMKHYQG
TVDKLCRVEQDLAMGTDAEGEKIKDPMRATVPILLDANVSTYDKIRITLLYIFLKNGITE
ENLNKLIQHAQIPPEDSEITITNMAHLGVPIVTDSTLRRRSKPERKERISEQTYQLSRWTP
ITKDIMEDTIEDKLDTKHYPYISTRSSASFSTTAVSARYGHWHKNKAPGEYRSGPRLIIF
ILGGVSLNEMRCAYEVTQANGKWEVLIGSTHILTPOQKLLDTLKKLNKTDEEISS
>sp|P62854|RS26 HUMAN 40S ribosomal protein S26 OS=Homo sapiens
0X=9606 GN=RPS26 PE=1 SV=3
MTKKRRNNGRAKKGRGHVQPIRCTNCARCVPKDKATIKKEFVIRNIVEAAAVRDISEASVED
AYVLPKLYVKLHYCVSCATHSKVVRNRSREARKDRTPPPRFRPAGAAPRPPPKPM

>sp |Q5JINZ5|RS26L HUMAN Putative 40S ribosomal protein S26-like 1
OS=Homo sapiens 0X=9606 GN=RPS26P11 PE=5 SV=1
MTKKRRNNSHAKKGRGHVQPIRCTNCVRCVPTDKAIKKFVIRNIVEAAAVRDISEVSVED
AYVLPKLYVKLHYCVSCATHSKVVRNRSREACKDRTPPPRFRPAGAAPRPPPKPM
>sp|P31942 | HNRH3 HUMAN Heterogeneous nuclear ribonucleoprotein H3
OS=Homo sapiens 0X=9606 GN=HNRNPH3 PE=1 SV=2
MDWVMKHNGPNDASDGTVRLRGLPFGCSKEEIVQFFQGLEIVPNGITLTMDYQGRSTGEA
FVOQFASKETAENALGKHKERIGHRYIEIFRSSRSEIKGEFYDPPRRLLGQRPGPYDRPIGG
RGGYYGAGRGSMYDRMRRGGDGYDGGYGGEFDDYGGYNNYGYGNDGEFDDRMRDGRGMGGHG
YGGAGDASSGFHGGHFVHMRGLPFRATENDIANFFSPLNPIRVHIDIGADGRATGEADVE
FVTHEDAVAAMSKDKNNMOQHRYIELFLNSTPGGGSGMGGSGMGGYGRDGMDNQGGYGSVG
RMGMGNNYSGGYGTPDGLGGYGRGGGGSGGYYGQGGMSGGGWRGMY

>sp|P29692 |EF1D_HUMAN Elongation factor 1l-delta OS=Homo sapiens
0X=9606 GN=EEF1D PE=1 SV=5
MATNFLAHEKIWFDKEFKYDDAERRFYEQMNGPVAGASRQENGASVILRDIARARENTIQKS
LAGSSGPGASSGTSGDHGELVVRIASLEVENQSTLRGVVQELQOATSKLEARLNVLEKSSP
GHRATAPQTQHVSPMRQVEPPAKKPATPAEDDEDDDIDLFGSDNEEEDKEAAQLREERLR
QYAEKKAKKPALVAKSSILLDVKPWDDETDMAQLEACVRSIQLDGLVWGASKLVPVGYGI
RKLQIQCVVEDDKVGTDLLEEEITKFEEHVQSVDIAAFNKI

>sp|Q3ZCW2 | LEGL HUMAN Galectin-related protein OS=Homo sapiens
0X=9606 GN=LGALSL PE=1 SV=2
MAGSVADSDAVVKLDDGHLNNSLSSPVQADVYFPRLIVPFCGHIKGGMRPGKKVLVMGIV
DINPESFAISLTCGDSEDPPADVATIELKAVFTDRQLLRNSCISGERGEEQSATPYFPFEIP
DOPFRVEILCEHPRFRVEVDGHQLFDEFYHRIQTLSAIDTIKINGDLQITKLG
>sp|P53396|ACLY HUMAN ATP-citrate synthase OS=Homo sapiens 0X=9606
GN=ACLY PE=1 SV=3
MSAKATISEQTGKELLYKFICTTSAIQNREFKYARVTPDTDWARLLODHPWLLSQNLVVKPD
QLTKRRGKLGLVGVNLTLDGVKSWLKPRLGQEATVGKATGFLKNFLIEPFVPHSQAEEFY
VCIYATREGDYVLFHHEGGVDVGDVDAKAQKLLVGVDEKLNPEDIKKHLLVHAPEDKKE I
LASFISGLENFYEDLYFTYLEINPLVVTKDGVYVLDLAAKVDATADYICKVKWGDIEFPP
PFGREAYPEEAYTADLDAKSGASLKLTLLNPKGRIWTMVAGGGASVVYSDTICDLGGVNE
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LANYGEYSGAPSEQQTYDYAKTILSLMTREKHPDGKILIIGGSIANFTNVAATFKGIVRA
IRDYQGPLKEHEVTIFVRRGGPNYQEGLRVMGEVGKTTGIPIHVFGTETHMTAIVGMALG
HRPIPNQPPTAAHTANFLLNASGSTSTPAPSRTASFSESRADEVAPAKKAKPAMPQDSVP
SPRSLOGKSTTLEFSRHTKAIVWGMQTRAVQGMLDEFDYVCSRDEPSVAAMVYPEFTGDHKQK
FYWGHKEILIPVFKNMADAMRKHPEVDVLINFASLRSAYDSTMETMNYAQIRTIAIIAEG
IPEALTRKLIKKADQKGVTIIGPATVGGIKPGCFKIGNTGGMLDNILASKLYRPGSVAYV
SRSGGMSNELNNIISRTTDGVYEGVAIGGDRYPGSTFMDHVLRYQDTPGVKMIVVLGEIG
GTEEYKICRGIKEGRLTKPIVCWCIGTCATMFSSEVQFGHAGACANQASETAVAKNQALK
EAGVFVPRSFDELGEIIQSVYEDLVANGVIVPAQEVPPPTVPMDYSWARELGLIRKPASF
MTSICDERGQELIYAGMPITEVFKEEMGIGGVLGLLWFQKRLPKYSCQFIEMCLMVTADH
GPAVSGAHNTIICARAGKDLVSSLTSGLLTIGDRFGGALDAAAKMFSKAFDSGIIPMEFV
NKMKKEGKLIMGIGHRVKSINNPDMRVQILKDYVRQHFPATPLLDYALEVEKITTSKKPN
LILNVDGLIGVAFVDMLRNCGSFTREEADEYIDIGALNGIFVLGRSMGFIGHYLDQKRLK
OGLYRHPWDDISYVLPEHMSM

>sp|P46976|GLYG HUMAN Glycogenin-1 OS=Homo sapiens O0X=9606 GN=GYG1
PE=1 SV=4
MTDQAFVTLTTNDAYAKGALVLGSSLKQHRTTRRLVVLATPQVSDSMRKVLETVEFDEVIM
VDVLDSGDSAHLTLMKRPELGVTLTKLHCWSLTQYSKCVFMDADTLVLANIDDLEFDREEL
SAAPDPGWPDCENSGVEVYQPSVETYNQLLHLASEQGSEDGGDQGILNTEFESSWATTDIR
KHLPFIYNLSSISIYSYLPAFKVFGASAKVVHFLGRVKPWNYTYDPKTKSVKSEAHDPNM
THPEFLILWWNIFTTNVLPLLOQQFGLVKDTCSYVNVLSDLVYTLAFSCGFCRKEDVSGAT
SHLSLGEIPAMAQPFVSSEERKERWEQGQADYMGADSEFDNIKRKLDTYLQ
>sp|P30838|AL3Al HUMAN Aldehyde dehydrogenase, dimeric NADP-
preferring OS=Homo sapiens 0X=9606 GN=ALDH3Al PE=1 SV=3
MSKISEAVKRARAAFSSGRTRPLOQFRIQQLEALQRLIQEQEQELVGALAADLHKNEWNAY
YEEVVYVLEEIEYMIQKLPEWAADEPVEKTPQTQODELYTIHSEPLGVVLVIGTWNYPEFNL
TIQPMVGAIAAGNSVVLKPSELSENMASLLATIIPQYLDKDLYPVINGGVPETTELLKER
FDHILYTGSTGVGKIIMTAAAKHLTPVTLELGGKSPCYVDKNCDLDVACRRIAWGKEMNS
GQTCVAPDYILCDPSIQONQIVEKLKKSLKEFYGEDAKKSRDYGRIISARHFQRVMGLIEG
OKVAYGGTGDAATRYIAPTILTDVDPQSPVMQEEIFGPVLPIVCVRSLEEAIQFINQREK
PLALYMEFSSNDKVIKKMIAETSSGGVAANDVIVHITLHSLPFGGVGNSGMGSYHGKKSFEFE
TEFSHRRSCLVRPLMNDEGLKVRYPPSPAKMTQH

>sp|P62847|RS24 HUMAN 40S ribosomal protein S24 OS=Homo sapiens
0X=9606 GN=RPS24 PE=1 SV=1
MNDTVTIRTRKFMTNRLLORKOMVIDVLHPGKATVPKTEIREKLAKMYKTTPDVIFVEGF
RTHFGGGKTTGFGMIYDSLDYAKKNEPKHRLARHGLYEKKKTSRKOQRKERKNRMKKVRGT
AKANVGAGKKPKE

>sp|P53618 | COPB HUMAN Coatomer subunit beta 0OS=Homo sapiens
0X=9606 GN=COPR1l PE=1 SV=3
MTAAENVCYTLINVPMDSEPPSEISLKNDLEKGDVKSKTEALKKVIIMILNGEKLPGLLM
TIIRFVLPLODHTIKKLLLVEFWEIVPKTTPDGRLLHEMILVCDAYRKDLQHPNEFIRGST
LRFLCKLKEAELLEPLMPATRACLEHRHSYVRRNAVLAIYTIYRNFEHLIPDAPELIHDF
LVNEKDASCKRNAFMMLTHADQDRALDYLSTCIDQVQTFGDILQLVIVELIYKVCHANPS
ERARFIRCIYNLLQSSSPAVKYEAAGTLVTLSSAPTAIKAAAQCYIDLIIKESDNNVKLI
VLDRLIELKEHPAHERVLODLVMDILRVLSTPDLEVRKKTLQLALDLVSSRNVEELVIVL
KKEVIKTNNVSEHEDTDKYRQLLVRTLHSCSVRFPDMAANVIPVLMEFLSDNNEAAAADV
LEFVREATIQRFDNLRMLIVEKMLEVFHAIKSVKIYRGALWILGEYCSTKEDIQSVMTEIR
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RSLGEIPIVESEIKKEAGELKPEEEITVGPVQKLVTEMGTYATQSALSSSRPTKKEEDRP
PLRGFLLDGDFEFVAASLATTLTKIALRYVALVQEKKKONSFVAEAMLLMATILHLGKSSL
PKKPITDDDVDRISLCLKVLSECSPLMNDIFNKECRQOSLSHMLSAKLEEEKLSQKKESEK
RNVTVQPDDPISFMQLTAKNEMNCKEDQFQLSLLAAMGNTQRKEAADPLASKLNKVTQLT
GFSDPVYAEAYVHVNQYDIVLDVLVVNQTSDTLONCTLELATLGDLKLVEKPSPLTLAPH
DFANTIKANVKVASTENGITFGNIVYDVSGAASDRNCVVLSDIHIDIMDYIQPATCTDAEF
ROMWAEFEWENKVTVNTNMVDLNDYLQHILKSTNMKCLTPEKALSGYCGFMAANLYARST
FGEDALANVSIEKPIHQGPDAAVTGHIRIRAKSQGMALSLGDKINLSQKKTST
>sp|000231|PSD11 HUMAN 26S proteasome non-ATPase regulatory
subunit 11 OS=Homo sapiens 0X=9606 GN=PSMD1ll PE=1 SV=3
MAAAAVVEFQRAQSLLSTDREASIDILHSIVKRDIQENDEEAVQVKEQSILELGSLLAKT
GOAAELGGLLKYVRPFLNSISKAKAARLVRSLLDLFLDMEAATGQEVELCLECIEWAKSE
KRTFLRQALEARLVSLYFDTKRYQEALHLGSQLLRELKKMDDKALLVEVQLLESKTYHAL
SNLPKARAALTSARTTANAIYCPPKLOQATLDMQSGITHAAEEKDWKTAYSYFYEAFEGYD
SIDSPKAITSLKYMLLCKIMLNTPEDVQALVSGKLALRYAGRQTEALKCVAQASKNRSLA
DFEKALTDYRAELRDDPITISTHLAKLYDNLLEQNLIRVIEPFSRVQIEHISSLIKLSKAD
VERKLSOQMILDKKFHGILDQGEGVLIIFDEPPVDKTYEAALETIQNMSKVVDSLYNKAKK
LT

>sp | Q8NEX9|DROC7 HUMAN Short-chain dehydrogenase/reductase family
9C member 7 OS=Homo sapiens 0X=9606 GN=SDR9C7 PE=1 SV=1
MAALTDLSEFMYRWEFKNCNLVGNLSEKYVEFITGCDSGFGNLLAKQLVDRGMOQVLAACFTEE
GSQKLORDTSYRLQTTLLDVTKSESIKAAAQWVRDKVGEQGLWALVNNAGVGLPSGPNEW
LTKDDEVKVINVNLVGLIEVTLHMLPMVKRARGRVVNMSSSGGRVAVIGGGYCVSKEGVE
AFSDSIRRELYYFGVKVCIIEPGNYRTAILGKENLESRMRKLWERLPQETRDSYGEDYFR
IYTDKLKNIMOVAEPRVRDVINSMEHATIVSRSPRIRYNPGLDAKLLYIPLAKLPTPVTDF
ILSRYLPRPADSV

>sp|Q1l5365|PCBP1 HUMAN Poly (rC)-binding protein 1 OS=Homo sapiens
0X=9606 GN=PCRBP1 PE=1 SV=2
MDAGVTESGLNVTLTIRLLMHGKEVGSIIGKKGESVKRIREESGARINISEGNCPERIIT
LTGPTNAIFKAFAMIIDKLEEDINSSMTNSTAASRPPVTLRLVVPATQCGSLIGKGGCKI
KETRESTGAQVQVAGDMLPNSTERATITIAGVPQSVTECVKQICLVMLETLSQSPQGRVMT
IPYQPMPASSPVICAGGQDRCSDAAGYPHATHDLEGPPLDAYSTIQGQHTISPLDLAKLNQ
VARQQSHFAMMHGGTGFAGIDSSSPEVKGYWASLDASTQTTHELTIPNNLIGCIIGRQGA
NINETROMSGAQIKIANPVEGSSGRQVTITGSAASISLAQYLINARLSSEKGMGCS

>sp Q01813 | PFKAP HUMAN ATP-dependent 6-phosphofructokinase,
platelet type OS=Homo sapiens 0X=9606 GN=PFKP PE=1 SV=2
MDADDSRAPKGSLRKFLEHLSGAGKATIGVLTSGGDAQGMNAAVRAVVRMGIYVGAKVYFTI
YEGYQGMVDGGSNIAEADWESVSSILQVGGTIIGSARCQAFRTREGRLKAACNLLQRGIT
NLCVIGGDGSLTGANLFRKEWSGLLEELARNGQIDKEAVQKYAYLNVVGMVGSIDNDFECG
TDMTIGTDSALHRITEVVDAIMTTAQSHQRTEFVLEVMGRHCGYLALVSALACGADWVFELP
ESPPEEGWEEQMCVKLSENRARKKRLNITIIVAEGAIDTONKPITSEKIKELVVTQLGYDT
RVTILGHVQRGGTPSAFDRILASRMGVEAVIALLEATPDTPACVVSLNGNHAVRLPLMEC
VOMTQDVQKAMDERRFOQDAVRLRGRSFAGNLNTYKRLATIKLPDDQIPKTNCNVAVINVGA
PAAGMNAAVRSAVRVGIADGHRMLAIYDGEFDGFAKGQIKEIGWTDVGGWTGQGGSILGTK
RVLPGKYLEETIATOMRTHSINALLITGGFEAYLGLLELSAAREKHEEFCVPMVMVPATVS
NNVPGSDFSIGADTALNTITDTCDRIKQSASGTKRRVFITIETMGGYCGYLANMGGLAAGA
DAAYIFEEPFDIRDLOSNVEHLTEKMKTTIQRGLVLRNESCSENYTTDFIYQLYSEEGKG
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VFDCRKNVLGHMQQGGAPSPFDRNFGTKISARAMEWITAKLKEARGRGKKETTDDSICVL
GISKRNVIFQPVAELKKQTDFEHRIPKEQWWLKLRPLMKILAKYKASYDVSDSGQLEHVQ
PWSV

>sp | Q9BRX8 | PXL2A HUMAN Peroxiredoxin-like 2A OS=Homo sapiens
0X=9606 GN=PRXLZ2A PE=1 SV=3
MSFLODPSFFTMGMWSIGAGALGAAALATLLLANTDVFLSKPQKAATLEYLEDIDLKTLEKE
PRTFKAKELWEKNGAVIMAVRRPGCFLCREEAADLSSLKSMLDQLGVPLYAVVKEHIRTE
VKDFQPYFKGEIFLDEKKKFYGPQRRKMMFMGFIRLGVWYNFFRAWNGGFSGNLEGEGFI
LGGVFVVGSGKQGILLEHREKEFGDKVNLLSVLEAAKMIKPQTLASEKK
>sp|P00367|DHE3 HUMAN Glutamate dehydrogenase 1, mitochondrial
OS=Homo sapiens 0X=9606 GN=GLUD1l PE=1 SV=2
MYRYLGEALLLSRAGPAALGSASADSAALLGWARGQPAAAPQPGLALAARRHYSEAVADR
EDDPNFFKMVEGFFDRGASIVEDKLVEDLRTRESEEQKRNRVRGILRITKPCNHVLSLSF
PIRRDDGSWEVIEGYRAQHSQHRTPCKGGIRYSTDVSVDEVKALASTMTYKCAVVDVPEG
GAKAGVKINPKNYTDNELEKITRRETMELAKKGFIGPGIDVPAPDMSTGEREMSWIADTY
ASTIGHYDINAHACVTGKPISQGGIHGRISATGRGVFHGIENFINEASYMSILGMTPGEG
DKTEFVVQGFGNVGLHSMRYLHRFGAKCIAVGESDGSIWNPDGIDPKELEDFKLQOHGSILG
FPKAKPYEGSILEADCDILIPAASEKRKQLTKSNAPRVKAKITAEGANGPTTPEADKIFLER
NIMVIPDLYLNAGGVTVSYFEWLKNLNHVSYGRLTFKYERDSNYHLLMSVQESLERKFEFGK
HGGTIPIVPTAEFQDRISGASEKDIVHSGLAYTMERSARQIMRTAMKYNLGLDLRTAAYV
NATEKVFKVYNEAGVTET

>sp|P49448 | DHE4 HUMAN Glutamate dehydrogenase 2, mitochondrial
OS=Homo sapiens 0X=9606 GN=GLUD2 PE=1 SV=2
MYRYLAKALLPSRAGPAALGSAANHSAALLGRGRGQPAAASQPGLALAARRHYSELVADR
EDDPNFFKMVEGFFDRGASIVEDKLVKDLRTQESEEQKRNRVRGILRIIKPCNHVLSLSF
PIRRDDGSWEVIEGYRAQHSQHRTPCKGGIRYSTDVSVDEVKALASTIMTYKCAVVDVPEG
GAKAGVKINPKNYTENELEKITRRFTMELAKKGEFIGPGVDVPAPDMNTGEREMSWIADTY
ASTIGHYDINAHACVTGKPISQGGIHGRISATGRGVFHGIENFINEASYMSTILGMTPGER
DKTEFVVQGFGNVGLHSMRYLHRFGAKCIAVGESDGSIWNPDGIDPKELEDFKLOHGSILG
FPKAKPYEGSILEVDCDILIPAATEKQLTKSNAPRVKAKITIAEGANGPTTPEADKIFLER
NILVIPDLYLNAGGVTVSYFEWLKNLNHVSYGRLTFKYERDSNYHLLLSVQESLERKFGK
HGGTIPIVPTAEFQODSISGASEKDIVHSALAYTMERSARQIMHTAMKYNLGLDLRTAAYV
NAIEKVFKVYSEAGVTET

>sp|Q12965|MYO1E HUMAN Unconventional myosin-Ie OS=Homo sapiens
0X=9606 GN=MYOlE PE=1 SV=2
MGSKGVYQYHWQSHNVKHSGVDDMVLLSKITENSIVENLKKRYMDDYIFTYIGSVLISVN
PFKOMPYFGEKETEMYQGAAQYENPPHIYALADNMYRNMITDRENQCVIISGESGAGKTV
AAKYIMSYISRVSGGGTKVQHVKDIILOSNPLLEAFGNAKTVRNNNSSREFGKYFEIQFSP
GGEPDGGKISNFLLEKSRVVMRNPGERSFHIFYQLTEGASAEQKHSLGITSMDYYYYLST
SGSYKVDDIDDRREFQETLHAMNVIGIFAEEQTLVLOIVAGILHLGNISFKEVGNYAAVE
SEEFLAFPAYLLGINQDRLKEKLTSROMDSKWGGKSESTHVTLNVEQACYTRDALAKALH
ARVFDFLVDSINKAMEKDHEEYNIGVLDIYGFEIFQKNGFEQFCINFVNEKLOQQIFIELT
LKAEQEEYVQEGIRWTPIEYFNNKIVCDLTENKVNPPGIMSTILDDVCATMHAVGEGADQT
LLOKLOMQIGSHEHFNSWNQGFITIHHYAGKVSYDMDGFCERNRDVLFMDLIELMQSSELP
FIKSLFPENLQADKKGRPTTAGSKIKKQANDLVSTLMKCTPHYTIRCIKPNETKKPRDWEE
SRVKHQVEYLGLKENIRVRRAGYAYRRIFQKFLORYATILTKATWPSWQGEEKQGVLHLLQ
SVNMDSDQFQLGRSKVFIKAPESLFLLEEMRERKYDGYARVIQKSWRKEFVARKKYVQMRE
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EASDLLLNKKERRRNSINRNEFIGDYIGMEEHPELQQFVGKREKIDFADTVTKYDRRFKGV
KRDLLLTPKCLYLIGREKVKQGPDKGLVKEVLKRKIEIERILSVSLSTMQDDIFILHEQE
YDSLLESVFKTEFLSLLAKRYEEKTQKQLPLKESNTLELKLKKENWGPWSAGGSRQVQFH
QGFGDLAVLKPSNKVLQVSIGPGLPKNSRPTRRNTTONTGYSSGTQOQNANYPVRAAPPPPG
YHONGVIRNQYVPYPHAPGSQRSNQKSLYTSMARPPLPROQOSTSSDRVSQTPESLDFLKV
PDOGAAGVRRQTTSRPPPAGGRPKPQPKPKPQVPQCKALYAYDAQDTDELSEFNANDITIDI
IKEDPSGWWTGRLRGKQGLEFPNNYVTKI

>sp 000160 |MYOLF HUMAN Unconventional myosin-If OS=Homo sapiens
0X=9606 GN=MYOlF PE=1 SV=3
MGSKERFHWQSHNVKQSGVDDMVLLPQITEDATIAANLRKREFMDDYIFTYIGSVLISVNPF
KOMPYFTDREIDLYQGAAQYENPPHIYALTDNMYRNMLIDCENQCVIISGESGAGKTVAA
KYIMGYISKVSGGGEKVQHVKDIILQSNPLLEAFGNAKTVRNNNSSREFGKYFEIQFSRGG
EPDGGKISNFLLEKSRVVMONENERNFHIYYQLLEGASQEQRONLGLMTPDYYYYLNQSD
TYQVDGTDDRSDFGETLSAMQVIGIPPSIQQOLVLOQLVAGILHLGNISFCEDGNYARVESV
DLLAFPAYLLGIDSGRLQEKLTSRKMDSRWGGRSESINVTLNVEQAAYTRDALAKGLYAR
LFDFLVEAINRAMQKPQEEYSIGVLDIYGFEIFQKNGFEQFCINFVNEKLOQQIFIELTLK
AEQEEYVQEGIRWTPIQYEFNNKVVCDLIENKLSPPGIMSVLDDVCATMHATGGGADQTLL
QKLOAAVGTHEHFNSWSAGEFVIHHYAGKVSYDVSGFCERNRDVLESDLTIELMQTSEQAFL
RMLFPEKLDGDKKGRPSTAGSKIKKQANDLVATLMRCTPHYIRCIKPNETKRPRDWEENR
VKHQVEYLGLKENTRVRRAGFAYRRQFAKFLORYATLTPETWPRWRGDERQGVQHLLRAV
NMEPDQYQOMGSTKVFVKNPESLFLLEEVRERKFDGFARTIQKAWRRHVAVRKYEEMREEA
SNILLNKKERRRNSINRNEVGDYLGLEERPELRQFLGKRERVDEFADSVTKYDRREKPIKR
DLILTPKCVYVIGREKVKKGPEKGQVCEVLKKKVDIQALRGVSLSTRODDFFILQEDAAD
SFLESVFKTEFVSLLCKRFEEATRRPLPLTFSDTLQFRVKKEGWGGGGTRSVTFEFSRGEGD
LAVLKVGGRTLTVSVGDGLPKSSKPTRKGMAKGKPRRSSQAPTRAAPAPPRGMDRNGVPP
SARGGPLPLEIMSGGGTHRPPRGPPSTSLGASRRPRARPPSEHNTEFLNVPDQGMAGMQOR
KRSVGQORPVPGVGRPKPQPRTHGPRCRALYQYVGQODVDELSFNVNEVIEILMEDPSGWWK
GRLHGQEGLFPGNYVEKT

>sp | PODUB6 |AMY1A HUMAN Alpha-amylase 1A OS=Homo sapiens O0X=9606
GN=AMY1lA PE=1 SvV=1
MKLEFWLLEFTIGFCWAQYSSNTQQGRTSIVHLFEWRWVDIALECERYLAPKGEFGGVQVSPP
NENVATHNPFRPWWERYQPVSYKLCTRSGNEDEFRNMVTRCNNVGVRIYVDAVINHMCGN
AVSAGTSSTCGSYFNPGSRDFPAVPYSGWDENDGKCKTGSGDIENYNDATQVRDCRLSGL
LDLALGKDYVRSKIAEYMNHLIDIGVAGFRIDASKHMWPGDIKAILDKLHNLNSNWFPEG
SKPFIYQEVIDLGGEPIKSSDYFGNGRVTEFKYGAKLGTVIRKWNGEKMSYLKNWGEGWG
FMPSDRALVEVDNHDNQRGHGAGGASILTFWDARLYKMAVGFMLAHPYGFTRVMSSYRWP
RYFENGKDVNDWVGPPNDNGVTKEVTINPDTTCGNDWVCEHRWRQ IRNMVNFRNVVDGQP
FTNWYDNGSNQVAFGRGNRGEFIVENNDDWTEFSLTLOQTGLPAGTYCDVISGDKINGNCTGI
KIYVSDDGKAHFSISNSAEDPFIATHAESKL

>sp | PODTE7 |AMY1B HUMAN Alpha-amylase 1B OS=Homo sapiens O0X=9606
GN=AMY1B PE=1 SV=1
MKLEFWLLEFTIGFCWAQYSSNTQQGRTSIVHLFEWRWVDIALECERYLAPKGEFGGVQVSPP
NENVATHNPFRPWWERYQPVSYKLCTRSGNEDEFRNMVTRCNNVGVRIYVDAVINHMCGN
AVSAGTSSTCGSYFNPGSRDFPAVPYSGWDENDGKCKTGSGDIENYNDATQVRDCRLSGL
LDLALGKDYVRSKIAEYMNHLIDIGVAGFRIDASKHMWPGDIKAILDKLHNLNSNWEFPEG
SKPFIYQEVIDLGGEPIKSSDYFGNGRVTEFKYGAKLGTVIRKWNGEKMSYLKNWGEGWG
FMPSDRALVFVDNHDNQRGHGAGGASILTFWDARLYKMAVGFMLAHPYGFTRVMSSYRWP
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RYFENGKDVNDWVGPPNDNGVTKEVTINPDTTCGNDWVCEHRWRQIRNMVNFRNVVDGQP
FTNWYDNGSNQVAFGRGNRGFIVENNDDWTFSLTLQTGLPAGTYCDVISGDKINGNCTGI
KIYVSDDGKAHFSISNSAEDPFIATHAESKL

>sp | PODTE8 |AMY1C HUMAN Alpha-amylase 1C OS=Homo sapiens O0X=9606
GN=AMY1C PE=1 SvV=1
MKLEFWLLFTIGFCWAQYSSNTQQGRTSIVHLFEWRWVDIALECERYLAPKGEFGGVQVSPP
NENVAIHNPFRPWWERYQPVSYKLCTRSGNEDEFRNMVTRCNNVGVRIYVDAVINHMCGN
AVSAGTSSTCGSYFNPGSRDFPAVPYSGWDENDGKCKTGSGDIENYNDATQVRDCRLSGL
LDLALGKDYVRSKIAEYMNHLIDIGVAGFRIDASKHMWPGDIKAILDKLHNLNSNWFPEG
SKPFIYQEVIDLGGEPIKSSDYFGNGRVTEFKYGAKLGTVIRKWNGEKMSYLKNWGEGWG
FMPSDRALVEVDNHDNQRGHGAGGASILTFWDARLYKMAVGFMLAHPYGFTRVMSSYRWP
RYFENGKDVNDWVGPPNDNGVTKEVTINPDTTCGNDWVCEHRWRQIRNMVNFRNVVDGQP
FTNWYDNGSNQVAFGRGNRGFIVENNDDWTEFSLTLQTGLPAGTYCDVISGDKINGNCTGI
KIYVSDDGKAHFSISNSAEDPFIATHAESKL

>sp|015254|ACOX3 HUMAN Peroxisomal acyl-coenzyme A oxidase 3
OS=Homo sapiens 0X=9606 GN=ACOX3 PE=1 SV=2
MASTVEGGDTALLPEFPRGPLDAYRARASFSWKELALFTEGEGMLRFKKTIFSALENDPL
FARSPGADLSLEKYRELNFLRCKRIFEYDFLSVEDMEFKSPLKVPALIQCLGMYDSSLAAK
YLLHSLVFGSAVYSSGSERHLTYIQKIFRMEIFGCFALTELSHGSNTKAIRTTAHYDPAT
EEFITHSPDFEAAKFWVGNMGKTATHAVVFAKLCVPGDQCHGLHPFIVQIRDPKTLLPMP
GVMVGDIGKKLGONGLDNGFAMFHKVRVPRQSLLNRMGDVTPEGTYVSPFKDVRQRFGAS
LGSLSSGRVSIVSLAILNLKLAVAIALRFSATRRQFGPTEEEEIPVLEYPMQOWRLLPYL
AAVYALDHFSKSLFLDLVELQRGLASGDRSARQAELGRETHALASASKPLASWTTQQOGIQ
ECREACGGHGYLAMNRLGVLRDDNDPNCTYEGDNNILLOQOTSNYLLGLLAHQVHDGACFR
SPLKSVDFLDAYPGILDQKFEVSSVADCLDSAVALAAYKWLVCYLLRETYQKLNQEKRSG
SSDFEARNKCQVSHGRPLALAFVELTVVQRFHEHVHQPSVPPSLRAVLGRLSALYALWSL
SRHAALLYRGGYFSGEQAGEVLESAVLALCSQLKDDAVALVDVIAPPDFVLDSPIGRADG
ELYKNLWGAVLQESKVLERASWWPEFSVNKPVIGSLKSKL

>sp |Q9UBG3 |CRNN HUMAN Cornulin OS=Homo sapiens O0X=9606 GN=CRNN
PE=1 SV=1
MPOQLLONINGITIEAFRRYARTEGNCTALTRGELKRLLEQEFADVIVKPHDPATVDEVLRL
LDEDHTGTVEFKEFLVLVEFKVAQACFKTLSESAEGACGSQESGSLHSGASQELGEGQRSG
TEVGRAGKGQHYEGSSHRQSQQGSRGONRPGVQTQGQATGSAWVSSYDRQAESQSQERIS
POIQLSGQTEQTQKAGEGKRNQTTEMRPERQPQTREQDRAHQTGETVTGSGTQTQAGATQ
TVEQDSSHQTGRTSKQTQEATNDONRGTETHGQGRSQTSQAVTGGHAQIQAGTHTQTPTQ
TVEQDSSHQTGSTSTQTQESTNGONRGTEIHGQGRSQTSQAVTGGHTQIQAGSHTETVEQ
DRSQTVSHGGAREQGQTQTOPGSGORWMQVSNPEAGETVPGGQAQTGASTESGRQEWSST
HPRRCVTEGQGDRQPTVVGEEWVDDHSRETVILRLDOGNLHTSVSSAQGQODAAQSEEKRG
ITARELYSYLRSTKP

>sp|Q13515|BFSP2 HUMAN Phakinin OS=Homo sapiens 0X=9606 GN=BFSP2
PE=1 SV=1
MSERRVVVDLPTSASSSMPLQRRRASFRGPRSSSSLESPPASRTNAMSGLVRAPGVYVGT
APSGCIGGLGARVTRRALGISSVFLQGLRSSGLATVPAPGLERDHGAVEDLGGCLVEYMA
KVHALEQVSQELETQLRMHLESKATRSGNWGALRASWASSCQQVGEAVLENARLMLQTET
IQAGADDFKERYENEQPFRKAAEEEINSLYKVIDEANLTKMDLESQIESLKEELGSLSRN
YEEDVKLLHKQLAGCELEQMDAPIGTGLDDILETIRIQWERDVEKNRVEAGALLQAKQQA
EVAHMSQTQEEKLAAALRVELHNTSCQVQOSLOAETESLRALKRGLENTLHDAKHWHDMEL
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ONLGAVVGRLEAELRETRAEAEQQQQERAHLLARKCQLOQKDVASYHALLDREESG
>sp|PO05023 |AT1IAL HUMAN Sodium/potassium-transporting ATPase
subunit alpha-1 OS=Homo sapiens 0X=9606 GN=ATP1Al PE=1 SV=1
MGKGVGRDKYEPAAVSEQGDKKGKKGKKDRDMDELKKEVSMDDHKLSLDELHRKYGTDLS
RGLTSARAAEILARDGPNALTPPPTTPEWIKFCROLFGGFSMLLWIGAILCFLAYSIQAA
TEEEPONDNLYLGVVLSAVVIITGCESYYQEAKSSKIMESFKNMVPOQOALVIRNGEKMST
NAEEVVVGDLVEVKGGDRIPADLRIISANGCKVDNSSLTGESEPQTRSPDETNENPLETR
NIAFFSTNCVEGTARGIVVYTGDRTVMGRIATLASGLEGGQTPIAAEIEHFIHIITGVAV
FLGVSFFILSLILEYTWLEAVIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKN
LEAVETLGSTSTICSDKTGTLTONRMTVAHMWEDNQIHEADTTENQSGVSEFDKTSATWLA
LSRIAGLCNRAVFQANQENLPILKRAVAGDASESALLKCIELCCGSVKEMRERYAKIVET
PENSTNKYQLSTHKNPNTSEPQHLLVMKGAPERILDRCSSILLHGKEQPLDEELKDAFQN
AYLELGGLGERVLGFCHLFLPDEQFPEGFQFDTDDVNFPIDNLCFVGLISMIDPPRAAVP
DAVGKCRSAGIKVIMVTGDHPITAKATIAKGVGIISEGNETVEDIAARLNIPVSQVNPRDA
KACVVHGSDLKDMTSEQLDDILKYHTEIVFARTSPQOKLI IVEGCQRQGATIVAVTGDGVN
DSPALKKADIGVAMGIAGSDVSKQAADMILLDDNFASIVTGVEEGRLIFDNLKKSIAYTL
TSNIPEITPFLIFITANIPLPLGTVTILCIDLGTDMVPAISLAYEQAESDIMKRQPRNPK
TDKLVNERLISMAYGQIGMIQALGGFFTYFVILAENGFLPIHLLGLRVDWDDRWINDVED
SYGOQOWTYEQRKIVEFTCHTAFEFVSIVVVQWADLVICKTRRNSVEQQGMKNKILIFGLFEE
ETALAAFLSYCPGMGVALRMYPLKPTWWFCAFPYSLLIFVYDEVRKLITRRRPGGWVEKE
TYY

>sp | P27797|CALR _HUMAN Calreticulin OS=Homo sapiens 0X=9606 GN=CALR
PE=1 Sv=1
MLLSVPLLLGLLGLAVAEPAVYFKEQFLDGDGWTSRWIESKHKSDEFGKEFVLSSGKEFYGDE
EKDKGLOTSQODARFYALSASFEPFSNKGOQTLVVQFTVKHEQNIDCGGGYVKLFPNSLDQT
DMHGDSEYNIMEFGPDICGPGTKKVHVIFNYKGKNVLINKDIRCKDDEFTHLYTLIVRPDN
TYEVKIDNSQVESGSLEDDWDFLPPKKIKDPDASKPEDWDERAKIDDPTDSKPEDWDKPE
HIPDPDAKKPEDWDEEMDGEWEPPVIQNPEYKGEWKPRQIDNPDYKGTWIHPEIDNPEYS
PDPSIYAYDNFGVLGLDLWQVKSGTIFDNFLITNDEAYAEEFGNETWGVTKAAEKQMKDK
ODEEQRLKEEEEDKKRKEEEEAEDKEDDEDKDEDEEDEEDKEEDEEEDVPGQAKDEL
>sp|Q9Y4I1|MYOS5A HUMAN Unconventional myosin-Va OS=Homo sapiens
0X=9606 GN=MYOL5A PE=1 SV=2
MAASELYTKFARVWIPDPEEVWKSAELLKDYKPGDKVLLLHLEEGKDLEYHLDPKTKELP
HLRNPDILVGENDLTALSYLHEPAVLHNLRVRFIDSKLIYTYCGIVLVAINPYEQLPIYG
EDIINAYSGQONMGDMDPHIFAVAEEAYKQOMARDERNQSITVSGESGAGKTVSAKYAMRYF
ATVSGSASEANVEEKVLASNPIMESIGNAKTTRNDNSSREGKYIEIGEDKRYRIIGANMR
TYLLEKSRVVFQAEEERNYHIFYQLCASAKLPEFKMLRLGNADNENYTKQGGSPVIEGVD
DAKEMAHTRQACTLLGISESHOMGIFRILAGILHLGNVGFTSRDADSCTIPPKHEPLCIF
CELMGVDYEEMCHWLCHRKLATATETYIKPISKLOQATNARDALAKHIYAKLFNWIVDNVN
QALHSAVKQHSFIGVLDIYGFETFEINSFEQFCINYANEKLOQOFNMHVEFKLEQEEYMKE
QIPWTLIDFYDNQPCINLIESKLGILDLLDEECKMPKGTDDTWAQKLYNTHLNKCALFEK
PRLSNKAFITQHFADKVEYQCEGFLEKNKDTVFEEQIKVLKSSKFKMLPELFQDDEKATS
PTSATSSGRTPLTRTPAKPTKGRPGOMAKEHKKTVGHQFRNSLHLLMETLNATTPHYVRC
IKPNDFKFPFTFDEKRAVQQLRACGVLETIRISAAGFPSRWTYQEFFSRYRVLMKQKDVL
SDRKQTCKNVLEKLILDKDKYQFGKTKIFFRAGQVAYLEKLRADKLRAACIRIQKTIRGW
LLRKKYLRMRKAATITMQORYVRGYQARCYAKFLRRTKAATIIQKYWRMYVVRRRYKIRRAA
TIVLOQSYLRGFLARNRYRKILREHKAVIIQKRVRGWLARTHYKRSMHATIIYLQCCFRRMM
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AKRELKKLKIEARSVERYKKLHIGMENKIMOLORKVDEQNKDYKCLVEKLTNLEGIYNSE
TEKLRSDLERLQLSEEEAKVATGRVLSLOQEEIAKLRKDLEQTRSEKKCIEEHADRYKQET
EQLVSNLKEENTLLKQEKEALNHRIVOQOAKEMTETMEKKLVEETKQLELDLNDERLRYQN
LLNEFSRLEERYDDLKEEMTLMVHVPKPGHKRTDSTHSSNESEYTFSSETAEMEDIPSRT
EEPSEKKVPLDMSLFLKLOKRVTELEQEKQVMODELDRKEEQVLRSKAKEEERPQIRGAE
LEYESLKRQELESENKKLKNELNELRKALSEKSAPEVTAPGAPAYRVLMEQLTSVSEELD
VRKEEVLILRSQLVSQKEATQPKDDKNTMTDSTILLEDVQKMKDKGEIAQAYIGLKETNR
SSALDYHELNEDGELWLVYEGLKQANRLLESQLQSQKRSHENEAEALRGEIQSLKEENNR
QOOLLAONLOLPPEARIEASLOQHEITRLTNENLDLMEQLEKQDKTVRKLKKQLKVEFAKKT
GELEVGQMENISPGQIIDEPIRPVNIPRKEKDFQGMLEYKKEDEQKLVKNLILELKPRGV
AVNLIPGLPAYILFMCVRHADYLNDDQKVRSLLTSTINSIKKVLKKRGDDFETVSFWLSN
TCREFLHCLKQYSGEEGFMKHNTSRONEHCLTNFDLAEYRQVLSDLAIQIYQQLVRVLENT
LOPMIVSGMLEHETIQGVSGVKPTGLRKRTSSIADEGTYTLDSILRQLNSFHSVMCQHGM
DPELTIKQVVKOMEFYITGAITLNNLLLRKDMCSWSKGMQIRYNVSQLEEWLRDKNLMNSGA
KETLEPLIQAAQLLQVKKKTDDDAEATCSMCNALTTAQIVKVLNLYTPVNEFEERVSVSE
IRTIQMRLRDRKDSPQLLMDAKHIFPVTFPFNPSSLALETIQIPASLGLGFISRV
>sp|P14625|ENPL HUMAN Endoplasmin OS=Homo sapiens 0X=9606
GN=HSP90B1 PE=1 SV=1
MRALWVLGLCCVLLTFGSVRADDEVDVDGTVEEDLGKSREGSRTDDEVVQREEEATIQLDG
ILNASQIRELREKSEKFAFQAEVNRMMKLITINSLYKNKEIFLRELISNASDALDKIRLIST
TDENALSGNEELTVKIKCDKEKNLLHVTDTGVGMTREELVKNLGTIAKSGTSEFLNKMTE
AQEDGQSTSELIGQFGVGEFYSAFLVADKVIVTSKHNNDTQHIWESDSNEFSVIADPRGNT
LGRGTTITLVLKEEASDYLELDTIKNLVKKYSQFINFPIYVWSSKTETVEEPMEEEEAAK
EEKEESDDEAAVEEEEEEKKPKTKKVEKTVWDWELMNDIKPIWQRPSKEVEEDEYKAFYK
SESKESDDPMAYTIHFTAEGEVTFKSILEFVPTSAPRGLFDEYGSKKSDYIKLYVRRVFEITD
DFHDMMPKYLNEVKGVVDSDDLPLNVSRETLOQQHKLLKVIRKKLVRKTLDMIKKIADDKY
NDTFWKEFGTNIKLGVIEDHSNRTRLAKLLRFQSSHHPTDITSLDQYVERMKEKQDKIYF
MAGSSRKEAESSPEFVERLLKKGYEVIYLTEPVDEYCIQALPEFDGKRFONVAKEGVKEDE
SEKTKESREAVEKEFEPLLNWMKDKALKDKIEKAVVSQRLTESPCALVASQYGWSGNMER
IMKAQAYQTGKDISTNYYASQKKTFEINPRHPLIRDMLRRIKEDEDDKTVLDLAVVLFET
ATLRSGYLLPDTKAYGDRIERMLRLSLNIDPDAKVEEEPEEEPEETAEDTTEDTEQDEDE
EMDVGTDEEEETAKESTAEKDEL

>sp|Q01082|SPTB2 HUMAN Spectrin beta chain, non-erythrocytic 1
OS=Homo sapiens 0X=9606 GN=SPTBN1l PE=1 SV=2
MTTTVATDYDNIETIQQQYSDVNNRWDVDDWDNENSSARLFERSRIKALADEREAVQKKTE
TKWVNSHLARVSCRITDLYTDLRDGRMLIKLLEVLSGERLPKPTKGRMRIHCLENVDKAL
QFLKEQRVHLENMGSHDIVDGNHRLTLGLIWTITILRFQIQDISVETEDNKEKKSAKDALL
LWCOQMKTAGYPNVNIHNFTTSWRDGMAFNALIHKHRPDLIDFDKLKKSNAHYNLONAFNL
AEQHLGLTKLLDPEDISVDHPDEKSIITYVVTYYHYFSKMKALAVEGKRIGKVLDNATET
EKMIEKYESLASDLLEWIEQTIIILNNRKFANSLVGVQOOLOAFNTYRTVEKPPKEFTEKG
NLEVLLFTIQSKMRANNQKVYMPREGKLISDINKAWERLEKAEHERELALRNELIRQEKL
EQLARRFDRKAAMRETWLSENQRLVSQODNFGFDLPAVEAATKKHEATIETDIAAYEERVQA
VVAVARELEAENYHDIKRITARKDNVIRLWEYLLELLRARRQRLEMNLGLOQKIFQEMLY T
MDWMDEMKVLVLSQDYGKHLLGVEDLLQKHTLVEADIGIQAERVRGVNASAQKFATDGEG
YKPCDPQVIRDRVAHMEFCYQELCQLAAERRARLEESRRLWKFFWEMAEEEGWIREKEKT
LSSDDYGKDLTSVMRLLSKHRAFEDEMSGRSGHFEQATIKEGEDMIAEEHFGSEKIRERIT
YIREQWANLEQLSATIRKKRLEEASLLHQFQADADDIDAWMLDILKIVSSSDVGHDEYSTQ
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SLVKKHKDVAEEIANYRPTLDTLHEQASALPQEHAESPDVRGRLSGIEERYKEVAELTRL
RKOQALODTLALYKMEFSEADACELWIDEKEQWLNNMQIPEKLEDLEVIQHRFESLEPEMNN
QOASRVAVVNQIARQLMHSGHPSEKEIKAQODKLNTRWSQFRELVDRKKDALLSALSIQNY
HLECNETKSWIREKTKVIESTQDLGNDLAGVMALQRKLTGMERDLVAIEAKLSDLQKEAE
KLESEHPDOQAQAILSRLAEISDVWEEMKTTLKNREASLGEASKLOQFLRDLDDFQSWLSR
TQTATIASEDMPNTLTEAEKLLTQHENIKNEIDNYEEDYQKMRDMGEMVTQGQTDAQYMF'L
RORLOALDTGWNELHKMWENRONLLSQSHAYQQFLRDTKQAEAFLNNQEYVLAHTEMPTT
LEGAEAATIKKQEDFMTTMDANEEKINAVVETGRRLVSDGNINSDRIQEKVDSIDDRHRKN
RETASELLMRLKDNRDLOKFLODCQELSLWINEKMLTAQDMSYDEARNLHSKWLKHQAFM
AELASNKEWLDKIEKEGMQLISEKPETEAVVKEKLTGLHKMWEVLESTTQTKAQRLEFDAN
KAELFTQSCADLDKWLHGLESQIQSDDYGKDLTSVNILLKKQOMLENQMEVRKKEIEELQ
SQAQALSQEGKSTDEVDSKRLTVQTKFMELLEPLNERKHNLLASKETHQEFNRDVEDEILW
VGERMPLATSTDHGHNLQTVQLLIKKNQTLOQKEIQGHQPRIDDIFERSQNIVTDSSSLSA
EATROQRLADLKQLWGLLIEETEKRHRRLEEAHRAQOQYYFDAAEAEAWMSEQELYMMSEEK
AKDEQSAVSMLKKHQILEQAVEDYAETVHQLSKTSRALVADSHPESERISMRQSKVDKLY
AGLKDLAEERRGKLDERHRLFQLNREVDDLEQWIAEREVVAGSHELGOQDYEHVTMLQERF
REFARDTGNIGQERVDTVNHLADELINSGHSDAATIAEWKDGLNEAWADLLELIDTRTQI
LAASYELHKFYHDAKEIFGRIQDKHKKLPEELGRDONTVETLORMHTTFEHDIQALGTQV
ROLOEDAARLOQAAYAGDKADDIQKRENEVLEAWKSLLDACESRRVRLVDTGDKFRFFSMV
RDLMLWMEDVIRQIEAQEKPRDVSSVELLMNNHOQGIKAEIDARNDSFTTCIELGKSLLAR
KHYASEEIKEKLLQLTEKRKEMIDKWEDRWEWLRLILEVHQFSRDASVAEAWLLGQEPYL
SSREIGQSVDEVEKLIKRHEAFEKSAATWDERFSALERLTTLELLEVRRQOQEEEERKRRP
PSPEPSTKVSEEAESQQOQWDTSKGEQVSQNGLPAEQGSPRMAETVDTSEMVNGATEQRTS
SKESSPIPSPTSDRKAKTALPAQSAATLPARTQETPSAQMEGFLNRKHEWEAHNKKASSR
SWHNVYCVINNQEMGEFYKDAKTAASGIPYHSEVPVSLKEAVCEVALDYKKKKHVFKLRLN
DGNEYLEFQAKDDEEMNTWIQAISSAISSDKHEVSASTQSTPASSRAQTLPTSVVTITSES
SPGKREKDKEKDKEKRFSLFGKKK

>sp|Q6P1J6|PLB1 HUMAN Phospholipase B1, membrane-associated
OS=Homo sapiens 0X=9606 GN=PLBl PE=1 SV=3
MGLRPGIFLLELLLLLGQGTPQIHTSPRKSTLEGQLWPETLKNSPFPCNPNKLGVNMPSK
SVHSLKPSDIKEFVAAIGNLEIPPDPGTGDLEKQDWTERPQQVCMGVMTVLSDITIRYFEFSPS
VPMPVCHTGKRVIPHDGAEDLWIQAQELVRNMKENLQLDFQFDWKLINVFFSNASQCYLC
PSAQONGLAAGGVDELMGVLDYLQQEVPRAFVNLVDLSEVAEVSRQYHGTWLSPAPEPCN
CSEETTRLAKVVMOWSYQEAWNSLLASSRYSEQESFTVVFQPFFYETTPSLHSEDPRLQD
STTLAWHLWNRMME PAGEKDEPLSVKHGRPMKCPSQESPYLESYRNSNYLTRLOKPQODKL
EVREGAEIRCPDKDPSDTVPTSVHRLKPADINVIGALGDSLTAGNGAGSTPGNVLDVLTQ
YRGLSWSVGGDENIGTVTTLANILREFNPSLKGEFSVGTGKETSPNAFLNQAVAGGRAEDL
PVOQARRLVDLMKNDTRIHFQEDWKIITLFIGGNDLCDFCNDLVHYSPONFTDNIGKALDI
LHAEVPRAFVNLVTVLEIVNLRELYQEKKVYCPRMILRSLCPCVLKFDDNSTELATLIEF
NKKFQEKTHQLIESGRYDTREDEFTVVVQPFFENVDMPKTSEGLPDNSFFAPDCFHESSKS
HSRAASALWNNMLEPVGQKTTRHKFENKINITCPNQVQPFLRTYKNSMQGHGTWLPCRDR
APSALHPTSVHALRPADIQVVAALGDSLTAGNGIGSKPDDLPDVTTQYRGLSYSAGGDGS
LENVTTLPNILREFNRNLTGYAVGTGDANDTNAFLNQAVPGAKAEDLMSQVQTLMQKMKD
DHRVNFHEDWKVITVLIGGSDLCDYCTDSNLYSAANFVHHLRNALDVLHREVPRVLVNLV
DEFLNPTIMRQVFLGNPDKCPVQQASVLCNCVLTLRENSQELARLEAFSRAYRSSMRELVG
SGRYDTQEDFSVVLQPFFONIQLPVLADGLPDTSFFAPDCIHPNQKFHSQLARALWTNML
EPLGSKTETLDLRAEMPITCPTONEPFLRTPRNSNYTYPIKPATENWGSDEFLCTEWKASN
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SVPTSVHQLRPADIKVVAALGDSLTTAVGARPNNSSDLPTSWRGLSWSIGGDGNLETHTT
LPNILKKENPYLLGFSTSTWEGTAGLNVAAEGARARDMPAQAWDLVERMKNSPDINLEKD
WKLVTLFIGVNDLCHYCENPEAHLATEYVQHIQQALDILSEELPRAFVNVVEVMELASLTY
QGQGGKCAMLAAQNNCTCLRHSQSSLEKQELKKVNWNLQHGISSEFSYWHQYTQREDFAVV
VOPFFONTLTPLNERGDTDLTFFSEDCFHFSDRGHAEMATALWNNMLEPVGRKTTSNNET
HSRAKLKCPSPESPYLYTLRNSRLLPDQAEEAPEVLYWAVPVAAGVGLVVGIIGTVVWRC
RRGGRREDPPMSLRTVAL

>sp|Q9BYPY9 |KRA99 HUMAN Keratin-associated protein 9-9 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-9 PE=2 SV=1
MTHCCSPCCQPTCCRTTCCRTTCWKPTTVTTCSSTPCCQPSCCVSSCCQPCCRPACCQONT
CCRTTCCQPTCLSSCCGQTSCGSSCGQSSSCAPVYCRRTCYYPTTVCLPGCLNQSCGSSC
CQPCCRPACCETTCCRTTCEFQPTCVSSCCQPSCC

>sp|Q9BYQ4 |[KRA92 HUMAN Keratin-associated protein 9-2 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-2 PE=1 SV=2
MTHCCSPCCQPTCCRTTCCRTTCWKPTTVTTCSSTPCCQPACCVSSCCQPCCRPTCCQONT
CCRTTCCQPTCVTSCCQPSCCSTPCCQPTCCGSSCCGQTSCGSSCGQSSSCAPVYCRRTC
YYPTTVCLPGCLNQSCGSNCCQPCCRPACCETTCCRTTCFQPTCVSSCCQPSCC

>sp|Q9BYQO |KRA98 HUMAN Keratin-associated protein 9-8 0S=Homo
sapiens 0X=9606 GN=KRTAP9-8 PE=1 SV=2
MTHCCSPCCQPTCCRTTCWKPTTVTTCSSTPCCQPSCCVSSCCQPCCRPTCCONTCCQPTI
CVTSCCQPSCCSTPCCQPTCCGQTSCGSSCGQSSSCAPVYCRRTCYHPTTVCLPGCLNQS
CGSNCCQPCCRPACCETTCCRTTCFQPTCVSSCCQPSCC

>sp |ASBMTY7 |KRA97 HUMAN Keratin-associated protein 9-7 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-7 PE=3 SV=1
MTHCCSPCCQPTCCRTTCWKPTTVTTCSSTPCCQPSCCVSSCCQPCCHPTCCONTCCRTT
CCQPTCVTSCCQPSCCSTPCCQPICCGSSCCGQTSCGSSCCQPSSCAPIYCRRTCYHPTS
VYLPGCLNQSCGSSCCQPCCRPACCETTCCRTTCFQPTCVTSCCQPACC

>sp|Q9BYQ3 |KRA93 HUMAN Keratin-associated protein 9-3 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-3 PE=1 SV=1
MTHCCSPCCQPTCCRTTCWQPTTVTTCSSTPCCQPSCCVSSCCQPCCHPTCCONTCCRTT
CCQPICVTSCCQPSCCSTPCCQPTCCGSSCGQSSSCAPVYCRRTCYHPTSVCLPGCLNQS
CGSNCCQPCCRPACCETTCCRTTCFQPTCVYSCCQPSCC

>sp|A8BMXZ3 |KRA91 HUMAN Keratin-associated protein 9-1 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-1 PE=3 SV=1
MTHCCSPCCQPTCCRTTCCRTTCWKPTTVTTCSSTPCCQPSCCVPSCCQPCCHPTCCQONT
CCRTTCCQPTCVASCCQPSCCSTPCCQPTCCGSSCCGQTSCGSSCCQPICGSSCCQPCCH
PTCYQTICFRTTCCQPTCCQPTCCRNTSCQPTCCGSSCCQPCCHPTCCQTICRSTCCQPS
CVTRCCSTPCCQPTCGGSSCCSQTCNESSYCLPCCRPTCCQTTCYRTTCCRPSCCCSPCC
VSSCCQPSCC

>sp|Q9BYQ2 |[KRA94 HUMAN Keratin-associated protein 9-4 0OS=Homo
sapiens 0X=9606 GN=KRTAP9-4 PE=1 SV=2
MTHCCSPCCQPTCCRTTCCRTTCWKPTTVTTCSSTPCCQPSCCVSSCCQPCCRPTCCQONT
CCQPTCVTSCCQPSCCSTPCCQPTCCGSSCDQSSSCAPVYCRRTCYYPTTVCLPGCLNQS
CGSNCCQPCCRPACCETTCFQPTCVSSCCQPFCC

>sp|Q8N442 |GUF1 HUMAN Translation factor GUF1l, mitochondrial
OS=Homo sapiens 0X=9606 GN=GUF1l PE=1 SV=1
MWTLVGRGWGCARALAPRATGAALLVAPGPRSAPTLGAAPESWATDRLYSSAEFKEKLDM
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SREFPVENIRNFSIVAHVDHGKSTLADRLLELTGTIDKTKNNKQVLDKLOQVERERGITVKA
QTASLFYNCEGKQYLLNLIDTPGHVDFSYEVSRSLSACQGVLLVVDANEGIQAQTVANFF
LAFEAQLSVIPVINKIDLKNADPERVENQIEKVFDIPSDECIKISAKLGTNVESVLQATT
ERIPPPKVHRKNPLRALVEFDSTEFDQYRGVIANVALFDGVVSKGDKIVSAHTQKTYEVNEV
GVLNPNEQPTHKLYAGQVGYLIAGMKDVTEAQIGDTLCLHKQPVEPLPGFKSAKPMVFAG
MYPLDQSEYNNLKSATEKLTLNDSSVTVHRDSSLALGAGWRLGFLGLLHMEVENQRLEQE
YNASVILTTPTVPYKAVLSSSKLIKEHREKEITIINPAQFPDKSKVTEYLEPVVLGTIIT
PDEYTGKIMMLCEARRAVOQKNMIFIDONRVMLKYLFPLNEIVVDFYDSLKSLSSGYASED
YEDAGYQTAELVKMDILLNGNTVEELVTVVHKDKAHSTGKAICERLKDSLPRQLFETIATIQ
AATIGSKIIARETVKAYRKNVLAKCYGGDITRKMKLLKRQAEGKKKLRKIGNVEVPKDAFT
KVLKTQSSK

>sp|P22234 | PUR6_HUMAN Bifunctional phosphoribosylaminoimidazole
carboxylase/phosphoribosylaminoimidazole succinocarboxamide
synthetase OS=Homo sapiens 0X=9606 GN=PAICS PE=1 SV=3
MATAEVLNIGKKLYEGKTKEVYELLDSPGKVLLOSKDQITAGNAARKNHLEGKAATSNKTI
TSCIFQLLOQEAGIKTAFTRKCGETAFIAPQCEMIPIEWVCRRIATGSFLKRNPGVKEGYK
FYPPKVELFFKDDANNDPOWSEEQLIAAKFCFAGLLIGQTEVDIMSHATQATFEILEKSW
LPONCTLVDMKIEFGVDVTTKEIVLADVIDNDSWRLWPSGDRSQQKDKQSYRDLKEVTPE
GLOMVKKNFEWVAERVELLLKSESQCRVVVLMGSTSDLGHCEKIKKACGNFGIPCELRVT
SAHKGPDETLRIKAEYEGDGIPTVEVAVAGRSNGLGPVMSGNTAYPVISCPPLTPDWGVQ
DVWSSLRLPSGLGCSTVLSPEGSAQFAAQIFGLSNHLVWSKLRASILNTWISLKQADKKT
RECNL

>sp|P28072|PSB6_HUMAN Proteasome subunit beta type-6 0OS=Homo
sapiens 0X=9606 GN=PSMB6 PE=1 SV=4
MAATLLAARGAGPAPAWGPEAFTPDWESREVSTGTTIMAVQFDGGVVLGADSRTTTGSYI
ANRVTDKLTPIHDRIFCCRSGSAADTQAVADAVTYQLGFHSIELNEPPLVHTAASLEFKEM
CYRYREDLMAGITIAGWDPQEGGQVYSVPMGGMMVROSFAIGGSGSSYIYGYVDATYREG
MTKEECLQFTANALALAMERDGSSGGVIRLAATAESGVERQVLLGDQIPKFAVATLPPA
>sp|P04844 |RPN2 HUMAN Dolichyl-diphosphooligosaccharide--protein
glycosyltransferase subunit 2 OS=Homo sapiens 0X=9606 GN=RPN2 PE=1
SvV=3

MAPPGSSTVFLLALTITASTWALTPTHYLTKHDVERLKASLDRPFTNLESAFYSIVGLSS
LGAQVPDAKKACTYIRSNLDPSNVDSLFYAAQASQALSGCEISISNETKDLLLAAVSEDS
SVTQIYHAVAALSGFGLPLASQEALSALTARLSKEETVLATVQALQTASHLSQQOADLRST
VEEIEDLVARLDELGGVYLQFEEGLETTALFVAATYKLMDHVGTEPSIKEDQVIQLMNAT
FSKKNFESLSEAFSVASAAAVLSHNRYHVPVVVVPEGSASDTHEQAILRLQVTNVLSQPL
TOATVKLEHAKSVASRATVLOKTSEFTPVGDVFELNFMNVKESSGYYDFLVEVEGDNRYTIA
NTVELRVKISTEVGITNVDLSTVDKDQSTIAPKTTRVTYPAKAKGTFIADSHONFALFFQL
VDVNTGAELTPHQTFVRLHNQKTGQEVVEVAEPDNKNVYKFELDTSERKIEFDSASGTYT
LYLTIGDATLKNPILWNVADVVIKFPEEEAPSTVLSONLFTPKOQEIQHLFREPEKRPPTV
VSNTFTALTILSPLLLLFALWIRIGANVSNEFTFAPSTITIFHLGHAAMLGLMYVYWTQLNMFE
OTLKYLAILGSVTFLAGNRMLAQQAVKRTAH

>sp|P62266|RS23 HUMAN 40S ribosomal protein S23 OS=Homo sapiens
0X=9606 GN=RPS23 PE=1 SV=3
MGKCRGLRTARKLRSHRRDQKWHDKQYKKAHLGTALKANPFGGASHAKGIVLEKVGVEAK
QPNSATRKCVRVQLIKNGKKITAFVPNDGCLNFIEENDEVLVAGFGRKGHAVGDIPGVRF
KVVKVANVSLLALYKGKKERPRS
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>sp|P17900|SAP3 HUMAN Ganglioside GM2 activator OS=Homo sapiens
0X=9606 GN=GM2A PE=1 SV=4
MOSTIMQAPLLTIALGLLLAAPAQAHLKKPSQLSSEFSWDNCDEGKDPAVIRSLTLEPDPITIV
PGNVTLSVMGSTSVPLSSPLKVDLVLEKEVAGLWIKIPCTDYIGSCTFEHFCDVLDMLIP
TGEPCPEPLRTYGLPCHCPFKEGTYSLPKSEFVVPDLELPSWLTTGNYRIESVLSSSGKR
LGCIKIAASLKGI

>sp|P63000 | RAC1I HUMAN Ras-related C3 botulinum toxin substrate 1
OS=Homo sapiens 0X=9606 GN=RAC1l PE=1 SV=1
MQATKCVVVGDGAVGKTCLLISYTTNAFPGEYIPTVEDNYSANVMVDGKPVNLGLWDTAG
QEDYDRLRPLSYPQTDVFLICFSLVSPASFENVRAKWYPEVRHHCPNTPIILVGTKLDLR
DDKDTIEKLKEKKLTPITYPQGLAMAKEIGAVKYLECSALTQRGLKTVFDEATRAVLCPP
PVKKRKRKCLLL

>sp|P30408|T4S1 HUMAN Transmembrane 4 L6 family member 1 OS=Homo
sapiens 0X=9606 GN=TM4SF1 PE=1 SV=1
MCYGKCARCIGHSLVGLALLCIAANILLYFPNGETKYASENHLSREVWEFESGIVGGGLLM
LLPAFVFIGLEQDDCCGCCGHENCGKRCAMLSSVLAALIGIAGSGYCVIVAALGLAEGPL
CLDSLGOQWNYTFASTEGQYLLDTSTWSECTEPKHIVEWNVSLFSILLALGGIEFILCLIQ
VINGVLGGICGFCCSHQQQYDC

>sp|P61077|UB2D3 HUMAN Ubiquitin-conjugating enzyme EZ2 D3 OS=Homo
sapiens 0X=9606 GN=UBE2D3 PE=1 SV=1
MALKRINKELSDLARDPPAQCSAGPVGDDMFHWQATIMGPNDSPYQGGVFEFLTIHFPTDY
PFKPPKVAFTTRIYHPNINSNGSICLDILRSQWSPALTISKVLLSICSLLCDPNPDDPLV
PETARIYKTDRDKYNRISREWTQKYAM

>sp|P62837|UB2D2 HUMAN Ubiquitin-conjugating enzyme EZ2 D2 OS=Homo
sapiens 0X=9606 GN=UBE2D2 PE=1 SV=1
MALKRIHKELNDLARDPPAQCSAGPVGDDMFHWQATIMGPNDSPYQGGVFFLTIHFPTDY
PFKPPKVAFTTRIYHPNINSNGSICLDILRSQWSPALTISKVLLSICSLLCDPNPDDPLV
PETARIYKTDREKYNRIAREWTQKYAM

>sp |ASBMTJ3 |GNAT3 HUMAN Guanine nucleotide-binding protein G(t)
subunit alpha-3 OS=Homo sapiens 0X=9606 GN=GNAT3 PE=2 SV=2
MGSGISSESKESAKRSKELEKKLQEDAERDARTVKLLLLGAGESGKSTIVKQMKI ITHKNG
YSEQECMEFKAVIYSNTLQSILAIVKAMTTLGIDYVNPRSAEDQROLYAMANTLEDGGMT
POLAEVIKRLWRDPGIQACFERASEYQLNDSAAYYLNDLDRITASGYVPNEQDVLHSRVK
TTGIIETQFSFKDLHFRMFDVGGQRSERKKWIHCFEGVTCIIFCAALSAYDMVLVEDEEV
NRMHESLHLFNSICNHKYFSTTSIVLFLNKKDIFQEKVTKVHLSICFPEYTGPNTFEDAG
NYIKNQFLDLNLKKEDKEIYSHMTCATDTONVKEVEFDAVTDIIIKENLKDCGLFE
>sp|P19087|GNATZ2 HUMAN Guanine nucleotide-binding protein G(t)
subunit alpha-2 OS=Homo sapiens 0X=9606 GN=GNAT2 PE=1 SvV=4
MGSGASAEDKELAKRSKELEKKLQEDADKEAKTVKLLLLGAGESGKSTIVKQMKITHQDG
YSPEECLEFKATIIYGNVLOQSILAIIRAMTTLGIDYAEPSCADDGRQLNNLADSIEEGTMP
PELVEVIRRLWKDGGVQACFERAAEYQLNDSASYYLNQLERITDPEYLPSEQDVLRSRVK
TTGIIETKFSVKDLNFRMFDVGGQRSERKKWIHCFEGVTCIIFCAALSAYDMVLVEDDEV
NRMHESTLHLENSICNHKFFAATSIVLEFLNKKDLFEEKIKKVHLSICFPEYDGNNSYDDAG
NYIKSQFLDLNMRKDVKEIYSHMTCATDTONVKEVEFDAVTDIIIKENLKDCGLFE

>sp|P11488 |GNAT1 HUMAN Guanine nucleotide-binding protein G(t)
subunit alpha-1 OS=Homo sapiens 0X=9606 GN=GNAT1l PE=1 SV=5
MGAGASAEEKHSRELEKKLKEDAEKDARTVKLLLLGAGESGKSTIVKQMKITHQDGYSLE
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ECLEFIATIYGNTLQSILATIVRAMTTLNIQYGDSARQDDARKLMHMADTIEEGTMPKEMS
DITQRLWKDSGIQACFERASEYQLNDSAGYYLSDLERLVTPGYVPTEQDVLRSRVKTTGI
IETQFSFKDLNFRMEDVGGQRSERKKWIHCFEGVTCITFIAALSAYDMVLVEDDEVNRMH
ESLHLENSICNHRYFATTSIVLFLNKKDVFFEKIKKAHLSICFPDYDGPNTYEDAGNYIK
VOFLELNMRRDVKEIYSHMTCATDTONVKEVEFDAVTIDIITIKENLKDCGLF
>sp|P09471|GNAO_HUMAN Guanine nucleotide-binding protein
subunit alpha OS=Homo sapiens 0X=9606 GN=GNAOl PE=1 SV=4
MGCTLSAEERAALERSKATIEKNLKEDGISAAKDVKLLLLGAGESGKSTIVKQMKITHEDG
FSGEDVKQYKPVVYSNTIQSLAATVRAMDTLGIEYGDKERKADAKMVCDVVSRMEDTEPF
SAELLSAMMRLWGDSGIQECFNRSREYQLNDSAKYYLDSLDRIGAADYQPTEQDILRTRV
KTTGIVETHFTFKNLHFRLEFDVGGQRSERKKWIHCFEDVTAITIFCVALSGYDQVLHEDET
TNRMHESTMLEFDSICNNKFEFIDTSTITILFLNKKDLEFGEKIKKSPLTICFPEYTGPNTYEDA
AAYTIQAQFESKNRSPNKEIYCHMTCATDTNNIQVVEDAVTDITITANNLRGCGLY

>sp |Q5JWF2 |GNAS1 HUMAN Guanine nucleotide-binding protein
subunit alpha isoforms XLas OS=Homo sapiens 0X=9606 GN=GNAS
SV=2
MGVRNCLYGNNMSGQRDIPPETGEQPEQPPLEAPGAAAPGAGPSPAEEMETEPPHNEPTIP
VENDGEACGPPEVSRPNFQVLNPAFREAGAHGSYSPPPEEAMPFEAEQPSLGGEWPTLEQ
PGFPSGVHAGLEAFGPALMEPGAFSGARPGLGGYSPPPEEAMPFEFDQPAQRGCSQLLLQ
VPDLAPGGPGAAGVPGAPPEEPQATLRPAKAGSRGGYSPPPEETMPFELDGEGEFGDDSPPP
GLSRVIAQVDGSSQFAAVAASSAVRLTPAANAPPLWVPGAIGSPSQEAVRPPSNEFTGSSP
WMEISGPPFEIGSAPAGVDDTPVNMDSPPIALDGPPIKVSGAPDKRERAERPPVEEEAAE
MEGAADAAEGGKVPSPGYGSPAAGAASADTAARAAPAAPADPDSGATPEDPDSGTAPADP
DSGAFAADPDSGAAPAAPADPDSGAAPDAPADPDSGAAPDAPADPDAGAAPEAPAAPAAA
ETRAAHVAPAAPDAGAPTAPAASATRAAQVRRAASAAPASGARRKIHLRPPSPEIQAADP
PTPRPTRASAWRGKSESSRGRRVYYDEGVASSDDDSSGDESDDGTSGCLRWEFQHRRNRRR
RKPOQRNLLRNFLVQAFGGCFGRSESPQPKASRSLKVKKVPLAEKRROMRKEALEKRAQKR
AEKKRSKLIDKQLODEKMGYMCTHRLLLLGAGESGKSTIVKQOQMRILHVNGEFNGEGGEEDP
QAARSNSDGEKATKVODIKNNLKEATETIVAAMSNLVPPVELANPENQFRVDYILSVMNV
PDFDFPPEFYEHAKALWEDEGVRACYERSNEYQLIDCAQYFLDKIDVIKQADYVPSDQDL
LRCRVLTSGIFETKFQVDKVNFHMEDVGGOQRDERRKWIQCEFNDVTAITFVVASSSYNMVI
REDNQTNRLQEALNLFKSIWNNRWLRTISVILFLNKQDLLAEKVLAGKSKIEDYFPEFAR
YTTPEDATPEPGEDPRVTRAKYFIRDEFLRISTASGDGRHYCYPHFTCAVDTENIRRVEN
DCRDITQRMHLRQYELL

>sp|P63092 |GNAS2 HUMAN Guanine nucleotide-binding protein
subunit alpha isoforms short OS=Homo sapiens O0X=9606 GN=GNAS
sv=1
MGCLGNSKTEDQRNEEKAQREANKKIEKQLOKDKQVYRATHRLLLLGAGESGKSTIVKQOM
RILHVNGFNGEGGEEDPQAARSNSDGEKATKVODIKNNLKEATETIVAAMSNLVPPVELA
NPENQFRVDYILSVMNVPDFDFPPEFYEHAKALWEDEGVRACYERSNEYQLIDCAQYFLD
KIDVIKQADYVPSDODLLRCRVLTSGIFETKFQVDKVNFHMFDVGGQRDERRKWIQCEND
VTAITFVVASSSYNMVIREDNQTNRLOQEATLNLFKSTIWNNRWLRTISVILFLNKQDLLAEK
VLAGKSKIEDYFPEFARYTTPEDATPEPGEDPRVTRAKYFIRDEFLRISTASGDGRHYCY
PHFTCAVDTENIRRVENDCRDITIQRMHLRQYELL

>sp|P38405|GNAL HUMAN Guanine nucleotide-binding protein G(olf)

subunit alpha OS=Homo sapiens 0X=9606 GN=GNAL PE=1 SV=1
MGCLGGNSKTTEDQGVDEKERREANKKIEKQLOKERLAYKATHRLLLLGAGESGKSTIVK
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OMRILHVNGEFNPEEKKQKILDIRKNVKDAIVTIVSAMSTITIPPVPLANPENQFRSDYIKS
IAPITDFEYSQEFFDHVKKLWDDEGVKACFERSNEYQLIDCAQYFLERIDSVSLVDYTPT
DODLLRCRVLTSGIFETRFQVDKVNFHMEDVGGQRDERRKWIQCEFNDVTATITIYVAACSSY
NMVIREDNNTNRLRESLDLFESIWNNRWLRTISITLFLNKQDMLAEKVLAGKSKIEDYFP
EYANYTVPEDATPDAGEDPKVTRAKFFIRDLFLRISTATGDGKHYCYPHFTCAVDTENIR
RVEFNDCRDITQRMHLKQYELL

>sp|P04899|GNAIZ HUMAN Guanine nucleotide-binding protein G(1)
subunit alpha-2 OS=Homo sapiens 0X=9606 GN=GNAIZ2 PE=1 SV=3
MGCTVSAEDKAAAERSKMIDKNLREDGEKAAREVKLLLLGAGESGKSTIVKQOQMKITHEDG
YSEEECRQYRAVVYSNTIQSIMAIVKAMGNLQIDFADPSRADDARQLFALSCTAEEQGVL
PDDLSGVIRRLWADHGVQACFGRSREYQLNDSAAYYLNDLERIAQSDYIPTQQDVLRTRV
KTTGIVETHFTFKDLHFKMEDVGGOQRSERKKWIHCFEGVTAITFCVALSAYDLVLAEDEE
MNRMHESMKLEDSICNNKWETDTSITILFLNKKDLFEEKITHSPLTICFPEYTGANKYDEA
ASYIQSKFEDLNKRKDTKEIYTHEFTCATDTKNVQEFVEFDAVTDVITKNNLKDCGLF
>sp|P63096|GNAI1 HUMAN Guanine nucleotide-binding protein G(1i)
subunit alpha-1 OS=Homo sapiens 0X=9606 GN=GNAIl PE=1 SV=2
MGCTLSAEDKAAVERSKMIDRNLREDGEKAAREVKLLLLGAGESGKSTIVKQMKITHEAG
YSEEECKQYKAVVYSNTIQSTITAITRAMGRLKIDFGDSARADDARQLEFVLAGAAEEGEFMT
AELAGVIKRLWKDSGVQACFNRSREYQLNDSAAYYLNDLDRIAQPNYIPTQQODVLRTRVK
TTGIVETHFTFKDLHFKMEFDVGGOQRSERKKWIHCFEGVTAITFCVALSDYDLVLAEDEEM
NRMHESMKLFDSICNNKWEFTDTSIILFLNKKDLFEEKIKKSPLTICYPEYAGSNTYEEAA
AYTIQCQFEDLNKRKDTKEIYTHFTCATDTKNVQEFVEFDAVTDVIIKNNLKDCGLF
>sp|P08754 |GNAI3 HUMAN Guanine nucleotide-binding protein G(1i)
subunit alpha-3 OS=Homo sapiens 0X=9606 GN=GNAI3 PE=1 SV=3
MGCTLSAEDKAAVERSKMIDRNLREDGEKAAKEVKLLLLGAGESGKSTIVKQMKITHEDG
YSEDECKQYKVVVYSNTIQSTITAITRAMGRLKIDFGEAARADDARQLFVLAGSAEEGVMT
PELAGVIKRLWRDGGVQACFSRSREYQLNDSASYYLNDLDRISQSNYIPTQQODVLRTRVK
TTGIVETHFTFKDLYFKMEFDVGGQRSERKKWIHCFEGVTAITFCVALSDYDLVLAEDEEM
NRMHESMKLEDSICNNKWFTETSTI ILFLNKKDLFEEKIKRSPLTICYPEYTGSNTYEEAA
AYTIQCQFEDLNRRKDTKEIYTHFTCATDTKNVQEFVEFDAVTDVIIKNNLKECGLY
>sp|Q03113|GNA12 HUMAN Guanine nucleotide-binding protein subunit
alpha-12 OS=Homo sapiens 0X=9606 GN=GNAl2 PE=1 SV=4
MSGVVRTLSRCLLPAEAGGARERRAGSGARDAEREARRRSRDIDALLARERRAVRRLVKI
LLLGAGESGKSTFLKQOMRITHGREFDOKALLEFRDTIFDNILKGSRVLVDARDKLGIPWQ
YSENEKHGMFLMAFENKAGLPVEPATFQLYVPALSALWRDSGIREAFSRRSEFQLGESVK
YFLDNLDRIGOQLNYFPSKQOQDILLARKATKGIVEHDFVIKKIPFKMVDVGGORSQROKWEFQ
CEFDGITSILFMVSSSEYDQVLMEDRRTNRLVESMNTIFETIVNNKLEFFNVSITILEFLNKMDL
LVEKVKTVSTIKKHFPDFRGDPHRLEDVQRYLVQCFDRKRRNRSKPLFHHFTTATIDTENVR
FVFHAVKDTILQENLKDIMLQ

>sp|Q14344|GNA13 HUMAN Guanine nucleotide-binding protein subunit
alpha-13 OS=Homo sapiens 0X=9606 GN=GNA1l3 PE=1 SV=2
MADFLPSRSVLSVCFPGCLLTSGEAEQQRKSKETIDKCLSREKTYVKRLVKILLLGAGESG
KSTEFLKOMRITHGODEFDQRAREEFRPTIYSNVIKGMRVLVDAREKLHI PWGDNSNQQHGD
KMMSFDTRAPMAAQGMVETRVFLOYLPAIRALWADSGIQONAYDRRREFQLGESVKYFLDN
LDKLGEPDYIPSQODILLARRPTKGIHEYDFEIKNVPFKMVDVGGQRSERKRWFECFDSV
TSILFLVSSSEFDOQVLMEDRLTNRLTESLNIFETIVNNRVEFSNVSIILFLNKTDLLEEKV
QIVSIKDYFLEFEGDPHCLRDVQKFLVECFRNKRRDQOOKPLYHHFTTAINTENIRLVFEFR
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DVKDTILHDNLKQLMLQ

>sp|P48444|COPD _HUMAN Coatomer subunit delta OS=Homo sapiens
0X=9606 GN=ARCN1 PE=1 SV=1
MVLLAAAVCTKAGKAIVSRQFVEMTRTRIEGLLAAFPKLMNTGKQHTFVETESVRYVYQP
MEKLYMVLITTKNSNILEDLETLRLESRVIPEYCRALEENEISEHCEFDLIFAFDEIVALG
YRENVNLAQIRTFTEMDSHEEKVFRAVRETQEREAKAEMRRKAKELQQARRDAERQGKKA
PGFGGFGSSAVSGGSTAAMITETIIETDKPKVAPAPARPSGPSKALKLGAKGKEVDNEVD
KLKSEGETIMSSSMGKRTSEATKMHAPPINMESVHMKIEEKITLTCGRDGGLONMELHGM
IMLRISDDKYGRIRLHVENEDKKGVQLOTHPNVDKKLEFTAESLTIGLKNPEKSFPVNSDVG
VLKWRLOTTEESFIPLTINCWPSESGNGCDVNIEYELQEDNLELNDVVITIPLPSGVGAP
VIGEIDGEYRHDSRRNTLEWCLPVIDAKNKSGSLEFSTIAGQPNDFFPVQVSEFVSKKNYCN
IQVTKVTQVDGNSPVRFSTETTFLVDKYEIL

>sp|P48735| IDHP HUMAN Isocitrate dehydrogenase [NADP],
mitochondrial OS=Homo sapiens 0X=9606 GN=IDH2 PE=1 SV=2
MAGYLRVVRSLCRASGSRPAWAPAALTAPTSQEQPRRHYADKRIKVAKPVVEMDGDEMTR
IIWQFIKEKLILPHVDIQLKYFDLGLPNRDQTDDQVTIDSALATQKYSVAVKCATITPDE
ARVEEFKLKKMWKSPNGTIRNILGGTVFREPITCKNIPRLVPGWTKPITIGRHAHGDQYK
ATDEVADRAGTFKMVEFTPKDGSGVKEWEVYNFPAGGVGMGMYNTDESTISGFAHSCFQYAT
OKKWPLYMSTKNTILKAYDGRFKDIFQEIFDKHYKTDFDKNKIWYEHRLIDDMVAQVLKS
SGGEFVWACKNYDGDVQSDILAQGEFGSLGLMTSVLVCPDGKTIEAEAAHGTVTRHYREHQK
GRPTSTNPIASIFAWTRGLEHRGKLDGNQDLIRFAQMLEKVCVETVESGAMTKDLAGCIH
GLSNVKLNEHFLNTTDFLDTIKSNLDRALGRQ

>sp | Q8NCWS |[NNRE HUMAN NAD (P) H-hydrate epimerase OS=Homo sapiens
0X=9606 GN=NAXE PE=1 SV=2
MSRLRALLGLGLLVAGSRVPRIKSQTIACRSGPTWWGPQRLNSGGRWDSEVMASTVVKYL
SQEEAQAVDQELEFNEYQEFSVDQLMELAGLSCATATAKAYPPTSMSRSPPTVLVICGPGNN
GGDGLVCARHLKLFGYEPTIYYPKRPNKPLFTALVTQCQKMDIPFLGEMPAEPMTIDELY
ELVVDAIFGFSFKGDVREPFHSILSVLKGLTVPIASIDIPSGWDVEKGNAGGIQPDLLIS
LTAPKKSATQFTGRYHYLGGRFVPPALEKKYQLNLPPYPDTECVYRLQ
>sp|AOAOC4DH29 |HV103 HUMAN Immunoglobulin heavy variable 1-3
OS=Homo sapiens 0X=9606 GN=IGHV1-3 PE=3 SV=1
MDWTWRILFLVAAATGAHSQVQLVQSGAEVKKPGASVKVSCKASGYTFTSYAMHWVRQAP
GORLEWMGWINAGNGNTKYSQKFQGRVTITRDTSASTAYMELSSLRSEDTAVYYCAR

>sp |AOAOC4DH33|HV124 HUMAN Immunoglobulin heavy variable 1-24
OS=Homo sapiens 0X=9606 GN=IGHV1-24 PE=3 SV=1
MDCTWRILFLVAAATGTHAQVQLVQSGAEVKKPGASVKVSCKVSGYTLTELSMHWVRQAP
GKGLEWMGGFDPEDGETIYAQKFQGRVTMTEDTSTDTAYMELSSLRSEDTAVYYCAT
>sp|P23083 |HV102 HUMAN Immunoglobulin heavy variable 1-2 OS=Homo
sapiens 0X=9606 GN=IGHV1-2 PE=1 SV=2
MDWTWRILFLVAAATGAHSQVQLVOSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAP
GOGLEWMGWINPNSGGTNYAQKFQGWVTMTRDTSISTAYMELSRLRSDDTAVYYCAR

>sp |AOAOB4J2HO [HV69D HUMAN Immunoglobulin heavy variable 1-69D
OS=Homo sapiens 0X=9606 GN=IGHV1-69D PE=1 SV=1
MDWTWREFLEVVAAATGVQSQVQLVQSGAEVKKPGSSVKVSCKASGGTEFSSYATISWVRQAP
GQGLEWMGGIIPIFGTANYAQKFQGRVTITADESTSTAYMELSSLRSEDTAVYYCAR
>sp|P01742|HV169 HUMAN Immunoglobulin heavy variable 1-69 OS=Homo
sapiens 0X=9606 GN=IGHV1-69 PE=1 SV=2
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MDWTWRFLEVVAAATGVQSQVQLVQSGAEVKKPGSSVKVSCKASGGTEFSSYATISWVRQAP
GOGLEWMGGIIPIFGTANYAQKFQGRVTITADKSTSTAYMELSSLRSEDTAVYYCAR
>sp|P01743|HV146 HUMAN Immunoglobulin heavy variable 1-46 OS=Homo
sapiens 0X=9606 GN=IGHV1-46 PE=1 SV=2
MDWTWRVFCLLAVAPGAHSQVQLVQSGAEVKKPGASVKVSCKASGYTFTSYYMHWVRQAP
GOGLEWMGIINPSGGSTSYAQKFQGRVTMTRDTSTSTVYMELSSLRSEDTAVYYCAR
>sp|AOAOC4DH31 |HV118 HUMAN Immunoglobulin heavy variable 1-18
OS=Homo sapiens 0X=9606 GN=IGHV1-18 PE=3 SV=1
MDWTWSILFLVAAATGAHSQVQLVQOSGAEVKKPGASVKVSCKASGYTFTSYGISWVRQAP
GOGLEWMGWISAYNGNTNYAQKLQGRVTMTTDTSTSTAYMELRSLRSDDTAVYYCAR

>sp | PODPO1[HV108 HUMAN Immunoglobulin heavy variable 1-8 OS=Homo
sapiens 0X=9606 GN=IGHV1-8 PE=1 SV=1
MDWTWRILFLVAAATSAHSQVQLVQOSGAEVKKPGASVKVSCKASGYTFTSYDINWVRQAT
GOGLEWMGWMNPNSGNTGYAQKFQGRVTMTRNTSISTAYMELSSLRSEDTAVYYCAR

>sp 014880 |MGST3 HUMAN Microsomal glutathione S-transferase 3
OS=Homo sapiens 0X=9606 GN=MGST3 PE=1 SV=1
MAVLSKEYGFVLLTGAASFIMVAHLAINVSKARKKYKVEYPIMYSTDPENGHIFNCIQRA
HONTLEVYPPFLFFLAVGGVYHPRTIASGLGLAWIVGRVLYAYGYYTGEPSKRSRGALGST
ALLGLVGTTVCSAFQHLGWVKSGLGSGPKCCH

>sp|Q13275|SEM3F HUMAN Semaphorin-3F OS=Homo sapiens 0X=9606
GN=SEMA3F PE=2 SV=2
MLVAGLLLWASLLTGAWPSFPTQDHLPATPRVRLSFKELKATGTAHFFNFLLNTTDYRIL
LKDEDHDRMYVGSKDYVLSLDLHDINREPLTTHWAASPOQRIEECVLSGKDVNGECGNEVR
LIQPWNRTHLYVCGTGAYNPMCTYVNRGRRAQATPWTQTQAVRGRGSRATDGALRPMPTA
PRODYIFYLEPERLESGKGKCPYDPKLDTASALINEELYAGVYIDFMGTDAATIFRTLGKQ
TAMRTDQYNSRWLNDPSFTHAELTPDSAERNDDKLYFFFRERSAEAPQSPAVYARIGRIC
LNDDGGHCCLVNKWSTFLKARLVCSVPGEDGIETHFDELODVEVQQOTQDVRNPVIYAVET
SSGSVFRGSAVCVYSMADIRMVENGPFAHKEGPNYQWMPESGKMPYPRPGTCPGGTETPS
MKSTKDYPDEVINFMRSHPLMYQAVYPLORRPLVVRTGAPYRLTTIAVDQVDAADGRYEV
LFLGTDRGTVQKVIVLPKDDQELEELMLEEVEVFKDPAPVKTMTISSKRQQLYVASAVGV
THLSLHRCQAYGAACADCCLARDPYCAWDGQACSRYTASSKRRSRRQDVRHGNPIRQCRG
FNSNANKNAVESVQYGVAGSAAFLECQPRSPQATVKWLFQRDPGDRRREIRAEDRFLRTE
OGLLLRALQLSDRGLYSCTATENNFKHVVTRVQOLHVLGRDAVHAALFPPLSMSAPPPPGA
GPPTPPYQELAQLLAQPEVGLIHQYCQGYWRHVPPSPREAPGAPRSPEPQDQKKPRNRRH
HPPDT

>sp|060763|USOl HUMAN General vesicular transport factor pll5
OS=Homo sapiens 0X=9606 GN=USOl PE=1 SV=2
MNEFLRGVMGGQSAGPQHTEAETIQKLCDRVASSTLLDDRRNAVRALKSLSKKYRLEVGIQ
AMEHLTHVLQTDRSDSEITIGYALDTLYNIISNEEEEEVEENSTRQSEDLGSQFTETIFIKQ
QENVTLLLSLLEEFDFHVRWPGVKLLTSLLKQLGPQVQQITILVSPMGVSRLMDLLADSRE
VIRNDGVLLLQALTRSNGAIQKIVAFENAFERLLDITISEEGNSDGGIVVEDCLILLONLL
KNNNSNONFFKEGSYIQRMKPWFEVGDENSGWSAQKVTNLHLMLQLVRVLVSPTNPPGAT
SSCOQKAMFQCGLLOQLCTILMATGVPADILTETINTVSEVIRGCQVNQDYFASVNAPSNP
PRPAIVVLLMSMVNERQPEVLRCAVLYCFQCFLYKNQKGQGEIVSTLLPSTIDATGNSVS
AGQLLCGGLFSTDSLSNWCAAVALAHALQENATQKEQLLRVQLATSIGNPPVSLLQQCTN
ILSQGSKIQTRVGLLMLLCTWLSNCPIAVTHFLHNSANVPFLTGQTAENLGEEEQLVQGL
CALLLGISIYFNDNSLESYMKEKLKQLIEKRIGKENFIEKLGFISKHELYSRASQKPQPN
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FPSPEYMIFDHEFTKLVKELEGVITKAIYKSSEEDKKEEEVKKTLEQHDNIVTHYKNMIR
EQDLOQLEELRQOQVSTLKCONEQLOQTAVTQOVSQTQQHKDQYNLLKIQLGKDNQHQGSYSE
GAQMNGIQPEEIGRLREETEELKRNQELLOSQLTEKDSMIENMKSSQTSGTNEQSSATVS
ARDSEQVAELKQELATLKSQLNSQSVEITKLQTEKQELLOKTEAFAKSVEVQGETETIIA
TKTTDVEGRLSALLQETKELKNEIKALSEERTAIKEQLDSSNSTIAILQTEKDKLELEIT
DSKKEQDDLLVLLADQDQKILSLKNKLKDLGHPVEEEDELESGDQEDEDDESEDPGKDLD
HT

>sp|000232|PSD12 HUMAN 26S proteasome non-ATPase regulatory
subunit 12 OS=Homo sapiens 0X=9606 GN=PSMD12 PE=1 SV=3
MADGGSERADGRIVKMEVDYSATVDQRLPECAKLAKEGRLOEVIETLLSLEKQTRTASDM
VSTSRILVAVVKMCYEAKEWDLLNENIMLLSKRRSQLKQAVAKMVQQCCTYVEEITDLPI
KLRLIDTLRMVTEGKIYVEIERARLTKTLATIKEQNGDVKEAASTILQELQVETYGSMEKK
ERVEFILEQMRLCLAVKDYIRTQITISKKINTKFFQEENTEKLKLKYYNLMIQLDQHEGSY
LSTICKHYRAIYDTPCIQAESEKWQOALKSVVLYVILAPFDNEQSDLVHRISGDKKLEETP
KYKDLLKLEFTTMELMRWSTLVEDYGMELRKGSLESPATDVFGSTEEGEKRWKDLKNRVVE
HNIRIMAKYYTRITMKRMAQLLDLSVDESEAFLSNLVVNKTIFAKVDRLAGIINFQRPKD
PNNLLNDWSQKLNSLMSLVNKTTHLTIAKEEMIHNLQ

>sp|P12111|CO6A3 HUMAN Collagen alpha-3(VI) chain OS=Homo sapiens
0X=9606 GN=COL6A3 PE=1 SV=5
MRKHRHLPLVAVFCLEFLSGFPTTHAQQQQADVKNGAAADITIFLVDSSWTIGEEHFQLVRE
FLYDVVKSLAVGENDFHFALVQFNGNPHTEFLLNTYRTKQEVLSHISNMSYIGGTNQTGK
GLEYIMQSHLTKAAGSRAGDGVPQVIVVLTDGHSKDGLALPSAELKSADVNVFAIGVEDA
DEGALKEIASEPLNMHMENLENFTSLHDIVGNLVSCVHSSVSPERAGDTETLKDITAQDS
ADITFLIDGSNNTGSVNFAVILDFLVNLLEKLPIGTQQIRVGVVQFSDEPRTMESLDTYS
TKAQVLGAVKALGFAGGELANIGLALDFVVENHFTRAGGSRVEEGVPQVLVLISAGPSSD
EIRYGVVALKQASVESFGLGAQAASRAELQHTIATDDNLVFTVPEFRSFGDLQEKLLPYIV
GVAQRHIVLKPPTIVTQVIEVNKRDIVFLVDGSSALGLANFNAIRDFTIAKVIQRLETIGQD
LIQVAVAQYADTVRPEFYFNTHPTKREVITAVRKMKPLDGSALYTGSALDEVRNNLETSS
AGYRAAEGIPKLLVLITGGKSLDEISQPAQELKRSSIMAFAIGNKGADQAELEETAFDSS
LVFIPAEFRAAPLQGMLPGLLAPLRTLSGTPEVHSNKRDITIFLLDGSANVGKTNEFPYVRD
FVMNLVNSLDIGNDNIRVGLVQEFSDTPVTEFSLNTYQTKSDILGHLROLOLOGGSGLNTG
SALSYVYANHFTEAGGSRIREHVPOQLLLLLTAGQSEDSYLQAANALTRAGILTEFCVGASQ
ANKAELEQIAFNPSLVYLMDDFSSLPALPQOLIQPLTTYVSGGVEEVPLAQPESKRDILF
LEDGSANLVGQFPVVRDFLYKIIDELNVKPEGTRIAVAQYSDDVKVESRFDEHQSKPETTL
NLVKRMKIKTGKALNLGYALDYAQRYTIFVKSAGSRIEDGVLQFLVLLVAGRSSDRVDGPA
SNLKQSGVVPFIFQAKNADPAELEQIVLSPAFILAAESLPKIGDLHPQIVNLLKSVHNGA
PAPVSGEKDVVEFLLDGSEGVRSGFPLLKEFVQRVVESLDVGQDRVRVAVVQYSDRTRPEF
YLNSYMNKQODVVNAVRQLTLLGGPTPNTGAALEFVLRNILVSSAGSRITEGVPQLLIVLT
ADRSGDDVRNPSVVVKRGGAVPIGIGIGNADITEMQTISFIPDFAVAIPTFRQLGTVQQV
ISERVTQLTREELSRLOPVLOPLPSPGVGGKRDVVEFLIDGSQSAGPEFQYVRTLIERLVD
YLDVGEDTTRVAVIQFSDDPKVEFLLNAHSSKDEVQONAVQRLRPKGGRQINVGNALEYVS
RNIFKRPLGSRIEEGVPQFLVLISSGKSDDEVDDPAVELKQFGVAPFTIARNADQEELVK
ISLSPEYVESVSTFRELPSLEQKLLTPITTLTSEQIQKLLASTRYPPPAVESDAADIVEL
IDSSEGVRPDGFAHIRDFVSRIVRRLNIGPSKVRVGVVQFSNDVFPEFYLKTYRSQAPVL
DATRRLRLRGGSPLNTGKALEFVARNLFVKSAGSRIEDGVPQHLVLVLGGKSQDDVSRFA
QVIRSSGIVSLGVGDRNIDRTELQTITNDPRLVEFTVREFRELPNIEERTIMNSFGPSAATP
APPGVDTPPPSRPEKKKADIVFLLDGSINFRRDSFQEVLRFVSEIVDTVYEDGDSIQVGL
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VOYNSDPTDEFFLKDFSTKRQITIDAINKVVYKGGRHANTKVGLEHLRVNHFVPEAGSRLD
QRVPQIAFVITGGKSVEDAQDVSLALTQRGVKVFAVGVRNIDSEEVGKIASNSATAFRVG
NVQELSELSEQVLETLHDAMHETLCPGVTDAAKACNLDVILGEFDGSRDONVEVAQKGFES
KVDAILNRISQMHRVSCSGGRSPTVRVSVVANTPSGPVEAFDFDEYQPEMLEKFRNMRSQ
HPYVLTEDTLKVYLNKFRQSSPDSVKVVIHFTDGADGDLADLHRASENLRQEGVRALILV
GLERVVNLERLMHLEFGRGFMYDRPLRLNLLDLDYELAEQLDNIAEKACCGVPCKCSGQR
GDRGPIGSIGPKGIPGEDGYRGYPGDEGGPGERGPPGVNGTQGFQGCPGQRGVKGSRGEP
GEKGEVGEIGLDGLDGEDGDKGLPGSSGEKGNPGRRGDKGPRGEKGERGDVGIRGDPGNP
GODSQERGPKGETGDLGPMGVPGRDGVPGGPGETGKNGGFGRRGPPGAKGNKGGPGQPGF
EGEQGTRGAQGPAGPAGPPGLIGEQGISGPRGSGGAAGAPGERGRTGPLGRKGEPGEPGP
KGGIGNRGPRGETGDDGRDGVGSEGRRGKKGERGFPGYPGPKGNPGEPGLNGTTGPKGIR
GRRGNSGPPGIVGQKGDPGYPGPAGPKGNRGDSIDQCALIQSIKDKCPCCYGPLECPVEP
TELAFALDTSEGVNQDTFGRMRDVVLSIVNDLTIAESNCPRGARVAVVTYNNEVTTEIRF
ADSKRKSVLLDKIKNLQVALTSKQQSLETAMSEFVARNTFKRVRNGFLMRKVAVEFEFSNTPT
RASPOQLREAVLKLSDAGITPLFLTRQEDRQLINALQINNTAVGHALVLPAGRDLTDFLEN
VLTCHVCLDICNIDPSCGFGSWRPSFRDRRAAGSDVDIDMAFILDSAETTTLFQFNEMKK
YIAYLVRQLDMSPDPKASQHFARVAVVQHAPSESVDNASMPPVKVEFSLTDYGSKEKLVD
FLSRGMTQLQGTRALGSATIEYTIENVFESAPNPRDLKIVVLMLTGEVPEQQLEEAQRVIL
QOAKCKGYFFVVLGIGRKVNIKEVYTFASEPNDVFFKLVDKSTELNEEPLMRFGRLLPSEV
SSENAFYLSPDIRKQCDWEFQGDQPTKNLVKEFGHKQVNVPNNVTSSPTSNPVTTTKPVTTT
KPVITTTKPVTTTTKPVTIINQPSVKPAAAKPAPAKPVAAKPVATKMATVRPPVAVKPAT
AAKPVAAKPAAVRPPAAAAAKPVATKPEVPRPQAAKPAATKPATTKPMVKMSREVQVFET
TENSAKLHWERAEPPGPYFYDLTVTSAHDQSLVLKONLTVTDRVIGGLLAGQTYHVAVVC
YLRSQVRATYHGSEFSTKKSQPPPPQPARSASSSTINLMVSTEPLALTETDICKLPKDEGT
CRDFILKWYYDPNTKSCARFWYGGCGGNENKFGSQKECEKVCAPVLAKPGVISVMGT
>sp|P09543|CN37 HUMAN 2',3"'-cyclic-nucleotide
phosphodiesterase OS=Homo sapiens 0X=9606 GN=CNP PE=1 SV=2
MNRGEFSRKSHTFLPKIFFRKMSSSGAKDKPELQFPFLODEDTVATLLECKTLFILRGLPG
SGKSTLARVIVDKYRDGTKMVSADAYKITPGARGAFSEEYKRLDEDLAAYCRRRDIRILV
LDDTNHERERLEQLFEMADQYQYQVVLVEPKTAWRLDCAQLKEKNQWQLSADDLKKLKPG
LEKDFLPLYFGWFLTKKSSETLRKAGQVFLEELGNHKAFKKELRQFVPGDEPREKMDLVT
YFGKRPPGVLHCTTKFCDYGKAPGAEEYAQQDVLKKSYSKAFTLTISALEVTPKTTGARV
ELSEQOLOLWPSDVDKLSPTDNLPRGSRAHITLGCAADVEAVQTGLDLLEILRQEKGGSR
GEEVGELSRGKLYSLGNGRWMLTLAKNMEVRATIFTGYYGKGKPVPTQGSRKGGALQSCTI
I

>sp|Ql5366|PCBP2 HUMAN Poly(rC)-binding protein 2 OS=Homo sapiens

0X=9606 GN=PCBP2 PE=1 SvV=1
MDTGVIEGGLNVTLTIRLLMHGKEVGSIIGKKGESVKKMREESGARINISEGNCPERIIT
LAGPTNAIFKAFAMIIDKLEEDISSSMTNSTAASRPPVTLRLVVPASQCGSLIGKGGCKI
KEIRESTGAQVQVAGDMLPNSTERAITIAGIPQSIIECVKQICVVMLETLSQSPPKGVTI
PYRPKPSSSPVIFAGGQDRYSTGSDSASFPHTTPSMCLNPDLEGPPLEAYTIQGQYAIPQ
PDLTKLHQLAMQOSHFPMTHGNTGESGIESSSPEVKGYWGLDASAQTTSHELTIPNDLIG
CIIGRQGAKINEIROMSGAQIKIANPVEGSTDRQVTITGSAASISLAQYLINVRLSSETG
GMGSS

>sp|P61254|RL26 HUMAN 60S ribosomal protein L26 OS=Homo sapiens

0X=9606 GN=RPL26 PE=1 Sv=1
MKENPEVTSDRSKNRKRHFNAPSHIRRKIMSSPLSKELROKYNVRSMPIRKDDEVQVVRG
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HYKGOQTIGKVVQVYRKKYVIYIERVQREKANGTTVHVGIHPSKVVITRLKLDKDRKKILE
RKAKSRQVGKEKGKYKEETIEKMQE

>sp | Q9UNX3 |RL26L HUMAN 60S ribosomal protein L26-like 1 OS=Homo
sapiens 0X=9606 GN=RPL26L1 PE=1 SV=1
MKENPEVTSDRSKNRKRHEFNAPSHVRRKIMSSPLSKELRQKYNVRSMPIRKDDEVQVVRG
HYKGQQTIGKVVQVYRKKYVIYIERVOREKANGTTVHVGIHPSKVVITRLKLDKDRKKILE
RKAKSRQVGKEKGKYKEELTEKMQE

>sp|P36406|TRIZ2Z3 HUMAN E3 ubiquitin-protein ligase TRIM23 OS=Homo
sapiens 0X=9606 GN=TRIM23 PE=1 SV=1
MATLVVNKLGAGVDSGRQGSRGTAVVKVLECGVCEDVEFSLQGDKVPRLLLCGHTVCHDCL
TRLPLHGRAIRCPFDRQVTDLGDSGVWGLKKNFALLELLERLONGPIGQYGAAEESIGIS
GESIIRCDEDEAHLASVYCTVCATHLCSECSQVTHSTKTLAKHRRVPLADKPHEKTMCSQ
HOVHAIEFVCLEEGCQTSPLMCCVCKEYGKHQGHKHSVLEPEANQIRASILDMAHCIRTFE
TEEISDYSRKLVGIVQHIEGGEQIVEDGIGMAHTEHVPGTAENARSCIRAYFYDLHETLC
ROEEMALSVVDAHVREKLIWLROQQEDMTILLSEVSAACLHCEKTLOQOQDDCRVVLAKQET
TRLLETLOKQOQQOQOFTEVADHIQLDASIPVTEFTKDNRVHIGPKME IRVVTLGLDGAGKTTI
LEFKLKOQDEFMQPTPTIGEFNVETVEYKNLKFTIWDVGGKHKLRPLWKHYYLNTQAVVEVVD
SSHRDRISEAHSELAKLLTEKELRDALLLTFANKQDVAGALSVEEITELLSLHKLCCGRS
WYIQGCDARSGMGLYEGLDWLSRQLVAAGVLDVA

>sp|P62330|ARF6_HUMAN ADP-ribosylation factor 6 OS=Homo sapiens
0X=9606 GN=ARF6 PE=1 SV=2
MGKVLSKIFGNKEMRILMLGLDAAGKTTILYKLKLGQSVTTIPTVGENVETVTYKNVKEN
VWDVGGODKIRPLWRHYYTGTQGLIFVVDCADRDRIDEARQELHRTIINDREMRDAITILIF
ANKODLPDAMKPHETQEKLGLTRIRDRNWYVQPSCATSGDGLYEGLTWLTSNYKS
>sp|P13473|LAMPZ2 HUMAN Lysosome-assocliated membrane glycoprotein
2 0S=Homo sapiens 0X=9606 GN=LAMP2 PE=1 SV=2
MVCFRLFPVPGSGLVLVCLVLGAVRSYALELNLTDSENATCLYAKWOMNETVRYETTNKT
YKTVTISDHGTVTYNGSICGDDONGPKIAVQFGPGFSWIANFTKAASTYSIDSVSESYNT
GDNTTFPDAEDKGILTVDELLAIRIPLNDLFRCNSLSTLEKNDVVQHYWDVLVQAFVQONG
TVSTNEFLCDKDKTSTVAPTIHTTVPSPTTTPTPKEKPEAGTYSVNNGNDTCLLATMGLQ
ILNITQDKVASVININPNTTHSTGSCRSHTALLRLNSSTIKYLDEFVFAVKNENREYLKEVN
ISMYLVNGSVESTIANNNLSYWDAPLGSSYMCNKEQTVSVSGAFQINTEFDLRVQPENVTQG
KYSTAQDCSADDDNFLVPIAVGAALAGVLILVLLAYFIGLKHHHAGYEQF
>sp|P02766 | TTHY HUMAN Transthyretin OS=Homo sapiens 0X=9606 GN=TTR
PE=1 sv=1
MASHRLLLLCLAGLVEFVSEAGPTGTGESKCPLMVKVLDAVRGSPAINVAVHVFRKAADDT
WEPFASGKTSESGELHGLTTEEEFVEGIYKVEIDTKSYWKALGISPFHEHAEVVETANDS
GPRRYTTIAALLSPYSYSTTAVVTNPKE

>sp|P23284 | PPIB HUMAN Peptidyl-prolyl <cis-trans isomerase B
OS=Homo sapiens 0X=9606 GN=PPIB PE=1 SV=2
MLRLSERNMKVLLAAALIAGSVFFLLLPGPSAADEKKKGPKVTVKVYFDLRIGDEDVGRV
IFGLEFGKTVPKTVDNEFVALATGEKGFGYKNSKFHRVIKDFMIQGGDFTRGDGTGGKSIYG
ERFPDENFKLKHYGPGWVSMANAGKDTNGSQFFITTVKTAWLDGKHVVEGKVLEGMEVVR
KVESTKTDSRDKPLKDVIIADCGKIEVEKPFATAKE

>sp|Q9H2UL |DHX36 HUMAN ATP-dependent DNA/RNA helicase  DHX36
OS=Homo sapiens 0X=9606 GN=DHX36 PE=1 SV=2
MSYDYHONWGRDGGPRSSGGGYGGGPAGGHGGNRGSGGGGGGGGGGRGGRGRHPGHLKGR
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ETIGMWYAKKQGOKNKEAERQERAVVHMDERREEQIVQLLNSVQAKNDKESEAQISWEFAPE
DHGYGTEVSTKNTPCSENKLDIQEKKLINQEKKMFRIRNRSYIDRDSEYLLOQENEPDGTL
DOKLLEDLQKKKNDLRYTEMQHFREKLPSYGMQOKELVNLIDNHQVTVISGETGCGKTTQV
TOFTILDNYIERGKGSACRIVCTQPRRISAISVAERVAAERAESCGSGNSTGYQIRLOSRL
PRKQGSILYCTTGIILOWLOSDPYLSSVSHIVLDETIHERNLOSDVLMTVVKDLLNFRSDL
KVILMSATLNAEKFSEYFGNCPMIHIPGFTFPVVEYLLEDVIEKIRYVPEQKEHRSQFKR
GFMQGHVNRQEKEEKEAIYKERWPDYVRELRRRYSASTVDVIEMMEDDKVDLNLIVALIR
YIVLEEEDGAILVFLPGWDNISTLHDLLMSQVMFKSDKFLITIPLHSLMPTVNQTQVEFKRT
PPGVRKIVIATNIAETSITIDDVVYVIDGGKIKETHEFDTONNISTMSAEWVSKANAKQRK
GRAGRVQPGHCYHLYNGLRASLLDDYQLPEILRTPLEELCLQIKILRLGGIAYFLSRLMD
PPSNEAVLLSIRHLMELNALDKQEELTPLGVHLARLPVEPHIGKMILFGALFCCLDPVLT
IAASLSFKDPEVIPLGKEKIADARRKELAKDTRSDHLTVVNAFEGWEEARRRGFRYEKDY
CWEYFLSSNTLOMLHNMKGQFAEHLLGAGFVSSRNPKDPESNINSDNEKITKAVICAGLY
PKVAKIRLNLGKKRKMVKVYTKTDGLVAVHPKSVNVEQTDFHYNWLIYHLKMRTSSTIYLY
DCTEVSPYCLLFFGGDISIQKDNDQETIAVDEWIVFQSPARTAHLVKELRKELDILLQEK
IESPHPVDWNDTKSRDCAVLSAIIDLIKTQEKATPRNEFPPRFQDGYYS
>sp|Q6P158 | DHX57 HUMAN Putative ATP-dependent RNA helicase DHX57
OS=Homo sapiens 0X=9606 GN=DHX57 PE=1 SV=2
MSSSVRRKGKPGKGGGKGSSRGGRGGRSHASKSHGSGGGGGGGGGGGGGNRKASSRIWDD
GDDFCIFSESRRPSRPSNSNISKGESRPKWKPKAKVPLOQTLHMTSENQEKVKALLRDLQE
QDADAGSERGLSGEEEDDEPDCCNDERYWPAGQEPSLVPDLDPLEYAGLASVEPYVPEFT
VSPFAVQKLSRYGEFNTERCQAVLRMCDGDVGASLEHLLTQCEFSETFGERMKISEAVNQIS
LDECMEQRQEEAFATLKSICGEKFIERIQONRVWTIGLELEYLTSRFRKSKPKESTKNVQEN
SLEICKFYLKGNCKEFGSKCRFKHEVPPNQIVGRIERSVDDSHLNAIEDASFLYELEIRFEFS
KDHKYPYQAPLVAFYSTNENLPLACRLHISEFLYDKALTFAETSEPVVYSLITLLEEESE
IVKLLTNTHHKYSDPPVNFLPVPSRTRINNPACHKTVIPNNSEVSNQIPEVEKASESEES
DEDDGPAPVIVENESYVNLKKKISKRYDWQAKSVHAENGKICKQFRMKQASRQFQSILQE
ROSLPAWEERETILNLLRKHQVVVISGMTGCGKTTQIPQFILDDSLNGPPEKVANIICTOQ
PRRISATSVAERVAKERAERVGLTVGYQIRLESVKSSATRLLYCTTGVLLRRLEGDTALQ
GVSHIIVDEVHERTEESDFLLLVLKDIVSQRPGLOQVILMSATLNAELFSDYFNSCPVITI
PGRTFPVDQFFLEDATIAVTRYVLODGSPYMRSMKQTI SKEKLKARRNRTAFEEVEEDLRLS
LHLODODSVKDAVPDQOLDFKQLLARYKGVSKSVIKTMSIMDFEKVNLELTEALLEWIVD
GKHSYPPGAILVFLPGLAEIKMLYEQLQOQSNSLENNRRSNRCVIHPLHSSLSSEEQQAVEV
KPPAGVTKITIISTNIAETSITIDDVVYVIDSGKMKEKRYDASKGMESLEDTEFVSQANALQ
RKGRAGRVASGVCFHLEFTSHHYNHQLLKQQLPETQRVPLEQLCLRIKILEMESAHNLQSV
FSRLIEPPHTDSLRASKIRLRDLGALTPDERLTPLGYHLASLPVDVRIGKLMLFGSIFRC
LDPALTIAASLAFKSPEFVSPWDKKEEANQKKLEFAFANSDYLALLQAYKGWQLSTKEGVR
ASYNYCRONFLSGRVLQEMASLKRQFTELLSDIGFAREGLRARETIEKRAQGGDGVLDATG
EEANSNAENPKLISAMLCAALYPNVVQVKSPEGKFQKTSTGAVRMOPKSAELKEFVTKNDG
YVHIHPSSVNYQVRHEFDSPYLLYHEKIKTSRVEIRDCSMVSVYPLVLEFGGGQVNVQLORG
EFVVSLDDGWIRFVAASHQVAELVKELRCELDQLLODKIKNPSIDLCTCPRGSRIISTIV
KLVTTQ

>sp|P19957 |ELAF HUMAN Elafin OS=Homo sapiens 0X=9606 GN=PI3 PE
SvV=3
MRASSFLIVVVFLIAGTLVLEAAVTGVPVKGODTVKGRVPENGQDPVKGQVSVKGQDKVK
AQEPVKGPVSTKPGSCPIILTIRCAMLNPPNRCLKDTDCPGIKKCCEGSCGMACEVPQ
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>sp|P46779|RL28 HUMAN 60S ribosomal protein L28 OS=Homo sapiens
0X=9606 GN=RPL28 PE=1 SV=3
MSAHLOQWMVVRNCSSEFLIKRNKQTYSTEPNNLKARNSFRYNGLTIHRKTVGVEPAADGKGV
VVVIKRRSGOQRKPATSYVRTTINKNARATLSSTRHMIRKNKYRPDLRMAATRRASATLRS
OKPVMVKRKRTRPTKSS

>sp|P25786 | PSA1 HUMAN Proteasome subunit alpha type-1 0OS=Homo
sapiens 0X=9606 GN=PSMAl PE=1 SV=1
MERNQYDNDVTVWSPQGRIHQIEYAMEAVKQGSATVGLKSKTHAVLVALKRAQSELAAHQ
KKILHVDNHIGISTAGLTADARLLCNEFMRQECLDSRFVEFDRPLPVSRLVSLIGSKTQIPT
QRYGRRPYGVGLLIAGYDDMGPHIFQTCPSANYFDCRAMSIGARSQSARTYLERHMSEFM
ECNLNELVKHGLRALRETLPAEQDLTTKNVSIGIVGKDLEFTIYDDDDVSPFLEGLEERP
QRKAQPAQPADEPAEKADEPMEH

>sp|P07602 | SAP _HUMAN Prosaposin OS=Homo sapiens 0X=9606 GN=PSAP
PE=1 SV=2
MYALFLLASLLGAALAGPVLGLKECTRGSAVWCONVKTASDCGAVKHCLOQTVWNKPTVKS
LPCDICKDVVTAAGDMLKDNATEEEILVYLEKTCDWLPKPNMSASCKEIVDSYLPVILDI
IKGEMSRPGEVCSALNLCESLOKHLAELNHQKQLESNKIPELDMTEVVAPFMANTIPLLLY
PODGPRSKPQPKDNGDVCQDCIQMVTDIQTAVRTNSTEFVQALVEHVKEECDRLGPGMADT
CKNYISQYSEIAIQMMMHMQPKEICALVGFCDEVKEMPMQTLVPAKVASKNVIPALELVE
PIKKHEVPAKSDVYCEVCEFLVKEVTKLTIDNNKTEKEILDAFDKMCSKLPKSLSEECQEV
VDTYGSSILSILLEEVSPELVCSMLHLCSGTRLPALTVHVTQPKDGGFCEVCKKLVGYLD
RNLEKNSTKQEILAALEKGCSFLPDPYQKQCDQFVAEYEPVLIEILVEVMDPSFVCLKIG
ACPSAHKPLLGTEKCIWGPSYWCONTETAAQCNAVEHCKRHVWN

>sp| 095208 |[EPN2 HUMAN Epsin-2 OS=Homo sapiens 0X=9606 GN=EPN2 PE=1
SV=3
MTTSSTIRROMKNIVNNYSEAETKVREATSNDPWGPSSSLMTEIADLTYNVVAFSETMSMV
WKRLNDHGKNWRHVYKALTLLDYLIKTGSERVAQQCRENIFAIQTLKDFQYIDRDGKDQG
INVREKSKQLVALLKDEERLKAERAQALKTKERMAQVATGMGSNQITFGRGSSQPNLSTS
HSEQEYGKAGGSPASYHGSPEASLCPQHRTGAPLGQSEELQPLSQRHPFLPHLGLASRPN
GDWSQPCLTCDRAARATSPRVSSELEQARPQTSGEEELQLOQLALAMSREVAEQEERLRRG
DDLRLOMALEESRRDTVKI PKKKEHGSLPQOQTTLLDLMDALPSSGPAAQKAEPWGPSAST
NQTNPWGGPAAPASTSDPWPSFGTKPAASIDPWGVPTGATVQSVPKNSDPWAASQQPASS
AGKRASDAWGAVSTTKPVSVSGSFELFSNLNGTIKDDFSEFDNLRTSKKTAESVTSLPSQ
NNGTTSPDPFESQPLTVASSKPSSARKTPESFLGPNAALVNLDSLVTRPAPPAQSLNPFL
APGAPATSAPVNPFQVNQPOQPLTLNQLRGSPVLGTSTSFGPGPGVESMAVASMTSAAPQP
ALGATGSSLTPLGPAMMNMVGSVGIPPSAAQATGTTNPFLL

>sp|Q9H201 |EPN3 HUMAN Epsin-3 OS=Homo sapiens 0X=9606 GN=EPN3 PE=2
sSv=1

MTTSALRRQVKNIVHNYSEAETIKVREATSNDPWGPPSSIMSETADLTEFNTVAFTEVMGML
WRRLNDSGKNWRHVYKALTLLDYLLKTGSERVAHQCRENLYTIQTLKDFQYIDRDGKDQG
VNVREKVKQVMALLKDEERLRQERTHALKTKERMALEGIGIGSGQLGEFSRRYGEDYSRSR
GSPSSYNSSSSSPRYTSDLEQARPOQTSGEEELQLOQLATLAMSREEAEKPVPPASHRDEDLQ
LOLALRLSROEHEKEVRSWQGDGS PMANGAGAVVHHQRDREPEREERKEEEKLKTSQSST
LDLADIFVPALAPPSTHCSADPWDIPGFRPNTEASGSSWGPSADPWSPIPSGTVLSRSQP
WDLTPMLSSSEPWGRTPVLPAGPPTTDPWALNSPHHKLPSTGADPWGASLETSDTPGGAS
TEFDPFAKPPESTETKEGLEQALPSGKPSSPVELDLFGDPSPSSKONGTKEPDALDLGILG
EALTQPSKEARACRTPESFLGPSASSLVNLDSLVKAPQVAKTRNPFLTGLSAPSPTNPFEG
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AGEPGRPTLNQMRTGSPALGLAGGPVGAPLGSMTYSASLPLPLSSVPAGLTLPASVSVEP
QAGAFAPQPLLPTPSSAGPRPPPPQTGTNPFL

>sp|P57088 | TMM33 HUMAN Transmembrane protein 33 OS=Homo sapiens
0X=9606 GN=TMEM33 PE=1 SV=2
MADTTPNGPQGAGAVQFMMTNKLDTAMWLSRLEFTVYCSALFVLPLLGLHEAASEFYQRALL
ANALTSALRLHQRLPHFQLSRAFLAQALLEDSCHYLLYSLIFVNSYPVTMSIFPVLLESL
LHAATYTKKVLDARGSNSLPLLRSVLDKLSANQONILKFIACNEIFLMPATVFMLFSGQG
SLLOPFIYYRFLTLRYSSRRNPYCRTLENELRIVVEHIIMKPACPLEVRRLCLQSIAFIS
RLAPTVP

>sp|P49454 |CENPF HUMAN Centromere protein F OS=Homo sapiens
0X=9606 GN=CENPF PE=1 SV=3
MSWALEEWKEGLPTRALQKIQELEGQLDKLKKEKQQORQFOLDSLEAALQKQKQKVENEKT
EGTNLKRENQRLMEICESLEKTKQKISHELQVKESQVNFQEGQLNSGKKQIEKLEQELKR
CKSELERSQQAAQSADVSLNPCNTPQKIFTTPLTPSQYYSGSKYEDLKEKYNKEVEERKR
LEAEVKALQAKKASQTLPQATMNHRDIARHQASSSVESWQQEKTPSHLSSNSQRTPIRRD
FSASYFSGEQEVTPSRSTLQIGKRDANSSEFEDNSSSPHLLDQLKAQNQELRNKINELELR
LOGHEKEMKGQVNKFQELQLOLEKAKVELTEKEKVLNKCRDELVRTTAQYDQASTKYTAL
EQKLKKLTEDLSCQRONAESARCSLEQKIKEKEKEFQEELSRQORSFQTLDQECIQMKAR
LTOQELQOQAKNMHNVLQAELDKLTSVKQOQLENNLEEFKQKLCRAEQAFQASQIKENELRRS
MEEMKKENNLLKSHSEQKAREVCHLEAELKNIKQCLNQSONFAEEMKAKNTSQETMLRDL
QEKINQQENSLTLEKLKLAVADLEKQRDCSQDLLKKREHHIEQLNDKLSKTEKESKALLS
ALELKKKEYEELKEEKTLESCWKSENEKLLTOMESEKENLQSKINHLETCLKTQQIKSHE
YNERVRTLEMDRENLSVEIRNLHNVLDSKSVEVETQKLAYMELQQKAEFSDOKHQKE TEN
MCLKTSQLTGQVEDLEHKLQLLSNEIMDKDRCYQDLHAEYESLRDLLKSKDASLVTNEDH
ORSLLAFDQOPAMHHSFANIIGEQGSMPSERSECRLEADQSPKNSAILONRVDSLEFSLE
SQKOMNSDLOQKQCEELVQIKGEIEENLMKAEQMHQSEFVAETSQRISKLOEDTSAHQNVVA
ETLSALENKEKELQLLNDKVETEQAEIQELKKSNHLLEDSLKELQLLSETLSLEKKEMSS
IISLNKREIEELTQENGTLKEINASLNQEKMNLIQKSESFANYIDEREKSISELSDQYKQ
EKLILLQRCEETGNAYEDLSQKYKAAQEKNSKLECLLNECTSLCENRKNELEQLKEAFAK
EHOEFLTKLAFAEERNONLMLELETVQQOALRSEMTDNQONNSKSEAGGLKQEIMTLKEEQN
KMOKEVNDLLOQENEQLMKVMKTKHECONLESEPIRNSVKERESERNQCNFKPOMDLEVKE
ISLDSYNAQLVQLEAMLRNKELKLQESEKEKECLOHELQTIRGDLETSNLQDMQSQETSG
LKDCEIDAEEKYISGPHELSTSQONDNAHLQCSLOTTMNKLNELEKICEILQAEKYELVTE
LNDSRSECITATRKMAEEVGKLLNEVKILNDDSGLLHGELVEDIPGGEFGEQPNEQHPVS
LAPLDESNSYEHLTLSDKEVOMHFAELQEKFLSLOSEHKILHDQHCOMSSKMSELQTYVD
SLKAENLVLSTNLRNFQGDLVKEMOQLGLEEGLVPSLSSSCVPDSSSLSSLGDSSFYRALL
EQTGDMSLLSNLEGAVSANQCSVDEVEFCSSLOQEENLTRKETPSAPAKGVEELESLCEVYR
QSLEKLEEKMESQGIMKNKEIQELEQLLSSERQELDCLRKQYLSENEQWQOKLTSVTLEM
ESKLAAEKKQTEQLSLELEVARLOLOGLDLSSRSLLGIDTEDAIQGRNESCDISKEHTSE
TTERTPKHDVHQICDKDAQODLNLDIEKITETGAVKPTGECSGEQSPDTNYEPPGEDKTQ
GSSECISELSFSGPNALVPMDEFLGNQEDIHNLQLRVKETSNENLRLLHVIEDRDRKVESL
LNEMKELDSKLHLQEVQLMTKIEACIELEKIVGELKKENSDLSEKLEYFSCDHQELLQRV
ETSEGLNSDLEMHADKSSREDIGDNVAKVNDSWKERFLDVENELSRIRSEKASIEHEALY
LEADLEVVQTEKLCLEKDNENKQKVIVCLEEELSVVTSERNQLRGELDTMSKKTTALDQL
SEKMKEKTQELESHQSECLHCIQVAEAEVKEKTELLQTLSSDVSELLKDKTHLQEKLQSL
EKDSQALSLTKCELENQIAQLNKEKELLVKESESLQARLSESDYEKLNVSKALEAALVEK
GEFALRLSSTQEEVHQLRRGIEKLRVRIEADEKKQLHIAEKLKERERENDSLKDKVENLE
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RELOMSEENQELVILDAENSKAEVETLKTQIEEMARSLKVFELDLVTLRSEKENLTKQIQ
EKQGQLSELDKLLSSFKSLLEEKEQAETQIKEESKTAVEMLONQLKELNEAVAALCGDQE
IMKATEQSLDPPIEEEHQLRNSITEKLRARLEADEKKQLCVLOQOQLKESEHHADLLKGRVEN
LERELETARTNQEHAALEAENSKGEVETLKAKIEGMTQSLRGLELDVVTIRSEKENLTNE
LOKEQERISELETIINSSFENILOQEKEQEKVOMKEKSSTAMEMLOTQLKELNERVAALHND
QEACKAKEQNLSSQVECLELEKAQLLOGLDEAKNNYIVLOSSVNGLIQEVEDGKQKLEKK
DEEISRLKNQIQDQEQLVSKLSQVEGEHQLWKEQNLELRNLTVELEQKIQVLQSKNASLQ
DTLEVLQSSYKNLENELELTKMDKMSFVEKVNKMTAKETELQREMHEMAQKTAELQEELS
GEKNRLAGELQLLLEEIKSSKDQLKELTLENSELKKSLDCMHKDQVEKEGKVREETAEYQ
LRLEHEAEKKHQALLLDTNKQYEVEIQTYREKLTSKEECLSSQKLEIDLLKSSKEELNNSL
KATTQILEELKKTKMDNLKYVNQLKKENERAQGKMKLLIKSCKQLEEEKEILQKELSQLQ
AAQEKQKTGTVMDTKVDELTTETIKELKETLEEKTKEADEYLDKYCSLLISHEKLEKAKEM
LETQVAHLCSQQSKQODSRGSPLLGPVVPGPSPIPSVTEKRLSSGONKASGKRQRSSGIWE
NGRGPTPATPESFSKKSKKAVMSGIHPAEDTEGTEFEPEGLPEVVKKGFADIPTGKTSPY
ILRRTTMATRTSPRLAAQKLALSPLSLGKENLAESSKPTAGGSRSQKVKVAQRSPVDSGT
ILREPTTKSVPVNNLPERSPTDSPREGLRVKRGRLVPSPKAGLESNGSENCKVQ
>sp|P62917|RL8 HUMAN 60S ribosomal protein L8 OS=Homo sapiens
0X=9606 GN=RPL8 PE=1 SV=2
MGRVIRGQRKGAGSVFRAHVKHRKGAARLRAVDFAERHGYIKGIVKDITIHDPGRGAPLAK
VVFRDPYRFKKRTELFIAAEGIHTGQFVYCGKKAQLNIGNVLPVGTMPEGTIVCCLEEKP
GDRGKLARASGNYATVISHNPETKKTRVKLPSGSKKVISSANRAVVGVVAGGGRIDKPIL
KAGRAYHKYKAKRNCWPRVRGVAMNPVEHPFGGGNHQHIGKPSTIRRDAPAGRKVGLIAA
RRTGRLRGTKTVQEKEN

>sp|Q969L2 IMAL2 HUMAN Protein MALZ OS=Homo sapiens 0X=9606 GN=MAL2
PE=1 SvV=1
MSAGGASVPPPPNPAVSFPPPRVTLPAGPDILRTYSGAFVCLEILFGGLVWILVASSNVP
LPLLOGWVMEVSVTAFFFSLLFLGMFLSGMVAQIDANWNEFLDFAYHFTVEVEFYFGAFLLE
AAATSLHDLHCNTTITGQPLLSDNQYNINVAASIFAFMTTACYGCSLGLALRRWRP
>sp|Q96DD7|SHSA4 HUMAN Protein shisa-4 OS=Homo sapiens 0X=9606
GN=SHISA4 PE=1 SV=3
MPPAGLRRAAPLTATALLVLGAPLVLAGEDCLWYLDRNGSWHPGENCEFFTFCCGTCYHR
YCCRDLTLLITERQQKHCLAFSPKTIAGIASAVILFVAVVATTICCFLCSCCYLYRRRQQ
LOSPFEGQEIPMTGIPVQPVYPYPOQDPKAGPAPPQPGFIYPPSGPAPQYPLYPAGPPVYN
PAAPPPYMPPQPSYPGA

>sp|P02652 | APOAZ HUMAN Apolipoprotein A-II OS=Homo sapiens O0X=9606
GN=APOA2 PE=1 SV=1
MKLLAATVLLLTICSLEGALVRROQAKEPCVESLVSQYFQTVTDYGKDLMEKVKSPELQAE
AKSYFEKSKEQLTPLIKKAGTELVNFLSYFVELGTQPATQ

>sp|P17302|CXAl HUMAN Gap junction alpha-1 protein OS=Homo sapiens
0X=9606 GN=GJAl PE=1 SV=2
MGDWSALGKLLDKVQAYSTAGGKVWLSVLFIFRILLLGTAVESAWGDEQSAFRCNTQQPG
CENVCYDKSFPISHVRFWVLQITFVSVPTLLYLAHVEYVMRKEEKLNKKEEELKVAQTDG
VNVDMHLKQIETKKFKYGIEEHGKVKMRGGLLRTYTIISILFKSIFEVAFLLIQWYIYGES
LSAVYTCKRDPCPHQVDCFLSRPTEKTIFITIFMLVVSLVSLALNIIELFYVFFKGVKDRV
KGKSDPYHATSGALSPAKDCGSQKYAYEFNGCSSPTAPLSPMSPPGYKLVTGDRNNSSCRN
YNKQASEQNWANYSAEQNRMGQAGSTISNSHAQPEFDFPDDNONSKKLAAGHELQPLATVD
QRPSSRASSRASSRPRPDDLET
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>sp|QINTQ9|CXB4 HUMAN Gap junction beta-4 protein OS=Homo sapiens
0X=9606 GN=GJB4 PE=1 SV=1
MNWAFLQGLLSGVNKYSTVLSRIWLSVVFIFRVLVYVVAAEEVWDDEQKDEFVCNTKQPGC
PNVCYDEFFPVSHVRLWALQLILVTCPSLLVVMHVAYREERERKHHLKHGPNAPSLYDNL
SKKRGGLWWTYLLSLIFKAAVDAGFLYIFHRLYKDYDMPRVVACSVEPCPHTVDCYISRP
TEKKVFTYFMVTTAAICILLNLSEVFYLVGKRCMEIFGPRHRRPRCRECLPDTCPPYVLS
OGGHPEDGNSVLMKAGSAPVDAGGYP

>sp|Q8TEF72 | SHRM3 HUMAN Protein Shroom3 OS=Homo sapiens O0X=9606
GN=SHROOM3 PE=1 SV=2
MMRTTEDFHKPSATLNSNTATKGRYIYLEAFLEGGAPWGFTLKGGLEHGEPLIISKVEEG
GKADTLSSKLOAGDEVVHINEVTLSSSRKEAVSLVKGSYKTLRLVVRRDVCTDPGHADTG
ASNFVSPEHLTSGPQHRKAAWSGGVKLRLKHRRSEPAGRPHSWHTTKSGEKQPDASMMQT
SQGMIGPPWHQSYHSSSSTSDLSNYDHAYLRRSPDQCSSQGSMESLEPSGAYPPCHLSPA
KSTGSIDQLSHFHNKRDSAYSSFSTSSSILEYPHPGISGRERSGSMDNTSARGGLLEGMR
QADIRYVKTVYDTRRGVSAEYEVNSSALLLOGREARASANGQGYDKWSNIPRGKGVPPPS
WSQQOCPSSLETATDNLPPKVGAPLPPARSDSYAAFRHRERPSSWSSLDQKRLCRPQANSL
GSLKSPFIEEQLHTVLEKSPENSPPVKPKHNYTQKAQPGQPLLPTSIYPVPSLEPHFAQV
POPSVSSNGMLYPALAKESGYTAPQGACNKMATIDENGNOQNGSGRPGFAFCQPLEHDLLS
PVEKKPEATAKYVPSKVHFCSVPENEEDASLKRHLTPPOQGNSPHSNERKSTHSNKPSSHP
HSLKCPQAQAWQAGEDKRSSRLSEPWEGDFQEDHNANLWRRLEREGLGQSLSGNFGKTKS
AFSSLONIPESLRRHSSLELGRGTQEGYPGGRPTCAVNTKAEDPGRKAAPDLGSHLDRQV
SYPRPEGRTGASASENSTDPSPEEPPAPSHPHTSSLGRRGPGPGSASALQGEFQYGKPHCS
VLEKVSKFEQREQGSQRPSVGGSGFGHNYRPHRTVSTSSTSGNDFEETKAHIREFSESAEP
LGNGEQHFKNGELKLEEASRQPCGQQLSGGASDSGRGPQRPDARLLRSQSTFQLSSEPER
EPEWRDRPGSPESPLLDAPFSRAYRNSIKDAQSRVLGATSFRRRDLELGAPVASRSWRPR
PSSAHVGLRSPEASASASPHTPRERHSVTPAEGDLARPVPPAARRGARRRLTPEQKKRSY
SEPEKMNEVGIVEEAEPAPLGPQRNGMRFPESSVADRRRLFERDGKACSTLSLSGPELKQ
FOOSALADYIQRKTGKRPTSAAGCSLQEPGPLRERAQSAYLQPGPAALEGSGLASASSLS
SLREPSLOPRREATLLPATVAETQQAPRDRSSSFAGGRRLGERRRGDLLSGANGGTRGTQ
RGDETPREPSSWGARAGKSMSAEDLLERSDVLAGPVHVRSRSSPATADKRQDVLLGQDSG
FGLVKDPCYLAGPGSRSLSCSERGQEEMLPLFHHLTPRWGGSGCKAIGDSSVPSECPGTL
DHORQASRTPCPRPPLAGTQGLVTDTRAAPLTPIGTPLPSAIPSGYCSQDGQTGRQPLPP
YTPAMMHRSNGHTLTQPPGPRGCEGDGPEHGVEEGTRKRVSLPOWPPPSRAKWAHAARED
SLPEESSAPDFANLKHYQKQQSLPSLCSTSDPDTPLGAPSTPGRISLRISESVLRDSPPP
HEDYEDEVFVRDPHPKATSSPTFEPLPPPPPPPPSQETPVYSMDDFPPPPPHTVCEAQLD
SEDPEGPRPSENKLSKVTIARERHMPGAAHVVGSQTLASRLQTSIKGSEAESTPPSFMSV
HAQLAGSLGGQPAPIQTQSLSHDPVSGTQGLEKKVSPDPQKSSEDIRTEALAKEIVHQDK
SLADILDPDSRLKTTMDLMEGLFPRDVNLLKENSVKRKAIQRTVSSSGCEGKRNEDKEAV
SMLVNCPAYYSVSAPKAELLNKIKEMPAEVNEEEEQADVNEKKAELIGSLTHKLETLQEA
KGSLLTDIKLNNALGEEVEALISELCKPNEFDKYRMFIGDLDKVVNLLLSLSGRLARVEN
VLSGLGEDASNEERSSLYEKRKILAGQHEDARELKENLDRRERVVLGILANYLSEEQLQD
YOHFVKMKSTLLIEQRKLDDKIKLGQEQVKCLLESLPSDFIPKAGALALPPNLTSEPIPA
GGCTFSGIFPTLTSPL

>sp|Ql6378 | PROL4 HUMAN Proline-rich protein 4 OS=Homo sapiens
0X=9606 GN=PRR4 PE=1 SV=3
MLLVLLSVVLLALSSAQSTDNDVNYEDFTFTIPDVEDSSQRPDQGPQRPPPEGLLPRPPG
DSGNQDDGPQOQRPPKPGGHHRHPPPPPFONQQRPPRRGHRQLSLPRFPSVSLQEASSFFQ
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>sp|P45877|PPIC _HUMAN  Peptidyl-prolyl cis-trans isomerase C
OS=Homo sapiens 0X=9606 GN=PPIC PE=1 SV=1
MGPGPRLLLPLVLCVGLGALVFSSGAEGFRKRGPSVTAKVEFEFDVRIGDKDVGRIVIGLFEG
KVVPKTVENFVALATGEKGYGYKGSKFHRVIKDFMIQGGDITTGDGTGGVSIYGETFPDE
NFKLKHYGIGWVSMANAGPDTNGSQFFITLTKPTWLDGKHVVEFGKVIDGMTVVHSTIELQA
TDGHDRPLTNCSIINSGKIDVKTPEVVEIADW

>sp|P50995|ANX11 HUMAN Annexin All OS=Homo sapiens 0X=9606
GN=ANXAll PE=1 SV=1
MSYPGYPPPPGGYPPAAPGGGPWGGAAYPPPPSMPPIGLDNVATYAGQFNQDYLSGMAAN
MSGTFGGANMPNLYPGAPGAGYPPVPPGGFGQPPSAQQPVPPYGMYPPPGGNPPSRMPSY
PPYPGAPVPGQPMPPPGQQPPGAYPGQPPVTYPGQPPVPLPGQQQPVPSYPGYPGSGTVT
PAVPPTQFGSRGTITDAPGFDPLRDAEVLRKAMKGEFGTDEQAIIDCLGSRSNKQRQQILL
SFKTAYGKDLIKDLKSELSGNFEKTILALMKTPVLEFDIYETKEATIKGVGTDEACLIETLA
SRSNEHIRELNRAYKAEFKKTLEEATIRSDTSGHFQRLLISLSQGNRDESTNVDMSLAQRD
AQELYAAGENRLGTDESKENAVLCSRSRAHLVAVENEYQRMTGRDIEKSICREMSGDLEE
GMLAVVKCLKNTPAFFAERLNKAMRGAGTKDRTLIRIMVSRSETDLLDIRSEYKRMYGKS
LYHDISGDTSGDYRKILLKICGGND

>sp|075508 |CLD11 HUMAN Claudin-11 OS=Homo sapiens 0X=96006
GN=CLDN11l PE=1 SV=2
MVATCLOQVVGEVTSEFVGWIGVIVTTSTNDWVVTCGYTIPTCRKLDELGSKGLWADCVMAT
GLYHCKPLVDILILPGYVQACRALMIAASVLGLPAILLLLTVLPCIRMGQEPGVAKYRRA
QLAGVLLILLALCALVATIWEFPVCAHRETTIVSFGYSLYAGWIGAVLCLVGGCVILCCAG
DAQAFGENRFYYTAGSSSPTHAKSAHV

>sp | PODMEO | SETLP HUMAN Protein SETSIP OS=Homo sapiens 0X=9606
GN=SETSIP PE=1 SV=1
MVWEFLDFPNSMAPKRQSPLPLOKKKPRPPPALGLEETSASAGLPKKGEKEQQEATEHIDE
VONETIDRLNEQDSEETILKVEQKYNKLRQPFFQKRSELTAKIPNFGVTTFVNHPQVSSLLG
EEDEEALHYLTKVEVTEFEDIKSGYRIDFYFDENPYFENKVEFSKEFHLNESGDPSSKSTK
IKWKSGKDVTKRSSQTONKASRKRQHEEPESFFTWFTDHSDAGADELEEVIKDDIWPNPL
QYYLVPDMDDEEGGEDDDDDDDDGDEGEEELEDIDEGDEDEGEEDEDDDEGEEGEEDEGE

DD

>sp|Q01105|SET HUMAN Protein SET OS=Homo sapiens OX=9606 GN=SET
PE=1 SV=3
MAPKRQSPLPPOQKKKPRPPPALGPEETSASAGLPKKGEKEQQEATEHIDEVQONEIDRLNE
QOASEEILKVEQKYNKLROQPFFQKRSELIAKIPNFWVTTFVNHPQVSALLGEEDEEALHYL
TRVEVTEFEDIKSGYRIDEFYFDENPYFENKVLSKEFHLNESGDPSSKSTEIKWKSGKDLT
KRSSQTONKASRKRQHEEPESFEFTWETDHSDAGADELGEVIKDDIWPNPLQYYLVPDMDD
EEGEGEEDDDDDEEEEGLEDIDEEGDEDEGEEDEDDDEGEEGEEDEGEDD
>sp|043426|SYNJL HUMAN Synaptojanin-1 OS=Homo sapiens 0X=9606
GN=SYNJ1l PE=1 SV=2
MAFSKGFRIYHKLDPPPFSLIVETRHKEECLMFESGAVAVLSSAEKEATKGTYSKVLDAY
GLLGVLRLNLGDTMLHYLVLVTGCMSVGKIQESEVFRVTSTEFISLRIDSSDEDRISEVR
KVLNSGNFYFAWSASGISLDLSLNAHRSMQEQTTDNRFFWNQSLHLHLKHYGVNCDDWLL
RLMCGGVEIRTIYAAHKQAKACLISRLSCERAGTRFNVRGTNDDGHVANFVETEQVVYLD
DSVSSFIQIRGSVPLEFWEQPGLQVGSHRVRMSRGFEANAPAFDRHFRTLKNLYGKQITIVN
LLGSKEGEHMLSKAFQSHLKASEHAADIQMVNFEFDYHQMVKGGKAEKLHSVLKPQVQKFLD
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YGFFYFNGSEVQRCQSGTVRTNCLDCLDRTNSVQAFLGLEMLAKQLEALGLAEKPQLVTR
FOQEVFRSMWSVNGDSISKIYAGTGALEGKAKLKDGARSVTRTIQNNEFFDSSKQEAIDVLL
LGNTLNSDLADKARALLTTGSLRVSEQTLQSASSKVLKSMCENFYKYSKPKKIRVCVGTW
NVNGGKQFRSTIAFKNQTLTDWLLDAPKLAGIQEFQDKRSKPTDIFAIGFEEMVELNAGNI
VSASTTNQKLWAVELQKTISRDNKYVLLASEQLVGVCLEFVFIRPQHAPFIRDVAVDTVKT
GMGGATGNKGAVAIRMLFHTTSLCFVCSHFAAGQSQVKERNEDFIETARKLSFPMGRMLF
SHDYVEFWCGDEFNYRIDLPNEEVKELIRQONWDSLIAGDQLINQKNAGQVFRGFLEGKVTF
APTYKYDLEFSDDYDTSEKCRTPAWTDRVLWRRRKWPFDRSAEDLDLLNASFQDESKILYT
WTPGTLLHYGRAELKTSDHRPVVALIDIDIFEVEAEEROQNIYKEVIAVQGPPDGTVLVST
KSSLPENNFEFDDALIDELLQQFASFGEVILIRFVEDKMWVTFLEGSSALNVLSLNGKELL
NRTITIALKSPDWIKNLEEEMSLEKISIALPSSTSSTLLGEDAEVAADEFDMEGDVDDYSA
EVEELLPOQHLOPSSSSGLGTSPSSSPRTSPCQOSPTISEGPVPSLPIRPSRAPSRTPGPPS
AQSSPIDAQPATPLPQKDPAQPLEPKRPPPPRPVAPPTRPAPPQRPPPPSGARSPAPTRK
EFGGIGAPPSPGVARREMEAPKSPGTTRKDNIGRSQPSPQAGLAGPGPAGYSTARPTIPP
RAGVISAPQSHARASAGRLTPESQSKTSETSKGSTFLPEPLKPQAAFPPQSSLPPPAQRL
QEPLVPVAAPMPQOSGPOPNLETPPQPPPRSRSSHSLPSEASSQPQVKTNGISDGKRESPL
KIDPFEDLSFNLLAVSKAQLSVQTSPVPTPDPKRLIQLPSATQSNVLSSVSCMPTMPPIP
ARSQSQENMRSSPNPFITGLTRTNPEFSDRTAAPGNPFRAKSEESEATSWESKEEPVTISP
FPSLOPLGHNKSRASSSLDGFKDSEFDLQGQSTLKISNPKGWVTFEEEEDFGVKGKSKSAC
SDLLGNQPSSESGSNLTLNDDWNKGTNVSEFCVLPSRRPPPPPVPLLPPGTSPPVDPEFTTL
ASKASPTLDFTER

>sp|P16401|H15 HUMAN Histone H1.5 OS=Homo sapiens 0X=9606 GN=HI1-5
PE=1 SV=3
MSETAPAETATPAPVEKSPAKKKATKKAAGAGAAKRKATGPPVSELITKAVAASKERNGL
SLAALKKALAAGGYDVEKNNSRIKLGLKSLVSKGTLVQTKGTGASGSFKLNKKAASGEAK
PKAKKAGAAKAKKPAGATPKKAKKAAGAKKAVKKTPKKAKKPAAAGVKKVAKSPKKAKAA
AKPKKATKSPAKPKAVKPKAAKPKAAKPKAAKPKAAKAKKAAAKKK
>sp|Q96JG9|ZN469 HUMAN Zzinc finger protein 469 OS=Homo sapiens
0X=9606 GN=ZNF469 PE=1 SV=3
MPGERPRGAPPPTMTGDLQPRQVASSPGHPSQPPLEDNTPATRTTKGAREAGGQAQAMEL
PEAQPRQARDGELKPPSLRGQAPSSTPGKRGSPQTPPGRSPLOAPSRLAGRAEGSPPQRY
ILGIASSRTKPTLDETPENPQLEAAQLPEVDTPQGPGTGAPLRPGLPRTEAQPAAEELGF
HRCFQEPPSSFTSTNYTSPSATPRPPAPGPPQSRGTSPLQPGSYPEYQASGADSWPPAAE
NSFPGANFGVPPAEPEPIPKGSRPGGSPRGVSFQFPFPALHGASTKPFPADVAGHAFTNG
PLVFAFHQPQGAWPEEAVGTGPAYPLPTQPAPSPLPCYQGQPGGLNRHSDLSGALSSPGA
AHSAPRPFSDSLHKSLTKILPERPPSAQDGLGSTRGPPSSLPQRHFPGQAYRASGVDTSP
GPPDTELAAPGPPPARLPQLWDPTAAPYPTPPGGPLAATRSMFFNGQPSPGQRLCLPQSA
PLPWPQVLPTARPSPHGMEMLSRLPFPAGGPEWQGGSQGALGTAGKTPGPREKLPAVRSS
OGGSPALFTYNGMTDPGAQPLFFGVAQPQVSPHGTPSLPPPRVVGASPSESPLPSPATNT
AGSTCSSLSPMSSSPANPSSEESQLPGPLGPSAFFHPPTHPQETGSPFPSPEPPHSLPTH
YQOPEPAKAFPFPADGLGAEGAFQCLEETPFPHEGPEVGRGGLQGFPRAPPPYPTHHFSLS
SASLDQLDVLLTCRQCDRNYSSLAAFLAHRQFCGLLLARAKDGHQRSPGPPGLPSPPAAP
RVPADAHAGLLSHAKTFLLAGDAQAEGKDDPLRTGFLPSLAATPFPLPASDLDMEDDAKL
DSLITEALNGMEYQSDNPEIDSSEFIDVFADEEPSGPRGPSSGHPLKSKAGVTPESKAPPP
LPAATPDPQTPRPGDRGCPARGRPKTRSLGLAPTEADAPSQGRQQORRGKQLKLFRKDLDS
GGAAEGSGSGGGGRASGLRPRRNDGLGERPPPRPRRPRTQAPGSRADPAPRVPRAAALPE
ETRSSRRRRLPPRKDPRKRKARGGAWGKELILKIVQQOKNRLREYDFASESEEDEQPPPRG
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PGFRGRRGRGEKRKEVELTQGPREDEPQKPRKAARQEAGGDGAPANPEEPGGSRPGPGRS
POARGPSRSLETGAAAREGGPKCADRPSVAPKDPLOQVPTNTETSEETRPSLDEFPQEAKEP
ETAEESAPDSTEFTEALRSPPAACAGEMGASPGLLIPEQPPPSRHDTGTPKPSGSLANTA
PHGSSPTPGVGSLLGGPGGTQAPVSHNSKDPPARQPGEFLAPVANPSSTACPKPSVLSSK
ISSFGCDPAGENRDPLGVPVAKKGPOPYSSPHSELFLGPKDLAGCFLEELHPKPSARDAP
PASSSCLCODGEDAGSLEPQLPRSPPGTAETEPGRAASPPTLESSSLEFPDLPVDREFDPPL
YGSLSANRDSGLPFACADPPOKTVPSDPPYPSFLLLEEVSPMLPSHEPDLSGGKVLSKTC
PPERTVVPGAAPSLPGKGSGCSVALMSHLSEDELEIQKLVTELESQLORSKDTRGAPREL
AEAESVGRVELGTGTEPPSQRRTCOQATVPHEDTEFSAADLTRVGESTAHREGAESAVATVE
AVOGRPGGTWPCPASFHPGHAALLPCAQEDLVSGAPEFSPRGANFHFOQPVQOKAGASKTGLC
QOAEGDSRPPODVCLPEPSKOPGPOLDAGSLAKCSPDQELSEFPKNKEAASSQESEDSLRLL
PCEQRGGFLPEPGTADQPHRGAPAPEAFGSPAVHLAPDLAFQGDGAPPLDATWPFGASPS
HAAQGHSAGRAGGHLHPTAGRPGFEGNEFAPAGASSLTAPRGREAWLVPVPSPACVSNTH
PSRRSQDPALSPPIRQLOLPGPGVAKSKDGILGLOELTPAAQSPPRVNPSGLEGGTVEGG
KVACGPAQGSPGGVQVTTLPAVAGHQLGLEADGHWGLLGOAEKTQGQGTANQLOPENGVS
PGGTDNHASVNASPKTALTGPTEGAVLLEKCKGSRAAMSLOEEAEPTPSPPSPNRESLAL
ALTAAHSRSGSEGRTPERASSPGLNKPLLATGDSPAPSVGDLAACAPSPTSAAHMPCSLG
PLPREDPLTSPSRAQGGLGGQLPASPSCRDPPGPOOQLLACSPAWAPLEEADGVQATTDTG
AEDSPVAPPSLTTSPCDPKEALAGCLLOGEGSPLEDPSSWPPGSVSAVTCTHSGDTPKDS
TLRIPEDSRKEKLWESPGRATSPPLAGAVSPSVAVRATGLSSTPTGDEAQAGRGLPGPDP
QOSRGAPPHTNPDRMPRGHSSYSPSNTARLGHREGQAVTAVPTEPPTLOGAGPDSPACLEG
EMGTSSKEPEDPGTPETGRSGATKMPRVTCPSTGLGLGRTTAPSSTASDEQSDSPOSHRN
ASHQTPQOGDPLGPOQDLKQRSRGYKKKPASTENGOQWKGQAPHGPVTCEVCAASFRSGPGLS
RHKARKHRPHPGAPAEPSPAALPAQOPLEPLAQKCOPPRKKSHRVSGKERPNHSRGDPSH
VTQPPPAQGSKEVLRAPGSPHSQQLHPPSPTEHEVDVKTPASKPRPDOQAREDELHPKQAE
KREGRRWRREPTVDSPSHSEGKSNKKRGKLRGRRLREESILPVSADVISDGRGSRPSPAM
ASYAASPSHCLSVEGGPEADGEQPPRLATLGPGVMEGAAETDQEALCAGETGAQKPPGDR
MLCPGRMDGAALGEQPTGOKGASARGFWGPRETKALGVCKESGSEPAEDSSRAHSRSEEG
VWEENTPPLGPLGFPETSSSPADSTTSSCLOGLPDNPDTQGGVQGPEGPTPDASGSSAKD
PPSLFDDEVSFSQLFPPGGRLTRKRNPHVYGKRCEKPVLPLPTQPSFEEGGDPTLGPARL
PTDLSDSSSLCLCHEDPWEDEDPAGLPESEFLLDGEFLNSRVPGIDPWAPGLSLWALEPSRE
AGAEKLPSHCPEDDRPEAIPELHMVPAAWRGLEMPAPADDSSSSLGDVSPEPPSLERERC
DGGLPGNTHLLPLRATDFEVLSTKFEMODLCFLGPFEDPVGLPGPSFLDFEGTASSQGPQ
SRRTEEAAGAGRAQGRGRPAKGRRASYKCKVCEFQRFRSLGELDLHKLAHTPAPPPTCYMC
VERRFGSRELLRGHLQERHAQSKAGPWACGMCLKEVADVWMYNEHLREHAVRFARRGQAR
RSLGDLPGGLEGSSAVAHLLNSITEPAPKHHRGKRSAGKAAGSPGDPWGOEGEAKKDSPG
ERAKPRARSTPSNPDGAATPDSASATALADAGSPGPPRTTPSPSPDPWAGGEPLLOQATPV
HEACKDPSRDCHHCGKRFPKPFKLORHLAVHSPORVYLCPRCPRVYPEHGELLAHLGGAH
GLLERPELQHTPLYACELCATVMRIIKKSFACSSCNYTFAKKEQFDRHMNKHLRGGRQOPF
AFRGVRRPGAPGOKARALEGTLPSKRRRVAMPGSAPGPGEDRPPPRGSSPILSEGSLPAL
LHLCSEVAPSTTKGWPETLERPVDPVTHPIRGCELPSNHQECPPPSLSPFPAALADGRGD
CALDGALERPENEASPGSPGPLLOQOALPLGASLPRPGARGODAEGKRAPLVESGKRRAPG
ARGRCAPDHFQEDHLLOKEKEVSSSHMVSEGGPRGTEFHKGSATKPAGCQOSSSKDRSAAST
PSKALKFPVHPRKAVGSLAPGELARGTENGMKPATPKAKPGPSSQGSGSPRPGTKTGGGS
QPOPASGOLOSETATTPAKPSEPSRSPAPERLPARAQAKSCTKGPREAGEQGPHGSLGPK
EKGESSTKRKKGQVPGPARSESVGSFGRAPSAPDKPPRTPRKOQATPSRVLPTKPKPNSQON
KPRPPPSEQRKAEPGHTORKDRLGKAFPOGRPLLRPPKRGTAVHGAEPAEPHTHRTAEAQ
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SDLLSQLFGORLTGFKIPLKKDASE

>sp Q99417 |MYCBP HUMAN c-Myc-binding protein OS=Homo sapiens
0X=9606 GN=MYCBP PE=1 SV=3
MAHYKAADSKREQFRRYLEKSGVLDTLTKVLVALYEEPEKPNSALDFLKHHLGAATPENP
EIELLRLELAEMKEKYEAIVEENKKLKAKLAQYEPPQEEKRAE
>sp|Q14677|EPN4 HUMAN Clathrin interactor 1 OS=Homo sapiens
0X=9606 GN=CLINT1 PE=1 SV=1
MLNMWKVRELVDKATNVVMNYSETIESKVREATNDDPWGPSGQLMGEITAKATFMYEQFPEL
MNMLWSRMLKDNKKNWRRVYKSLLLLAYLIRNGSERVVTSAREHTIYDLRSLENYHEFVDEH
GKDQGINIRQKVKELVEFAQDDDRLREERKKAKKNKDKYVGVSSDSVGGFRYSERYDPEP
KSKWDEEWDKNKSAFPEFSDKLGELSDKIGSTIDDTISKFRRKDREDSPERCSDSDEEKKA
RRGRSPKGEFKDEEETVTTKHIHITQATETTTTRHKRTANPSKTIDLGAAAHYTGDKASP
DONASTHTPQSSVKTSVPSSKSSGDLVDLEDGTSQSTGGSADLEFGGFADFGSAAASGSEP
SQVTATSGNGDEFGDWSAFNQAPSGPVASSGEFFGSASQPAVELVSGSQSALGPPPAASNS
SDLEDLMGSSQATMTSSQSMNESMMSTNTVGLGLPMSRSQNTDMVQKSVSKTLPSTWSDP
SVNISLDNLLPGMQOPSKPQOPSLNTMIQQONMQQOPMNVMTQSFGAVNLSSPSNMLPVRPQ
TNALIGGPMPMSMPNVMTGTMGMAPLGNTPMMNQSMMGMNMNTIGMSAAGMGLTGTMGMGM
PNIAMTSGTVQPKODAFANFANESK

>sp Q99996 | AKAP9 HUMAN A-kinase anchor protein 9 OS=Homo sapiens
0X=9606 GN=AKAP9 PE=1 SV=4
MEDEERQKKLEAGKAKLAQFRQRKAQSDGOSPSKKQOKKKRKTSSSKHDVSAHHDLNIDQS
QCNEMYINSSQRVESTVIPESTIMRTLHSGEITSHEQGEFSVELESEISTTADDCSSEVNG
CSEFVMRTGKPTNLLREEEFGVDDSYSEQGAQDSPTHLEMMESELAGKQHETEELNRELEE
MRVTYGTEGLQOQLOQEFEAATKQRDGIITQLTANLQQARREKDETMREFLELTEQSQKLQT
QFOQLOASETLRNSTHSSTAADLLQAKQQOILTHQOQLEEQDHLLEDYQKKKEDFTMQISF
LOEKIKVYEMEQDKKVENSNKEETIQEKETITEELNTKI IEEEKKTLELKDKLTTADKLLG
ELQEQIVOKNQEIKNMKLELTNSKQKERQSSEETKQLMGTVEELQKRNHKDSQFETDIVQ
RMEQETQRKLEQLRAELDEMYGQQIVOMKQELTROQHMAQMEEMKTRHKGEMENALRSYSN
ITVNEDQIKLMNVAINELNTIKLODTNSQKEKLKEELGLILEEKCALQRQLEDLVEELSFES
REQIQRARQTIAEQESKLNEAHKSLSTVEDLKAEIVSASESRKELELKHEAEVTNYKIKL
EMLEKEKNAVLDRMAESQEAELERLRTQLLFSHEEELSKLKEDLETIEHRINIEKLKDNLG
THYKQQIDGLONEMSQKIETMQFEKDNLITKONQLILEISKLKDLQOSLVNSKSEEMTLQ
INELQKEIEILRQEEKEKGTLEQEVQELQLKTELLEKQMKEKENDLQEKFAQLEAENSIL
KDEKKTLEDMLKIHTPVSQEERLIFLDSIKSKSKDSVWEKEIETLIEENEDLKQQCTIQLN
EETEKQRNTFSFAEKNFEVNYQELQEEYACLLKVKDDLEDSKNKQELEYKSKLKALNEEL
HLOQRINPTTVKMKSSVEFDEDKTFVAETLEMGEVVEKDTTELMEKLEVTKREKLELSQRLS
DLSEQLKQKHGEISFLNEEVKSLKQEKEQVSLRCRELETITINHNRAENVQSCDTQVSSLL
DGVVTMTSRGAEGSVSKVNKSFGEESKIMVEDKVSFENMTVGEESKQEQLILDHLPSVTK
ESSLRATQPSENDKLOKELNVLKSEQNDLRLOMEAQRTICLSLVYSTHVDQVREYMENEKD
KALCSLKEELIFAQEEKIKELQKIHQLELOQTMKTQETGDEGKPLHLLIGKLQKAVSEECS
YFLOQTLCSVLGEYYTPALKCEVNAEDKENSGDYISENEDPELQDYRYEVODFQENMHTLL
NKVTEEYNKLLVLQTRLSKIWGQQTDGMKLEFGEENLPKEETEFLSTHSOQMTNLEDTIDVN
HKSKLSSLODLEKTKLEEQVQELESLISSLOOQOLKETEQNYEAETHCLOKRLOAVSESTV
PPSLPVDSVVITESDAQRTMYPGSCVKKNIDGTIEFSGEFGVKEETNIVKLLEKQYQEQL
EEEVAKVIVSMSTIAFAQQTELSRISGGKENTASSKQAHAVCQQEQHYFNEMKLSQDQIGE
QTFETVDVKFKEEFKPLSKELGEHGKEILLSNSDPHDIPESKDCVLTISEEMEFSKDKTET
VROSTIHDEISVSSMDASRQLMLNEEQLEDMRQELVRQYOQEHQQATELLRQAHMROMERQR
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EDQEQLQEEIKRLNROQLAQRSSIDNENLVSERERVLLEELEALKQLSLAGREKLCCELRN
SSTQTONGNENQGEVEEQTFKEKELDRKPEDVPPEILSNERYALOKANNRLLKILLEVVK
TTAAVEETIGRHVLGILDRSSKSQSSASLIWRSEAEASVKSCVHEEHTRVIDESIPSYSG
SDMPRNDINMWSKVTEEGTELSQRLVRSGFAGTEIDPENEELMLNISSRLOAAVEKLLEA
ISETSSQLEHAKVTQTELMRESFROKQEATESLKCQEELRERLHEESRAREQLAVELSKA
EGVIDGYADEKTLFERQIQEKTDIIDRLEQELLCASNRLOQELEAEQOQIQEERELLSROK
EAMKAEAGPVEQQLLOETEKLMKEKLEVQCQAEKVRDDLOKOVKALEIDVEEQVSREIEL
EQEKNTELMDLROQONQALEKQLEKMRKFLDEQATIDREHERDVEFQQOETQKLEQQLKVVPRFE
QPISEHQTREVEQLANHLKEKTDKCSELLLSKEQLOQRDIQERNEETEKLEFRVRELEQAL
LVSADTFQKVEDRKHFGAVEAKPELSLEVQLOAERDAIDRKEKEITNLEEQLEQFREELE
NKNEEVQOLHMOLETQKKESTTRLOQELEQENKLFKDDMEKLGLATKESDAMSTQODQHVLE
GKFAQITQEKEVEIDQLNEQVTKLOQOLKITTDNKVIEEKNELIRDLETQIECLMSDQEC
VKRNREEEIEQLNEVIEKLOQELANIGOKTSMNAHSLSEEADSLKHQLDVVIAEKLALEQ
QVETANEEMTFMKNVLKETNFKMNQLTOQELFSLKRERESVEKIQSTPENSVNVAIDHLSK
DKPELEVVLTEDALKSLENQTYFKSFEENGKGSIINLETRLLOLESTVSAKDLELTQCYK
QIKDMOEQGQFETEMLOKKIVNLOQKIVEEKVAAALVSQIQLEAVQEYAKFCQODNQTISSE
PERTNIONLNQLREDELGSDISALTLRISELESQVVEMHTSLILEKEQVETAEKNVLEKE
KKLLELQKLLEGNEKKQREKEKKRSPODVEVLKTTTELFHSNEESGFEFNELEALRAESVA
TKAELASYKEKAEKLOQEELLVKETNMTSLOQKDLSQVRDHLAEAKEKLSILEKEDETEVQE
SKKACMFEPLPIKLSKSIASQTDGTLKISSSNQTPQILVKNAGIQINLOSECSSEEVTET
ISQFTEKIEKMOELHAAEILDMESRHISETETLKREHYVAVQLLKEECGTLKAVIQCLRS
KEGSSIPELAHSDAYQTREICSSDSGSDWGQGIYLTHSQGEDIASEGRGEESESATDSEP
KKIKGLLRAVHNEGMQVLSLTESPYSDGEDHSIQQVSEPWLEERKAYINTISSLKDLITK
MOLOREAEVYDSSQSHESFSDWRGELLLALQOQVFLEERSVLLAAFRTELTALGTTDAVGL
LNCLEQRIQEQGVEYQAAMECLOQKADRRSLLSETIQATLHAQMNGRKITLKREQESEKPSQE
LLEYNIQOKOSOMLEMOVELSSMKDRATELQEQLSSEKMVVAELKSELAQTKLELETTLK
AQHKHLKELEAFRLEVKDKTDEVHLLNDTLASEQKKSRELOWALEKEKAKLGRSEERDKE
ELEDLKFSLESQKORNLOLNLLLEQOKQLLNESQOKIESQRMLYDAQLSEEQGRNLELQV
LLESEKVRIREMSSTLDRERELHAQLQSSDGTGOSRPPLPSEDLLKELOKQLEEKHSRIV
ELLNETEKYKLDSLOTRQOMEKDRQVHRKTLOTEQEANTEGQKKMHELQSKVEDLQRQLE
EKROQOVYKLDLEGORLOGIMOQEFQKQELEREEKRESRRILYONLNEPTTWSLTSDRTRNW
VLOQKIEGETKESNYAKLIEMNGGGTGCNHELEMIROKLOCVASKLOVLPOKASERLQFE
TADDEDFIWVQENIDEITLQLOKLTGQQGEEPSLVSPSTSCGSLTERLLRONAELTGHIS
QLTEEKNDLRNMVMKLEEQTRWYRQTGAGRDNSSRESLNGGANIEATTASEKEVWNREKL
TLOKSLKRAEAEVYKLKAELRNDSLLOTLSPDSEHVTLKRIYGKYLRAESFRKALIYQKK
YLLLLLGGFQECEDATLALLARMGGQPAFTDLEVITNRPKGFTRFRSAVRVSIATSRMKFEF
LVRRWHRVTGSVSININRDGEFGLNQGAEKTDSEFYHSSGGLELYGEPRHTTYRSRSDLDYI
RSPLPFONRYPGTPADEFNPGSLACSQLONYDPDRALTDYITRLEALQRRLGTIQSGSTTQ
FHAGMRR

>sp| Q72222 |EFL1 _HUMAN Elongation factor-like GTPase 1 OS=Homo

sapiens 0X=9606 GN=EFL1l PE=1 SV=2

MVLNSLDKMIQLOKNTANIRNICVLAHVDHGKTTLADCLISSNGITISSRLAGKLRYMDSR
EDEQIRGITMKSSATISLHYATGNEEYLINLIDSPGHVDEFSSEVSTAVRICDGCIIVVDAV
EGVCPOQTOQAVLROAWLENIRPVLVINKIDRLIVELKFTPQEAYSHLKNILEQINALTGTL
FTSKVLEERAERETESQVNPNSEQGEQVYDWSTGLEDTDDSHLYFSPEQGNVVETSATIDG
WGFGIEHFARIYSQKIGIKKEVLMKTLWGDYYINMKAKKIMKGDQAKGKKPLEFVQLILEN
IWSLYDAVLKKDKDKIDKIVTSLGLKIGAREARHSDPKVQINAICSQWLPISHAVLAMVC
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QKLPSPLDITAERVERLMCTGSQTFDSFPPETQALKAAFMKCGSEDTAPVITIFVSKMEFAV
DAKALPONKPRPLTQEETAQRRERARQRHAEKLAAAQGQAPLEPTQODGSATIETCPKGEEP
RGDEQOQVESMTPKPVLOEENNQESFTAFARVESGVARRGKKIFVLGPKYSPLEFLRRVPL
GFSAPPDGLPQVPHMAYCALENLYLLMGRELEYLEEVPPGNVLGIGGLODEFVLKSATLCS
LPSCPPFIPLNFEATPIVRVAVEPKHPSEMPQLVKGMKLLNQADPCVQILIQETGEHVLV
TAGEVHLOQRCLDDLKERFAKIHISVSEPITPFRETITKPPKVDMVNEE IGKQQKVAVIHQ
MKEDQSKIPEGIQVDSDGLITITTPNKLATLSVRAMPLPEEVTQILEENSDLIRSMEQLT
SSLNEGENTHMIHOQKTQEKIWEFKGKLEQHLTGRRWRNIVDQIWSFGPRKCGPNILVNKS
EDFONSVWTGPADKASKEASRYRDLGNSIVSGFQLATLSGPMCEEPLMGVCEFVLEKWDLS
KFEEQGASDLAKEGQEENETCSGGNENQELQDGCSEAFEKRTSQKGESPLTDCYGPEFSGQ
LTIATMKEACRYALQVKPQRLMAAMYTCDIMATGDVLGRVYAVLSKREGRVLQEEMKEGTD
MFITKAVLPVAESFGFADEIRKRTSGLASPQLVESHWEITPSDPEFWVPTTEEEYLHEFGEK
ADSENQARKYMNAVRKRKGLYVEEKIVEHAEKQRTLSKNK

>sp |B3EWGS |FM25C HUMAN Protein FAM25C OS=Homo sapiens O0X=9606
GN=FAM25C PE=1 SV=1
MLGGLGKLAAEGLAHRTEKATEGAIHAVEEVVKEVVGHAKETGEKATIAEATKKAQESGDK
KMKEITETVINTVTNAITHAAESLDKLGQ

>sp |B3EWG6 | FM25G_HUMAN Protein FAM25G OS=Homo sapiens O0X=9606
GN=FAM25G PE=3 SV=1
MLGGLGKLAAEGLAHRTEKATEGATIHAVEEVVKEVVGHAKETGEKATAEATKKAQESGDK
KMKEITETVTNTVTNAITHAAESLDKLGQ

>sp |B3EWG3 |FM25A HUMAN Protein FAM25A OS=Homo sapiens 0X=9606
GN=FAM25A PE=3 SV=1
MLGGLGKLAAEGLAHRTEKATEGAIHAVEEVVKEVVGHAKETGEKATAEATIKKAQESGDK
KMKEITETVTNTVTNAITHAAESLDKLGQ

>sp|P07196|NFL _HUMAN Neurofilament 1light polypeptide OS=Homo
sapiens 0X=9606 GN=NEFL PE=1 SV=3
MSSFSYEPYYSTSYKRRYVETPRVHISSVRSGYSTARSAYSSYSAPVSSSLSVRRSYSSS
SGSLMPSLENLDLSQVAATSNDLKSIRTQEKAQLODLNDRFASFIERVHELEQONKVLEA
ELLVLROKHSEPSRFRALYEQEIRDLRLAAEDATNEKQALQGEREGLEETLRNLQARYEE
EVLSREDAEGRLMEARKGADEAALARAELEKRIDSLMDEISFLKKVHEEETIAELQAQIQY
AQISVEMDVTKPDLSAALKDIRAQYEKLAAKNMONAEEWFKSREFTVLTESAAKNTDAVRA
AKDEVSESRRLLKAKTLETIEACRGMNEALEKQLOQELEDKQNADI SAMODTINKLENELRT
TKSEMARYLKEYQDLLNVKMALDIETAAYRKLLEGEETRLSEFTSVGSITSGYSQSSQVEG
RSAYGGLQTSSYLMSTRSFPSYYTSHVQEEQIEVEETIEAAKAEEAKDEPPSEGEAEEEE
KDKEEAEEEEAAEEEEAAKEESEEAKEEEEGGEGEEGEETKEAEEEEKKVEGAGEEQAAK

KKD

>sp|Q9Y295 | DRG1 HUMAN Developmentally-regulated GTP-binding
protein 1 OS=Homo sapiens 0X=9606 GN=DRG1l PE=1 SV=1
MSSTLAKIAETEAEMARTQKNKATAHHLGLLKARLAKLRRELITPKGGGGGGPGEGEDVA
KTGDARIGEFVGFPSVGKSTLLSNLAGVYSEVAAYEFTTLTTVPGVIRYKGAKIQLLDLPG
ITEGAKDGKGRGRQVIAVARTCNLILIVLDVLKPLGHKKIIENELEGFGIRLNSKPPNIG
FKKKDKGGINLTATCPQSELDAETVKSILAEYKTIHNADVTLRSDATADDLIDVVEGNRVY
IPCIYVLNKIDQISIEELDIIYKVPHCVPISAHHRWNFDDLLEKIWDYLKLVRIYTKPKG
QLPDYTSPVVLPYSRTTVEDFCMKIHKNLIKEFKYALVWGLSVKHNPQKVGKDHTLEDED
VIQIVKK
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>sp 015078 |CE290 HUMAN Centrosomal protein of 290 kDa OS=Homo
sapiens 0X=9606 GN=CEP290 PE=1 SV=2
MPPNINWKETIMKVDPDDLPROQEELADNLLISLSKVEVNELKSEKQENVIHLFRITQSLMK
MKAQEVELALEEVEKAGEEQAKFENQLKTKVMKLENELEMAQQSAGGRDTRFLRNEICQL
EKQLEQKDRELEDMEKELEKEKKVNEQLALRNEEAENENSKLRRENKRLKKKNEQLCQDTI
IDYQKQIDSQOKETLLSRRGEDSDYRSQLSKKNYELIQYLDEIQTLTEANEKIEVONQEMR
KNLEESVQEMEKMTDEYNRMKATIVHQTDNVIDQLKKENDHYQLOVQELTDLLKSKNEEDD
PIMVAVNAKVEEWKLILSSKDDEITEYQOMLHNLREKLKNAQLDADKSNVMALQQGIQER
DSQIKMLTEQVEQYTKEMEKNTCITEDLKNELOQRNKGASTLSQQTHMKIQSTLDILKEKT
KEAERTAELAEADAREKDKELVEALKRLKDYESGVYGLEDAVVEIKNCKNQIKIRDREIE
ILTKEINKLELKISDFLDENEALRERVGLEPKTMIDLTEFRNSKHLKQQQOYRAENQILLK
EIESLEEERLDLKKKIROMAQERGKRSATSGLTTEDLNLTENISQGDRISERKLDLLSLK
NMSEAQSKNEFLSRELIEKERDLERSRTVIAKFONKLKELVEENKQLEEGMKE ILQATKE
MOKDPDVKGGETSLITPSLERLVNATIESKNAEGIFDASLHLKAQVDOQLTGRNEELRQELR
ESRKEAINYSQQOLAKANLKIDHLEKETSLLRQSEGSNVVFKGIDLPDGIAPSSASTIINSQ
NEYLTHLLOQELENKEKKLKNLEDSLEDYNRKFAVIRHQQSLLYKEYLSEKETWKTESKTI
KEEKRKLEDQVQODATKVKEYNNLLNALQMDSDEMKKITLAENSRKITVLQVNEKSLIRQY
TTLVELERQLRKENEKQKNELLSMEAEVCEKIGCLOQRFKEMATFKIAALQKVVDNSVSLS
ELELANKQYNELTAKYRDILOKDNMLVQRTSNLEHLECENISLKEQVESINKELEITKEK
LHTITEQAWEQETKLGNESSMDKAKKSITNSDIVSISKKITMLEMKELNERQRAEHCQKMY
EHLRTSLKOQMEERNFELETKFAELTKINLDAQKVEQMLRDELADSVSKAVSDADRQRILE
LEKNEMELKVEVSKLREISDIARRQVEILNAQQOQSRDKEVESLRMQLLDYQAQSDEKSLI
AKLHQHNVSLOLSEATALGKLESITSKLOKMEAYNLRLEQKLDEKEQALYYARLEGRNRA
KHLRQTIQSLRROFSGALPLAQQEKEFSKTMIQLONDKLKIMQEMKNSQQEHRNMENKTLE
MELKLKGLEELISTLKDTKGAQKVINWHMKIEELRLOQELKLNRELVKDKEEIKYLNNIIS
EYERTISSLEEEIVOQONKFHEEROQMAWDQREVDLERQLDIFDRQONEILNAAQKFEEATG
SIPDPSLPLPNQLETALRKIKENIRITLETRATCKSLEEKLKEKESALRLAEQNILSRDK
VINELRLRLPATAEREKLIAELGRKEMEPKSHHTLKIAHQTTANMOQARLNQKEEVLKKYQ
RLLEKAREEQREIVKKHEEDLHILHHRLELQADSSLNKEFKQTAWDLMKQSPTPVPTNKHF
IRLAEMEQTVAEQDDSLSSLLVKLKKVSQDLERQREITELKVKEFENIKLOLOQENHEDEV
KKVKAEVEDLKYLLDQSQKESQCLKSELQAQKEANSRAPTTTMRNLVERLKSQLALKEKQ
QKALSRALLELRAEMTAAAEERIISATSQKEAHLNVQQIVDRHTRELKTQVEDLNENLLK
LKEALKTSKNRENSLTDNLNDLNNELOQKKQKAYNKILREKEEIDQENDELKRQIKRLTSG
LOGKPLTDNKQSLIEELQRKVKKLENQLEGKVEEVDLKPMKEKNAKEELTRWEEGKKWQA
KIEGIRNKLKEKEGEVEFTLTKQLNTLKDLFAKADKEKLTLORKLKTTGMTVDQVLGIRAL
ESEKELEELKKRNLDLENDILYMRAHQALPRDSVVEDLHLONRYLOEKLHALEKQESKDT
YSKPSISGIESDDHCQREQELOKENLKLSSENIELKFQLEQANKDLPRLKNQVRDLKEMC
EFLKKEKAEVQRKLGHVRGSGRSGKTIPELEKTIGLMKKVVEKVQRENEQLKKASGILTS
EKMANIEQENEKLKAELEKLKAHLGHQLSMHYESKTKGTEKITAENERLRKELKKETDAA
EKLRIAKNNLEILNEKMTVQLEETGKRLOFAESRGPQLEGADSKSWKSIVVTRMYETKLK
ELETDIAKKNQSITDLKQLVKEATEREQKVNKYNEDLEQQIKILKHVPEGAETEQGLKRE
LOVLRLANHQLDKEKAELTHQIEANKDQSGAESTIPDADQLKEKIKDLETQLKMSDLEKQ
HLKEETIKKLKKELENFDPSFFEEIEDLKYNYKEEVKKNILLEEKVKKLSEQLGVELTSPV
AASEEFEDEEESPVNEFPIY

>sp|000487 | PSDE_HUMAN 26S proteasome non-ATPase regulatory subunit
14 OS=Homo sapiens 0X=9606 GN=PSMD14 PE=1 SV=1
MDRLLRLGGGMPGLGQGPPTDAPAVDTAEQVYISSLALLKMLKHGRAGVPMEVMGLMLGE
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FVDDYTVRVIDVFAMPQSGTGVSVEAVDPVFQAKMLDMLKQTGRPEMVVGWYHSHPGEGC
WLSGVDINTQQSFEALSERAVAVVVDPIQSVKGKVVIDAFRLINANMMVLGHEPRQTTSN
LGHLNKPSIQALTHGLNRHYYSITINYRKNELEQKMLLNLHKKSWMEGLTLQDYSEHCKH
NESVVKEMLELAKNYNKAVEEEDKMTPEQLAIKNVGKQDPKRHLEEHVDVLMTSNIVQCL
AAMLDTVVFK

>sp|P29322 |EPHA8 HUMAN Ephrin type-A receptor 8 OS=Homo sapiens
0X=9606 GN=EPHA8 PE=1 SV=2
MAPARGRLPPALWVVTAAAAAATCVSAARGEVNLLDTSTIHGDWGWLTYPAHGWDSINEV
DESFQPTHTYQVCNVMSPNONNWLRTSWVPRDGARRVYAETKFTLRDCNSMPGVLGTCKE
TENLYYLESDRDLGASTQESQFLKIDTIAADESFTGADLGVRRLKLNTEVRSVGPLSKRG
FYLAFQDIGACLAILSLRIYYKKCPAMVRNLAAFSEAVTGADSSSLVEVRGQCVRHSEER
DTPKMYCSAEGEWLVPIGKCVCSAGYEERRDACVACELGEFYKSAPGDQLCARCPPHSHSA
APAAQACHCDLSYYRAALDPPSSACTRPPSAPVNLISSVNGTSVTLEWAPPLDPGGRSDI
TYNAVCRRCPWALSRCEACGSGTRFVPQQOTSLVQASLLVANLLAHMNYSFWIEAVNGVSD
LSPEPRRAAVVNITTNQAAPSQVVVIRQERAGQTSVSLLWQEPEQPNGITILEYEIKYYEK
DKEMQSYSTLKAVTTRATVSGLKPGTRYVFQVRARTSAGCGRFSQAMEVETGKPRPRYDT
RTIVWICLTLITGLVVLLLLLICKKRHCGYSKAFQDSDEEKMHYQONGQAPPPVFLPLHHP
PGKLPEPQFYAEPHTYEEPGRAGRSEFTREIEASRIHIEKITIGSGDSGEVCYGRLRVPGQR
DVPVATIKALKAGYTERQRRDFLSEASIMGQFDHPNITRLEGVVTRGRLAMIVTEYMENGS
LDTFLRTHDGQFTIMQLVGMLRGVGAGMRYLSDLGYVHRDLAARNVLVDSNLVCKVSDFG
LSRVLEDDPDAAYTTTGGKIPIRWTAPEATIAFRTFSSASDVWSEFGVVMWEVLAYGERPYW
NMTNRDVISSVEEGYRLPAPMGCPHALHQLMLDCWHKDRAQRPREFSQIVSVLDALIRSPE
SLRATATVSRCPPPAFVRSCEFDLRGGSGGGGGLTVGDWLDSTIRMGRYRDHFAAGGYSSLG
MVLRMNAQDVRALGITLMGHQKKILGSIQTMRAQLTSTQGPRRHL

>sp | Q9UL51 |HCN2 HUMAN Potassium/sodium hyperpolarization-
activated «cyclic nucleotide-gated channel 2 OS=Homo sapiens
0X=9606 GN=HCN2 PE=1 S5SV=3
MDARGGGGRPGESPGATPAPGPPPPPPPAPPQOOPPPPPPPAPPPGPGPAPPQHPPRAEA
LPPEAADEGGPRGRLRSRDSSCGRPGTPGAASTAKGSPNGECGRGEPQCSPAGPEGPARG
PKVSEFSCRGAASGPAPGPGPAEEAGSEEAGPAGEPRGSQASFMQROQFGALLOQPGVNKESL
RMFGSQKAVEREQERVKSAGAWIIHPYSDFRFYWDFTMLLFMVGNLIIIPVGITFFKDET
TAPWIVEFNVVSDTFFLMDLVLNFRTGIVIEDNTEITILDPEKIKKKYLRTWEFVVDEVSSIP
VDYIFLIVEKGIDSEVYKTARALRIVRFTKILSLLRLLRLSRLIRYTHQWEEIFHMTYDL
ASAVMRICNLISMMLLLCHWDGCLQFLVPMLODFPRNCWVSINGMVNHSWSELYSFALFK
AMSHMLCIGYGRQAPESMTDIWLTMLSMIVGATCYAMFIGHATALIQSLDSSRRQYQEKY
KOVEQYMSFHKLPADFROKIHDYYEHRYQGKMFDEDSILGELNGPLREEIVNENCRKLVA
SMPLFANADPNEVTAMLTKLKFEVEFQPGDYITREGTIGKKMYFIQHGVVSVLTKGNKEMK
LSDGSYFGEICLLTRGRRTASVRADTYCRLYSLSVDNENEVLEEYPMMRRAFETVAIDRL
DRIGKKNSILLHKVQHDLNSGVENNQENATTQETIVKYDREMVQQAELGQRVGLEFPPPPPP
POVTSATATLOQQAAAMSEFCPQVARPLVGPLALGSPRLVRRPPPGPAPAAASPGPPPPASP
PGAPASPRAPRTSPYGGLPAAPLAGPALPARRLSRASRPLSASQPSLPHGAPGPAASTRP
ASSSTPRLGPTPAARAAAPSPDRRDSASPGAAGGLDPQDSARSRLSSNL
>sp|POC869|PA24B HUMAN Cytosolic phospholipase AZ beta OS=Homo
sapiens 0X=9606 GN=PLA2G4B PE=1 SV=2
MAVAEVSRTCLLTVRVLQAHRLPSKDLVTPSDCYVTLWLPTACSHRLQTRTVKNSSSPVW
NQSFHFRIHRQLKNVMELKVFDQDLVTGDDPVLSVLFDAGTLRAGEFRRESEFSLSPQGEG
RLEVEFRLQSLADRGEWLVSNGVLVARELSCLHVQLEETGDQKSSEHRVQLVVPGSCEGP
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QEASVGTGTFRFHCPACWEQELSIRLODAPEEQLKAPLSALPSGQVVRLVFPTSQEPLMR
VELKKEAGLRELAVRLGFGPCAEEQAFLSRRKQVVAAALRQALQLDGDLQEDEIPVVAIM
ATGGGIRAMTSLYGQLAGLKELGLLDCVSYITGASGSTWALANLYEDPEWSQKDLAGPTE
LLKTQVTKNKLGVLAPSQLOQRYRQELAERARLGYPSCFTNLWALINEALLHDEPHDHKLS
DOQREALSHGONPLPIYCALNTKGQSLTTFEFGEWCEFSPYEVGFPKYGAFIPSELFGSEF
FMGQLMKRLPESRICFLEGIWSNLYAANLODSLYWASEPSQFWDRWVRNQANLDKEQVPL
LKIEEPPSTAGRIAEFFTDLLTWRPLAQATHNFLRGLHFHKDYFQHPHFSTWKATTLDGL
PNQLTPSEPHLCLLDVGYLINTSCLPLLOPTRDVDLILSLDYNLHGAFQQLQLLGREFCQE
QOGIPFPPISPSPEEQLOPRECHTFSDPTCPGAPAVLHFPLVSDSFREYSAPGVRRTPEEA
AAGEVNLSSSDSPYHYTKVTYSQEDVDKLLHLTHYNVCNNQEQLLEALRQAVQRRRQRRP
H

>sp|Q9UNS2 |CSN3 HUMAN COP9 signalosome complex subunit 3 OS=Homo
sapiens 0X=9606 GN=COPS3 PE=1 SV=3
MASALEQFVNSVRQLSAQGOMTQLCELINKSGELLAKNLSHLDTVLGALDVQEHSLGVLA
VLEVKEFSMPSVPDFETLESQVQLFISTCNGEHIRYATDTFAGLCHQLTNALVERKQPLRG
IGILKQAIDKMOMNTNQLTSIHADLCQLCLLAKCFKPALPYLDVDMMDICKENGAYDAKH
FLCYYYYGGMIYTGLKNFERALYFYEQATTTPAMAVSHIMLESYKKYILVSLILLGKVQQ
LPKYTSQIVGRFIKPLSNAYHELAQVYSTNNPSELRNLVNKHSETFTRDNNMGLVKQCLS
SLYKKNIQRLTKTFLTLSLODMASRVQLSGPQEAEKYVLHMIEDGEIFASINQKDGMVSEFE
HDNPEKYNNPAMLHNIDQEMLKCIELDERLKAMDQEITVNPQFVQKSMGSQEDDSGNKPS
SYS

>sp|Q96D53 | COQ8B HUMAN  Atypical kinase COQ8B, mitochondrial
OS=Homo sapiens 0X=9606 GN=COQ8B PE=1 SV=2
MWLKVGGLLRGTGGQLGQTVGWPCGALGPGPHRWGPCGGSWAQKEFYQODGPGRGLGEEDIR
RAREARPRKTPRPQLSDRSRERKVPASRISRLANFGGLAVGLGLGVLAEMAKKSMPGGRL
QSEGGSGLDSSPFLSEANAERIVQTLCTVRGAALKVGOMLSIQDNSFISPOLOQHTFERVR
QSADFMPRWOMLRVLEEELGRDWQAKVASLEEVPFAAASIGQVHQGLLRDGTEVAVKIQY
PGIAQSIQSDVONLLAVLKMSAALPAGLFAEQSLOALQQELAWECDYRREAACAQNFEFRQL
LANDPFFRVPAVVKELCTTRVLGMELAGGVPLDQCQGLSQDLRNQICFQLLTLCLRELFE
FREMQTDPNWANFLYDASSHQVTLLDFGASREFGTEFTDHY IEVVKAAADGDRDCVLQKS
RDLKFLTGFETKAFSDAHVEAVMILGEPFATQGPYDFGSGETARRIQDLIPVLLRHRLCP
PPEETYALHRKLAGAFLACAHLRAHIACRDLFQOQDTYHRYWASRQPDAATAGSLPTKGDSW
VDPS

>sp |Q5HYK9|ZN667 HUMAN Zinc finger protein 667 OS=Homo sapiens
0X=9606 GN=ZNF667 PE=1 SV=2
MPSARGKSKSKAPITFGDLAIYFSQEEWEWLSPIQKDLYEDVMLENYRNLVSLGLSEFRRP
NVITLLEKGKAPWMVEPVRRRRAPDSGSKCETKKLPPNQCNKSGQSTICQKLVSAQQKAPT
RKSGCNKNSVLVKPKKGHSGKKPLKCNDCGKTFSRSEFSLKLHONIHTGEKPFECSNCRKA
FROISSILLHQRIHSGKKSHECNKCGESFNQRTTLILHMRIHDGKEILDCGKALSQCQSF
NITHQKTHVVGNVCQCRKCGKAFNQMSSLLLHKKIHNGKKTHKYNKCGRGEFKKKSVFEVVHK
RIHAGEKIPENAKALSQSLOQOQRSHHLENPFKCRKCGKLENRISPLMLHQRIHTSEKPYKC
DKCDKFFRRLSTLILHLRIHNGEKLYRCNKCEKVCNRHSSLIQHQKVHTKKKKLFECKEC
GKMFSGTANLKIHONTIHSEEKPFKCNKCSKVFGRQSFLIEHQRIHTGEKPYQCEECGKAF
SHRISLTRHKRIHTEDRPYECDQCGKAFSQSAHLAQHERTIHTGEKPYTCKTCGKAFSQRT
SLILHERSHTGEKPYECNECGKAFSSGSDLIRHQRSHSSEKPYECSKCGKAYSRSSSLIR
HONTHSEEKA
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>sp|Q8IWAS|CTL2 HUMAN Choline transporter-like protein 2 OS=Homo
sapiens 0X=9606 GN=SLC44A2 PE=1 SV=3
MGDERPHYYGKHGTPQKYDPTFKGPIYNRGCTDIICCVFLLLAIVGYVAVGITAWTHGDP
RKVIYPTDSRGEFCGQKGTKNENKPYLFYFNIVKCASPLVLLEFQCPTPQICVEKCPDRY
LTYLNARSSRDFEYYKQFCVPGFKNNKGVAEVLQODGDCPAVLIPSKPLARRCFPATHAYK
GVLMVGNETTYEDGHGSRKNITDLVEGAKKANGVLEARQLAMRIFEDYTVSWYWITIGLV
IAMAMSLLFITLLRFLAGIMVWVMIIMVILVLGYGIFHCYMEYSRLRGEAGSDVSLVDLG
FOQTDFRVYLHLROQTWLAFMITILSILEVIIILLLIFLRKRILIATALIKEASRAVGYVMCS
LLYPLVTFFLLCLCIAYWASTAVFLSTSNEAVYKIFDDSPCPFTAKTCNPETFPSSNESR
QCPNARCQFAFYGGESGYHRALLGLOIFNAFMFFWLANFVLALGQVTLAGAFASYYWALR
KPDDLPAFPLFSAFGRALRYHTGSLAFGALILAIVQIIRVILEYLDQRLKAAENKFAKCL
MTCLKCCFWCLEKFIKFLNRNAYIMIATYGTNFCTSARNAFFLLMRNIIRVAVLDKVTDF
LFLLGKLLIVGSVGILAFFFFTHRIRIVODTAPPLNYYWVPILTVIVGSYLIAHGFFESVY
GMCVDTLFLCFLEDLERNDGSAERPYFMSSTLKKLLNKTNKKAAES
>sp|Q709C8|VP13C HUMAN Intermembrane lipid transfer protein VPS13C
OS=Homo sapiens 0X=9606 GN=VPS13C PE=1 SV=1
MVLESVVADLLNRFLGDYVENLNKSQLKLGIWGGNVALDNLQIKENALSELDVPFKVKAG
QIDKLTLKIPWKNLYGEAVVATLEGLYLLVVPGASIKYDAVKEEKSLODVKQKELSRIEE
ALQKAAEKGTHSGEFIYGLENFVYKDIKPGRKRKKHKKHFKKPFKGLDRSKDKPKEAKKD
TEVEKLATQVIKNVQVKITDIHIKYEDDVTDPKRPLSEFGVTLGELSLLTANEHWTPCILN
EADKITIYKLIRLDSLSAYWNVNCSMSYQRSREQTITLDQLKNEILTSGNIPPNYQYIFQPIS
ASAKLYMNPYAESELKTPKLDCNIEIQNTIATELTKPQYLSMIDLLESVDYMVRNAPYRKY
KPYLPLHTNGRRWWKYAIDSVLEVHIRRYTOMWSWSNIKKHRQLLKSYKTAYKNKLTQSK
VSEEIQKETIQDLEKTLDVENIILARQQOAQVEVIRSGOQKLRKKSADTGEKRGGWEFSGLWGK
KESKKKDEESLIPETIDDLMTPEEKDKLFTAIGYSESTHNLTLPKQYVAHIMTLKLVSTS
VTIRENKNIPETLKIQITGLGTQVSQRPGAQALKVEAKLEHWYITGLRQODIVPSLVAST
GDTTSSLLKIKFETNPEDSPADQTLIVQSQPVEVIYDAKTVNAVVEFFQSNKGLDLEQIT
SATLMKLEETKERTATGLTHITETRKVLDLRINLKPSYLVVPQTGFHHEKSDLLILDFGT
FOLNSKDQGLOQKTTNSSLEEIMDKAYDKEFDVEIKNVOLLFARAEETWKKCRFQHPSTMHT
LOPMDIHVELAKAMVEKDIRMARFKVSGGLPLMHVRISDQKMKDVLYLMNSIPLPQKSSA
QSPERQVSSIPITISGGTKGLLGTSLLLDTVESESDDEYFDAEDGEPQTCKSMKGSELKKA
AEVPNEELINLLLKFEIKEVILEFTKQOKEEDTILVENVTQLGTEATMRTEDLTVVSYLK
KISLDYHEIEGSKRKPLHLISSSDKPGLDLLKVEYIKADKNGPSFQTAFGKTEQTVKVAF
SSLNLLLOQTQALVASINYLTTITPSDDQSISVAKEVQISTEKQQKNSTLPKATIVSSRDSD
ITDFRLFAKLNAFCVIVCNEKNNIAEIKIQGLDSSLSLOSRKQSLFARLENIIVTDVDPK
TVHKKAVSIMGNEVFRFNLDLYPDATEGDLYTDMSKVDGVLSLNVGCIQIVYLHKFLMSL
LNFLNNFQTAKESLSAATAQAAERAATSVKDLAQRSFRVSINIDLKAPVIVIPQSSISTN
AVVVDLGLIRVHNQFSLVSDEDYLNPPVIDRMDVQLTKLTLYRTVIQPGIYHPDIQLLHP
INLEFLVNRNLAASWYHKVPVVEIKGHLDSMNVSLNQEDLNLLFRILTENLCEGTEDLDK
VKPRVQETGEIKEPLEISTISQDVHDSKNTLTTGVEEIRSVDI INMLLNFEIKEVVVTLMK
KSEKKGRPLHELNVLQLGMEAKVKTYDMTAKAYLKKISMQCFDFTDSKGEPLHIINSSNV
TDEPLLKMLLTKADSDGPEFKTIHDSTKQRLKVSFASLDLVLHLEALLSFMDFLSSAAPF
SEPSSSEKESELKPLVGESRSTIAVKAVSSNISQKDVEFDLKITAELNAFNVEVCDQKCNIA
DIKIHGMDASISVKPKQTDVFARLKDIIVMNVDLQSIHKKAVSILGDEVEFREFQLTLYPDA
TEGEAYADMSKVDGKLSFKVGCIQIVYVHKFFMSLLNFLNNFQTAKEALSTATVQAAERA
ASSMKDLAQKSFRLLMDINLKAPVIITPQSSVSPNAVIADLGLIRVENKFSLVPMEHYSL
PPVIDKMNIELTQLKLSRTILOQASLPONDIEILKPVNMLLSTIQRNLAAAWYVQIPGMETK
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GKLKPMQVALSEDDLTVLMKILLENLGEASSQPSPTQSVQETVRVRKVDVSSVPDHLKEQ
EDWTDSKLSMNQIVSLOFDFHFESLSITLYNNDINQESGVAFHNDSFQLGELRLHLMASS
GKMFKDGSMNVSVKLKTCTLDDLREGIERATSRMIDRKNDQDNNSSMIDISYKQDKNGSQ
IDAVLDKLYVCASVEFLMTVADFFIKAVPQSPENVAKETQILPRQTATGKVKIEKDDSVR
PNMTLKAMITDPEVVEFVASLTKADAPALTASFQCNLSLSTSKLEQMMEASVRDLKVLACP
FLREKRGKNITTVLQPCSLEFMEKCTWASGKONINIMVKEFTITKISPITLNTVLTIMAALS
PKTKEDGSKDTSKEMENLWGIKSINDYNTWEFLGVDTATEITESFKGIEHSLIEENCGVVV
ESIQVTLECGLGHRTVPLLLAESKEFSGNIKNWTSLMAAVADVTLQVHYYNETHAVWEPLT
ERVEGKROQWNLRLDVKKNPVODKSLLPGDDFTIPEPOMATHISSGNTMNITISKSCLNVEN
NLAKGEFSEGTASTFDYSLKDRAPEFTVKNAVGVPIKVKPNCNLRVMGFPEKSDIFDVDAGQ
NLELEYASMVPSSQGNLSILSRQESSFFTLTIVPHGYTEVANIPVARPGRRLYNVRNPNA
SHSDSVLVQIDATEGNKVITLRSPLOIKNHEFSTIAFTIYKEVKNVKLLERIGIARPEEEFH
VPLDSYRCOQLFIQPAGILEHQYKESTTYISWKEELHRSREVRCMLQCPSVEVSFLPLIVN
TVALPDELSYICTHGEDWDVAYITHLYPSLTLRNLLPYSLRYLLEGTAETHELAEGSTAD
VLHSRISGEIMELVLVKYQGKNWNGHFRIRDTLPEFFPVCESSDSTEVTTVDLSVHVRRI
GSRMVLSVEFSPYWLINKTTRVLQYRSEDIHVKHPADFRDIILESFKKKNIFTKNKVQLKI
STSAWSSSFSLDTVGSYGCVKCPANNMEYLVGVSTIKMSSENLSRIVTLTPFCTIANKSSL
ELEVGEIASDGSMPTNKWNYIASSECLPFWPESLSGKLCVRVVGCEGSSKPEFFYNRQDNG
TLLSLEDLNGGILVDVNTAEHSTVITEFSDYHEGSAPALIMNHTPWDILTYKQSGSPEEMV
LLPROQARLFAWADPTGTRKLTWTYAANVGEHDLLKDGCGQFPYDANIQTHWVSEFLDGRQR
VLLFTDDVALVSKALQAEEMEQADYEITLSLHSLGLSLVNNESKQEVSYIGITSSGVVWE
VKPKQKWKPFSQKQITILLEQSYQKHQISRDHGWIKLDNNFEVNFDKDPMEMRLPIRSPIK
RDFLSGIQIEFKQSSHORSLRARLYWLQVDNQLPGAMEFPVVFHPVAPPKSTIALDSEPKPF
IDVSVITRENEYSKVLOQFKYFMVLIQEMALKIDQGFLGATITIALFTPTTDPEAERRRTKLI
QODIDALNAELMETSMTDMSILSFFEHFHISPVKLHLSLSLGSGGEESDKEKQEMEFAVHS
VNLLLKSIGATLTDVDDLIFKLAYYEIRYQFYKRDQLIWSVVRHYSEQFLKOMYVLVLGL
DVLGNPFGLIRGLSEGVEALFYEPFQGAVQGPEEFAEGLVIGVRSLFGHTVGGAAGVVSR
ITGSVGKGLAAITMDKEYQOKRREELSRQPRDFGDSLARGGKGFLRGVVGGVTGIITKPV
EGAKKEGAAGFFKGIGKGLVGAVARPTGGIVDMASSTFQGIQRAAESTEEVSSLRPPRLI
HEDGIIRPYDRQESEGSDLLENHIKKLEGETYRYHCAIPGSKKTILMVTNRRVLCIKEVE
ILGLMCVDWQCPFEDEFVFPPSVSENVLKISVKEQGLFHKKDSANQGCVRKVYLKDTATAE
RACNATIEDAQSTRQOQKLMKQSSVRLLRPQLPS

>sp|P49757 | NUMB HUMAN Protein numb homolog OS=Homo sapiens O0X=9606
GN=NUMB PE=1 SV=2
MNKLRQSFRRKKDVYVPEASRPHOWQTDEEGVRTGKCSFPVKYLGHVEVDESRGMHICED
AVKRLKAERKFFKGFFGKTGKKAVKAVLWVSADGLRVVDEKTKDLIVDQTIEKVSFCAPD
RNFDRAFSYICRDGTTRRWICHCFMAVKDTGERLSHAVGCAFAACLERKQKREKECGVTA
TEDASRTTFTREGSFRVTTATEQAEREE IMKOMODAKKAETDKIVVGSSVAPGNTAPSPS
SPTSPTSDATTSLEMNNPHAIPRRHAPIEQLARQGSFRGFPALSQKMSPFKRQLSLRINE
LPSTMQRKTDFPIKNAVPEVEGEAESISSLCSQITNAFSTPEDPFSSAPMTKPVTVVAPQ
SPTFQANGTDSAFHVLAKPAHTALAPVAMPVRETNPWAHAPDAANKETAATCSGTEWGQS
SGAASPGLFQAGHRRTPSEADRWLEEVSKSVRAQOQPOASAAPLQPVLOPPPPTATISQPAS
PFOGNAFLTSQPVPVGVVPALQPAFVPAQSYPVANGMPYPAPNVPVVGITPSQMVANVEG
TAGHPQAAHPHQSPSLVRQQTFPHYEASSATTSPFFKPPAQHLNGSAAFNGVDDGRLASA
DRHTEVPTGTCPVDPFEAQWAALENKSKOQRTNPSPTNPFSSDLOQKTFEIEL

>sp |AOAOB4J2D9 [KVD13 HUMAN Immunoglobulin kappa variable 1D-13
OS=Homo sapiens 0X=9606 GN=IGKV1D-13 PE=3 SV=1
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MDMRVPAQLLGLLLLWLPGARCAIQLTQSPSSLSASVGDRVTITCRASQGISSALAWYQQ
KPGKAPKLLIYDASSLESGVPSRFSGSGSGTDFTLTISSLOPEDFATYYCQQENSYP
>sp | PODPO9|KV113 HUMAN Immunoglobulin kappa variable 1-13 OS=Homo
sapiens 0X=9606 GN=IGKV1-13 PE=3 SV=1
MDMRVPAQLLGLLLLWLPGARCAIQLTQSPSSLSASVGDRVTITCRASQGISSALAWYQQ
KPGKAPKLLIYDASSLESGVPSRFSGSGSGTDEFTLTISSLOPEDFATYYCQQOEFNSYP
>sp|P21128 | ENDOU HUMAN Uridylate-specific endoribonuclease
OS=Homo sapiens 0X=9606 GN=ENDOU PE=1 SV=2
MRACISLVLAVLCGLAWAGKIESCASRCNEKFNRDAACQCDRRCLWHGNCCEDYEHLCTE
DHKESEPLPOQLEEETEEALASNLYSAPTSCQGRCYEAFDKHHQCHCNARCQEFGNCCKDF
ESLCSDHEVSHSSDAITKEEIQSISEKIYRADTNKAQKEDIVLNSQNCISPSETRNQVDR
CPKPLFTYVNEKLESKPTYAAFINLLNNYQRATGHGEHFSAQELAEQDAFLRETIMKTAVM
KELYSFLHHONRYGSEQEFVDDLKNMWEFGLYSRGNEEGDSSGFEHVEFSGEVKKGKVTGFEFH
NWIRFYLEEKEGLVDYYSHIYDGPWDSYPDVLAMOQEFNWDGYYKEVGSAFIGSSPEFEFAL
YSLCFIARPGKVCQLSLGGYPLAVRTYTWDKSTYGNGKKYIATAYIVSST
>sp|P27449|VATL HUMAN V-type proton ATPase 16 kDa proteolipid
subunit ¢ OS=Homo sapiens 0X=9606 GN=ATP6VOC PE=1 SV=1
MSESKSGPEYASFFAVMGASAAMVEFSALGAAYGTAKSGTGIAAMSVMRPEQIMKSTITIPVV
MAGITAIYGLVVAVLIANSLNDDISLYKSFLQLGAGLSVGLSGLAAGFAIGIVGDAGVRG
TAQQPRLEFVGMILILIFAEVLGLYGLIVALILSTK

>sp|Ql4643|ITPR1I HUMAN Inositol 1,4,5-trisphosphate receptor type
1 OS=Homo sapiens 0X=9606 GN=ITPR1 PE=1 SV=3
MSDKMSSFLHIGDICSLYAEGSTNGFISTLGLVDDRCVVQPETGDLNNPPKKEFRDCLEKL
CPMNRYSAQKQFWKAAKPGANSTTDAVLLNKLHHAADLEKKQONETENRKLLGTVIQYGNV
IQLLHLKSNKYLTVNKRLPALLEKNAMRVTLDEAGNEGSWFYIQPFYKLRSIGDSVVIGD
KVVLNPVNAGQPLHASSHQLVDNPGCNEVNSVNCNTSWKIVLEMKWSDNKDDILKGGDVV
RLFHAEQEKFLTCDEHRKKQHVEFLRTTGRQSATSATSSKALWEVEVVQHDPCRGGAGYWN
SLFRFKHLATGHYLAAEVDPDFEEECLEFQPSVDPDODASRSRLRNAQEKMVYSLVSVPE
GNDISSTIFELDPTTLRGGDSLVPRNSYVRLRHLCTNTWVHSTNIPIDKEEEKPVMLKIGT
SPVKEDKEAFAIVPVSPAEVRDLDFANDASKVLGSTIAGKLEKGTITONERRSVTKLLEDL
VYFVTGGTNSGQDVLEVVESKPNRERQKLMREQNTLKQIFKLLOQAPFTDCGDGPMLRLEE
LGDQRHAPFRHICRLCYRVLRHSQODYRKNQEYTAKQFGFMQKQIGYDVLAEDTITALLH
NNRKLLEKHITAAEIDTEFVSLVRKNREPRFLDYLSDLCVSMNKSIPVTQELICKAVLNPT
NADILIETKLVLSRFEFEGVSSTGENALEAGEDEEEVWLEFWRDSNKEIRSKSVRELAQDA
KEGQKEDRDVLSYYRYQLNLFARMCLDRQYLAINEISGQLDVDLILRCMSDENLPYDLRA
SFCRLMLHMHVDRDPQEQVTPVKYARLWSEIPSETAIDDYDSSGASKDEIKERFAQTMEF
VEEYLRDVVCQRFPFSDKEKNKLTFEVVNLARNLIYFGFYNFSDLLRLTKILLAILDCVH
VITIFPISKMAKGEENKGNNDVEKLKSSNVMRSTHGVGELMTQVVLRGGGFLPMTPMAAA
PEGNVKQAEPEKEDIMVMDTKLKITEILQFILNVRLDYRISCLLCIFKREFDESNSQTSE
TSSGNSSQEGPSNVPGALDFEHIEEQAEGIFGGSEENTPLDLDDHGGRTFLRVLLHLTMH
DYPPLVSGALQLLFRHFSQRQEVLOAFKQVQOLLVTSQODVDNYKQIKQDLDQLRSIVEKSE
LWVYKGQGPDETMDGASGENEHKKTEEGNNKPOQKHESTSSYNYRVVKEILIRLSKLCVQE
SASVRKSRKOQOORLLRNMGAHAVVLELLOQTIPYEKAEDTKMQE IMRLAHEFLONFCAGNQQ
NQALLHKHINLFLNPGILEAVTMOHIFMNNFQLCSEINERVVQHEFVHCIETHGRNVQYIK
FLOTIVKAEGKFIKKCQODMVMAELVNSGEDVLVEFYNDRASFQTLTIQMMRSERDRMDENSP
LMYHTHLVELLAVCTEGKNVYTEIKCNSLLPLDDIVRVVTHEDCIPEVKIAYINFLNHCY
VDTEVEMKE IYTSNHMWKLFENFLVDICRACNNTSDRKHADSILEKYVTEIVMSIVTTEF
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SSPESDOSTTLQTRQPVEFVQLLOQGVFRVYHCNWLMPSQKASVESCIRVLSDVAKSRATAT
PVDLDSQVNNLEFLKSHSTVOQKTAMNWRLSARNAARRDSVLAASRDYRNITERLODIVSAL
EDRLRPLVQAELSVLVDVLHRPELLFPENTDARRKCESGGFICKLIKHTKQLLEENEEKL
CIKVLQTLREMMTKDRGYGEKLISIDELDNAELPPAPDSENATEELEPSPPLRQLEDHKR
GEALRQVLVNRYYGNVRPSGRRESLTSFGNGPLSAGGPGKPGGGGGGSGSSSMSRGEMSL
AEVQCHLDKEGASNLVIDLIMNASSDRVFHESTLLATIALLEGGNTTIQHSFFCRLTEDKK
SEKFFKVFYDRMKVAQQETIKATVTVNTSDLGNKKKDDEVDRDAPSRKKAKEPTTQITEEV
RDOLLEASAATRKAFTTFRREADPDDHYQPGEGTQATADKAKDDLEMSAVITIMQPILRFE
LOLLCENHNRDLONFLRCONNKTNYNLVCETLQFLDCICGSTTGGLGLLGLYINEKNVAL
INQTLESLTEYCQGPCHENQNCIATHESNGIDITTALILNDINPLGKKRMDLVLELKNNA
SKLLLATIMESRHDSENAERILYNMRPKELVEVIKKAYMQGEVEFEDGENGEDGAASPRNV
GHNIYILAHQLARHNKELQSMLKPGGQVDGDEALEFYAKHTAQIEIVRLDRTMEQIVEPV
PSICEFLTKESKLRIYYTTERDEQGSKINDFFLRSEDLENEMNWQKKLRAQPVLYWCARN
MSFWSSISEFNLAVLMNLLVAFFYPFKGVRGGTLEPHWSGLLWTAMLISLATVIALPKPHG
IRALTIASTILRLIFSVGLOQPTLFLLGAFNVCNKIIFLMSEVGNCGTFTRGYRAMVLDVEF
LYHLLYLVICAMGLFVHEFFYSLLLFDLVYREETLLNVIKSVTRNGRSIILTAVLALILV
YLESIVGYLFFKDDFILEVDRLPNETAVPETGESLASEFLFSDVCRVESGENCSSPAPRE
ELVPAEETEQDKEHTCETLLMCIVTVLSHGLRSGGGVGDVLRKPSKEEPLFAARVIYDLL
FFFMVIIIVLNLIFGVIIDTFADLRSEKQKKEEILKTTCFICGLERDKEDNKTVTFEEHT
KEEHNMWHYLCFIVLVKVKDSTEYTGPESYVAEMIKERNLDWFPRMRAMSTLVSSDSEGEQ
NELRNLQEKLESTMKLVTNLSGQLSELKDOMTEQRKQKQORIGLLGHPPHMNVNPQQPA
>sp|P04053 | TDT HUMAN DNA nucleotidylexotransferase OS=Homo
sapiens 0X=9606 GN=DNTT PE=1 SV=3
MDPPRASHLSPRKKRPRQTGALMASSPODIKFODLVVEFILEKKMGTTRRAFLMELARRKG
FRVENELSDSVTHIVAENNSGSDVLEWLQAQKVQVSSQPELLDVSWLIECIRAGKPVEMT
GKHQLVVRRDYSDSTNPGPPKTPPTAVOQKISQYACQRRTTLNNCNQIFTDAFDILAENCE
FRENEDSCVTFMRAASVLKSLPFTIISMKDTEGIPCLGSKVKGITIEETIIEDGESSEVKAV
LNDERYQSFKLFTSVFGVGLKTSEKWFRMGFRTLSKVRSDKSLKFTRMOQKAGFLYYEDLV
SCVTRAEAEAVSVLVKEAVWAFLPDAFVTMTGGFRRGKKMGHDVDEFLITSPGSTEDEEQL
LOKVMNLWEKKGLLLYYDLVESTFEKLRLPSRKVDALDHFQKCFLIFKLPRQRVDSDQSS
WOEGKTWKAIRVDLVLCPYERRAFALLGWTGSRQFERDLRRYATHERKMILDNHALYDKT
KRIFLKAESEEEIFAHLGLDYIEPWERNA

>sp|094760 | DDAHL HUMAN N (G) ,N(G)-dimethylarginine
dimethylaminohydrolase 1 OS=Homo sapiens O0X=9606 GN=DDAH1 PE=1
SvV=3
MAGLGHPAAFGRATHAVVRALPESLGQHALRSAKGEEVDVARAERQHQLYVGVLGSKLGL
QVVELPADESLPDCVEFVEDVAVVCEETALITRPGAPSRRKEVDMMKEALEKLQLNIVEMK
DENATLDGGDVLEFTGREFFVGLSKRTNQRGAETILADTFKDYAVSTVPVADGLHLKSFEFCSM
AGPNLTATGSSESAQKALKIMOQOMSDHRYDKLTVPDDIAANCIYLNIPNKGHVLLHRTPE
EYPESAKVYEKLKDHMLIPVSMSELEKVDGLLTCCSVLINKKVDS

>sp | A6NGW2 | STRCL HUMAN Putative stereocilin-like protein OS=Homo
sapiens 0X=9606 GN=STRCP1 PE=5 3V=1
MALSIWPLLLLLLLLLLLSFAVTILAPTGPHSLDPGLSFLKSLLSTLDQAPQGSLSRSREF
TFLANISSSFEPGRMGEGPVGEPPPLOPPALRLHDFLVTLRGSPDWE PMLGLLGDMLALL
GQEQTPRDFLVHQAGVLGGLVEVLLGALVPGGPPTPTQPPCTRDGPSDCVLAADWLPSLL
LLLEGTRWQALVQVQPSVDPTNATGLDGREAAPHFLOGLLGLLTPTGELGSKEALWGGLL
RTVGAPLYAAFQEGLLRVTHSLODEVFSILGQPEPDTNGQCQGGNLOQLLLWGVRHNLSW
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DVOQALGFLSGSPPPPPALLHCLSTGVPLPRASQPSAHISPROQRRAITVEALCENHLGPAP
PYSISNEFSIHLLCOQHTKPATPQPHPSTTAICQTAVWYAVSWAPGAQGWLQACHDQFPDEF
LDATICSNLSFSALSGSNRRLVKRLCAGLLPPPTSCPEGLPPVPLTPDIFWGCFLENETLW
AERLCGEASLQAVPPSNQAWVQHVCQGPTPDVTASPPCHIGPCGERCPDGGSFLVMVCAN
DTMYEVLVPEFWPWLAGQCRISRGGNDTCFLEGLLGPLLPSLPPLGPSPLCLTPGPFLLGM
LSQLPRCQSSVPALAHPTRLHYLLRLLTFLLGPGAGGAEAQGMLGRALLLSSLPDNCSFW
DAFRPEGRRSVLRTIGEYLEQDEEQPTPSGFEPTVNPSSGISKMELLACFSPVLWDLLQR
EKSVWALQILVQAYLHMPPENLQQLVLSAEREAAQGFLTLMLQGKLQGKLQVPPSEEQAL
GRLTALLLOQRYPRLTSQLFIDLSPLIPFLAVSDLMRFPPSLLANDSVLAAIRDYSPGMRP
EQKEALAKRLLAPELFGEVPAWPQELLWAVLPLLPHLPLENFLQLSPHQIQALEDSWPAA
GLGPGHARHVLRSLVNQSVQODGEEQVRRLGPLACFLSPEELQSLVPLSDPTGPVERGLLE
CAANGTLSPEGRVAYELLGVLRSSGGAVLSPRELRVWAPLFSQLGLRFLOELSEPQLRAM
LPVLQGTSVTPAQAVLLLGRLLPRHDLSLEELCSLHLLLPGLSPQTLQAIPRRVLVGACS
CLAPELSRLSACQTAALLQTFRVKDGVKNMGTTGAGPAVCIPGQQPIPTTWPDCLLPLLP
LKLLOLDSLALLANRRRYWELPWSEQQAQFLWKKMQVPTNLTLRNLOQALGTLAGGMSCEF
LOQINSMVDFLEVVHMIYQLPTRVRGSLRACIWAELQRRMAMPEPEWTTVGPELNGLDSK
LLLDLPIQLMDRLSNESIMLVVELVQRAPEQLLALTPLHQAALAERALONLAPKETPVSG
EVLETLGPLVGFLGTESTRQIPLQILLSHLSFCLGETFATELGWLLLQESVLGKPELWSQ
DEVEQAGRLVEFTLSTEAISLIPREALGPETLERLLEKQQSWEQSRVGQLCRGPQLAAKKA
ALVAGVVRPAAEDLPEPVPNCADVRGTFPAACSATQIAEMELSDFKDCLTLFAGDPGLGP
EEPRAAMGKAKWLWGPPRGFGPEQILQLGRLLIGLGDQELQELILVDWGVLSTLGQIDGW
SSTQLRIVVSSFLRQSGRHVSHLDEFVHLTALGYTLCGLRPEELQHISSWEFSQAALFLGT
LHLQCSEEQLEFLAHLFVLPGGFGPISNWGPEIFTEIGTIAAGIPDLALSALLRGQIQGV
TPLAISVIPPPKFAVVFSPIQLSSLASAQAVAVTPEQMAFLSPEQRRAVAWAQHEGKESP
EQOGRSTAWGLODWSRPSWSLVLTISFLGHLL

>sp | Q7RTU9 | STRC_HUMAN Stereocilin OS=Homo sapiens 0X=9606 GN=STRC
PE=2 SV=1
MALSIWPLLLLLLLLLLLSFAVTLAPTGPHSLDPGLSFLKSLLSTLDQAPQGSLSRSRFF
TFLANISSSFEPGRMGEGPVGEPPPLQPPALRLHDFLVTLRGSPDWEPMLGLLGDMLALL
GQEQTPRDFLVHQAGVLGGLVEVLLGALVPGGPPTPTRPPCTRDGPSDCVLAADWLPSLL
LLLEGTRWQALVQVQPSVDPTNATGLDGREAAPHFLOQGLLGLLTPTGELGSKEALWGGLL
RTVGAPLYAAFQEGLLRVTHSLODEVESILGQPEPDTNGQCQGGNLQQLLLWGVRHNLSW
DVQALGFLSGSPPPPPALLHCLSTGVPLPRASQPSAHISPRQRRAITVEALCENHLGPAP
PYSISNESTHLLCQHTKPATPQPHPSTTATICQTAVWYAVSWAPGAQGWLQACHDQFPDEF
LDAICSNLSFSALSGSNRRLVKRLCAGLLPPPTSCPEGLPPVPLTPDIFWGCFLENETLW
AERLCGEASLQAVPPSNQAWVQHVCQGPTPDVTASPPCHIGPCGERCPDGGSFLVMVCAN
DTMYEVLVPFWPWLAGQCRISRGGNDTCFLEGLLGPLLPSLPPLGPSPLCLTPGPFLLGM
LSQLPRCQSSVPALAHPTRLHYLLRLLTFLLGPGAGGAEAQGMLGRALLLSSLPDNCSFW
DAFRPEGRRSVLRTIGEYLEQDEEQPTPSGFEPTVNPSSGISKMELLACESPVLWDLLQR
EKSVWALQILVQAYLHMPPENLQQLVLSAEREAAQGFLTLMLQGKLQGKLQVPPSEEQAL
GRLTALLLQRYPRLTSQLFIDLSPLIPFLAVSDLMRFPPSLLANDSVLAAIRDYSPGMRP
EQKEALAKRLLAPELFGEVPAWPQELLWAVLPLLPHLPLENFLOLSPHQIQALEDSWPAA
GLGPGHARHVLRSLVNQSVQDGEEQVRRLGPLACFLSPEELQSLVPLSDPTGPVERGLLE
CAANGTLSPEGRVAYELLGVLRSSGGAVLSPRELRVWAPLFSQLGLRFLOQELSEPQLRAM
LPVLQGTSVTPAQAVLLLGRLLPRHDLSLEELCSLHLLLPGLSPQTLQATIPRRVLVGACS
CLAPELSRLSACQTAALLQTFRVKDGVKNMGTTGAGPAVCIPGQPIPTTWPDCLLPLLPL
KLLOLDSLALLANRRRYWELPWSEQQAQFLWKKMQVPTNLTLRNLOALGTLAGGMSCEFL
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QOINSMVDFLEVVHMIYQLPTRVRGSLRACIWAELORRMAMPEPEWTTVGPELNGLDSKL
LLDLPIQLMDRLSNESIMLVVELVORAPEQLLALTPLHQAALAERALONLAPKETPVSGE
VLETLGPLVGFLGTESTROIPLOILLSHLSQLOGFCLGETFATELGWLLLOESVLGKPEL
WSQDEVEQAGRLVFTLSTEAISLTIPREALGPETLERLLEKQOSWEQSRVGQLCREPQLAA
KKAALVAGVVRPAAEDLPEPVPNCADVRGTFPAAWSATQIAEMELSDFEDCLTLFAGDPG
LGPEELRAAMGKAKQLWGPPRGFRPEQILOLGRLLIGLGDRELQELILVDWGVLSTLGQT
DGWSTTQLRIVVSSEFLRQSGRHVSHLDFVHLTALGYTLCGLRPEELQHISSWEFSQAALF
LGTLHLQCSEEQLEVLAHLLVLPGGFGPISNWGPEIFTEIGTIAAGIPDLALSALLRGQT
QGVTPLAISVIPPPKFAVVESPIQLSSLTSAQAVAVTPEQMAFLSPEQRRAVAWAQHEGK
ESPEQOGRSTAWGLODWSRPSWSLVLTISEFLGHLL

>sp Q03164 |KMT2A HUMAN Histone-lysine N-methyltransferase
OS=Homo sapiens 0X=9606 GN=KMT2A PE=1 SV=5
MAHSCRWRFPARPGTTGGGGGGGRRGLGGAPRQRVPALLLPPGPPVGGGGPGAPPSPPAV
AAAAAAAGSSGAGVPGGAAAASAASSSSASSSSSSSSSASSGPALLRVGPGEFDAALQVSA
AIGTNLRRFRAVFGESGGGGGSGEDEQFLGFGSDEEVRVRSPTRSPSVKTSPRKPRGRPR
SGSDRNSATILSDPSVEFSPLNKSETKSGDKIKKKDSKSIEKKRGRPPTEFPGVKIKITHGKD
ISELPKGNKEDSLKKIKRTPSATFOQOATKIKKLRAGKLSPLKSKFKTGKLQIGRKGVQIV
RRRGRPPSTERIKTPSGLLINSELEKPOQKVRKDKEGTPPLTKEDKTVVROSPRRIKPVRI
IPSSKRTDATIAKQLLORAKKGAQKKIEKEAAQLQGRKVKTQVKNIRQFIMPVVSAISSR
ITKTPRRFIEDEDYDPPIKIARLESTPNSRESAPSCGSSEKSSAASQHSSOMSSDSSRSS
SPSVDTSTDSQASEEIQVLPEERSDTPEVHPPLPISQSPENESNDRRSRRYSVSERSEGS
RTTKKLSTLQSAPQQQTSSSPPPPLLTPPPPLOQPASSISDHTPWLMPPTIPLASPFLPAS
TAPMOGKRKSILREPTFRWTSLKHSRSEPQYFSSAKYAKEGLIRKPIFDNFRPPPLTPED
VGFASGFSASGTAASARLFSPLHSGTRFDMHKRSPLLRAPRFTPSEAHSRIFESVTLPSN
RTSAGTSSSGVSNRKRKRKVFSPIRSEPRSPSHSMRTRSGRLSSSELSPLTPPSSVSSSL
SISVSPLATSALNPTFTFPSHSLTQOQSGESAEKNQRPRKOTSAPAEPFSSSSPTPLEPWET
PGSQTERGRNKDKAPEELSKDRDADKSVEKDKSRERDREREKENKRESRKEKRKKGSETQ
SSSALYPVGRVSKEKVVGEDVATSSSAKKATGRKKSSSHDSGTDITSVTLGDTTAVKTKI
LIKKGRGNLEKTNLDLGPTAPSLEKEKTLCLSTPSSSTVKHSTSSIGSMLAQADKLPMTD
KRVASLLKKAKAQLCKIEKSKSLKQTDQPKAQGQESDSSETSVRGPRIKHVCRRAAVALG
RKRAVFPDDMPTLSALPWEEREKILSSMGNDDKSSIAGSEDAEPLAPPTIKPIKPVTRNKA
POEPPVKKGRRSRRCGQCPGCQVPEDCGVCTNCLDKPKEFGGRNIKKQCCKMRKCONLQWM
PSKAYLQKQAKAVKKKEKKSKTSEKKDSKESSVVKNVVDSSQKPTPSAREDPAPKKSSSE
PPPRKPVEEKSEEGNVSAPGPESKQATTPASRKSSKQVSQPALVIPPOQPPTTGPPRKEVP
KTTPSEPKKKQPPPPESGPEQSKOKKVAPRPSIPVKQKPKEKEKPPPVNKQENAGTLNIL
STLSNGNSSKQKIPADGVHRIRVDFKEDCEAENVWEMGGLGILTSVPITPRVVCFLCASS
GHVEFVYCQVCCEPFHKFCLEENERPLEDQLENWCCRRCKFCHVCGROQHQATKQLLECNK
CRNSYHPECLGPNYPTKPTKKKKVWICTKCVRCKSCGSTTPGKGWDAQWSHDESLCHDCA
KLFAKGNFCPLCDKCYDDDDYESKMMQCGKCDRWVHSKCENLSDEMYETLSNLPESVAYT
CVNCTERHPAEWRLALEKELQISLKOQVLTALLNSRTTSHLLRYRQAAKPPDLNPETEEST
PSRSSPEGPDPPVLTEVSKQDDOQPLDLEGVKRKMDOGNYTSVLEFSDDIVKIIQAAINS
DGGQPETIKKANSMVKSFEFIRQMERVFPWESVKKSREFWEPNKVSSNSGMLPNAVLPPSLDH
NYAQWOQEREENSHTEQPPLMKKIIPAPKPKGPGEPDSPTPLHPPTPPILSTDRSREDSPE
LNPPPGIEDNRQCALCLTYGDDSANDAGRLLY IGONEWTHVNCALWSAEVFEDDDGSLKN
VHMAVIRGKQLRCEFCQKPGATVGCCLTSCTSNYHFMCSRAKNCVFLDDKKVYCQRHRDL
IKGEVVPENGFEVFRRVEVDFEGISLRRKFLNGLEPENTIHMMIGSMTIDCLGILNDLSDC
EDKLFPIGYQCSRVYWSTTDARKRCVYTCKIVECRPPVVEPDINSTVEHDENRTIAHSPT
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SFTESSSKESQNTAEIISPPSPDRPPHSQTSGSCYYHVISKVPRIRTPSYSPTQRSPGCR
PLPSAGSPTPTTHEIVTVGDPLLSSGLRSIGSRRHSTSSLSPOQRSKLRIMSPMRTGNTYS
RNNVSSVSTTGTATDLESSAKVVDHVLGPLNSSTSLGONTSTSSNLQRTVVTVGNKNSHL
DGSSSSEMKQSSASDLVSKSSSLKGEKTKVLSSKSSEGSAHNVAYPGIPKLAPQVHNTTS
RELNVSKIGSFAEPSSVSFSSKEALSFPHLHLRGORNDRDQHTDSTQSANSSPDEDTEVK
TLKLSGMSNRSSTINEHMGSSSRDRROKGKKSCKETFKEKHSSKSFLEPGQVTTGEEGNL
KPEFMDEVLTPEYMGQRPCNNVSSDKIGDKGLSMPGVPKAPPMQVEGSAKELQAPRKRTV
KVTLTPLKMENESQSKNALKESSPASPLOQIESTSPTEPISASENPGDGPVAQPSPNNTSC
ODSQOSNNYONLPVQODRNLMLPDGPKPQEDGSFKRRYPRRSARARSNMFFGLTPLYGVRSY
GEEDIPFYSSSTGKKRGKRSAEGQVDGADDLSTSDEDDLYYYNFTRTVISSGGEERLASH
NLFREEEQCDLPKISQLDGVDDGTESDTSVTATTRKSSQIPKRNGKENGTENLKIDRPED
AGEKEHVTKSSVGHKNEPKMDNCHSVSRVKTQGODSLEAQLSSLESSRRVHTSTPSDKNL
LDTYNTELLKSDSDNNNSDDCGNILPSDIMDEVLKNTPSMQALGESPESSSSELLNLGEG
LGLDSNREKDMGLFEVFSQQLPTTEPVDSSVSSSISAEEQFELPLELPSDLSVLTTRSPT
VPSONPSRLAVISDSGEKRVTITEKSVASSESDPALLSPGVDPTPEGHMTPDHE IQGHMD
ADHISSPPCGSVEQGHGNNQDLTRNSSTPGLQVPVSPTVPIQNQKYVPNSTDSPGPSQIS
NAAVQTTPPHLKPATEKLIVVNONMOPLYVLOTLPNGVTQKIQLTSSVSSTPSVMETNTS
VLGPMGGGLTLTTGLNPSLPTSQSLEFPSASKGLLPMSHHQHLHSFPAATQSSEFPPNISNP
PSGLLIGVQPPPDPQLLVSESSQRTDLSTTVATPSSGLKKRPISRLOQTRKNKKLAPSSTP
SNIAPSDVVSNMTLINFTPSQLPNHPSLLDLGSLNTSSHRTVPNITKRSKSSIMYFEPAP
LLPOSVGGTAATAAGTSTISQDTSHLTSGSVSGLASSSSVLNVVSMQTTTTPTSSASVPG
HVTLTNPRLLGTPDIGSISNLLIKASQQSLGIQDQPVALPPSSGMFPQLGTSQTPSTAAT
TAASSICVLPSTQTTGITAASPSGEADEHYQLOHVNQLLASKTGIHSSQRDLDSASGPQV
SNFTQTVDAPNSMGLEQNKALSSAVQASPTSPGGSPSSPSSGQRSASPSVPGPTKPKPKT
KRFQLPLDKGNGKKHKVSHLRTSSSEAHIPDQETTSLTSGTGTPGAEAEQQODTASVEQSS
QKECGQPAGQVAVLPEVQVTONPANEQESAEPKTVEEEESNEFSSPLMLWLOQEQKRKEST
TEKKPKKGLVFEISSDDGFQICAESIEDAWKSLTDKVQEARSNARLKQLSFAGVNGLRML
GILHDAVVFLIEQLSGAKHCRNYKFRFHKPEEANEPPLNPHGSARAEVHLRKSAFDMENF
LASKHRQPPEYNPNDEEEEEVQLKSARRATSMDLPMPMRFRHLKKTSKEAVGVYRSPIHG
RGLFCKRNIDAGEMVIEYAGNVIRSIQTDKREKYYDSKGIGCYMFRIDDSEVVDATMHGN
AARFINHSCEPNCYSRVINIDGQKHIVIFAMRKIYRGEELTYDYKFPIEDASNKLPCNCG
AKKCRKFLN

>spl1Q92616|GCN1 HUMAN eIF-2-alpha kinase activator GCN1 OS=Homo
sapiens 0X=9606 GN=GCN1l PE=1 SV=7
MAADTQVSETLKRFAGKVTTASVKERRETILSELGKCVAGKDLPEGAVKGLCKLFCLTLHR
YRDAASRRALQAAIQQLAEAQPEATAKNLLHSLOSSGIGSKAGVPSKSSGSAALLALTWT
CLLVRIVFPSRAKRQGDIWNKLVEVQCLLLLEVLGGSHKHAVDGAVKKLTKLWKENPGLV
EQYLSAILSLEPNONYAGMLGLLVQFCTSHKEMDVVSQHKSALLDEFYMKNILMSKVKPPK
YLLDSCAPLLRYLSHSEFKDLILPTIQKSLLRSPENVIETISSLLASVTLDLSQYAMDIV
KGLAGHLKSNSPRLMDEAVLALRNLARQCSDSSAMESLTKHLFATLGGSEGKLTVVAQKM
SVLSGIGSVSHHVVSGPSSQVLNGIVAELFIPFLOQQEVHEGTLVHAVSVLALWCNRETME
VPKKLTEWFKKAFSLKTSTSAVRHAYLQCMLASYRGDTLLOQALDLLPLLIQTVEKAASQS
TQVPTITEGVAAALLLLKLSVADSQAEAKLSSFWQLIVDEKKQVFTSEKFLVMASEDALC
TVLHLTERLFLDHPHRLTGNKVQQYHRALVAVLLSRTWHVRRQAQQTVRKLLSSLGGFKL
AHGLLEELKTVLSSHKVLPLEALVTDAGEVTEAGKAYVPPRVLQEALCVISGVPGLKGDV
TDTEQLAQEMLITISHHPSLVAVQSGLWPALLARMKIDPEAFITRHLDQIIPRMTTQSPLN
QSSMNAMGSLSVLSPDRVLPQLISTITASVONPALRLVTREEFAIMQTPAGELYDKSIIQ
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SAQODSIKKANMKRENKAYSFKEQITELELKEEIKKKKGIKEEVQLTSKQKEMLQAQLDR
EAQVRRRLOELDGELEAALGLLDIILAKNPSGLTQYIPVLVDSFLPLLKSPLAAPRIKNP
FLSLAACVMPSRLKALGTLVSHVTLRLLKPECVLDKSWCQEELSVAVKRAVMLLHTHTIT
SRVGKGEPGAAPLSAPAFSLVFPFLKMVLTEMPHHSEEEEEWMAQILQILTVQAQLRASP
NTPPGRVDENGPELLPRVAMLRLLTWVIGTGSPRLOVLASDTLTTLCASSSGDDGCAFAE
QEEVDVLLCALQSPCASVRETVLRGLMELHMVLPAPDTDEKNGLNLLRRLWVVKFDKEEE
IRKLAERLWSMMGLDLOPDLCSLLIDDVIYHEAAVROAGAEALSQAVARYQROAAEVMGR
LMEIYQEKLYRPPPVLDALGRVISESPPDOWEARCGLALALNKLSQYLDSSQVKPLFQFF
VPDALNDRHPDVRKCMLDAALATLNTHGKENVNSLLPVFEEFLKNAPNDASYDAVRQSVV
VLMGSLAKHLDKSDPKVKPIVAKLIAALSTPSQQVQESVASCLPPLVPAIKEDAGGMIQR
LMQOLLESDKYAERKGAAYGLAGLVKGLGILSLKQQEMMAALTDAIQDKKNFRRREGALF
AFEMLCTMLGKLFEPYVVHVLPHLLLCFGDGNQYVREAADDCAKAVMSNLSAHGVKLVLP
SLLAALEEESWRTKAGSVELLGAMAYCAPKQLSSCLPNIVPKLTEVLTDSHVKVQKAGQQ
ALRQIGSVIRNPEILATIAPVLLDALTDPSRKTQKCLOQTLLDTKFVHFIDAPSLALIMPIV
ORAFQDRSTDTRKMAAQIIGNMYSLTDOQKDLAPYLPSVTPGLKASLLDPVPEVRTVSAKA
LGAMVKGMGESCFEDLLPWLMETLTYEQSSVDRSGAAQGLAEVMAGLGVEKLEKLMPEIV
ATASKVDIAPHVRDGYIMMFNYLPITFGDKFTPYVGPIIPCILKALADENEFVRDTALRA
GORVISMYAETATIALLLPQLEQGLEFDDLWRIRFSSVQLLGDLLFHISGVTGKMTTETASE
DDNFGTAQSNKAIITALGVERRNRVLAGLYMGRSDTQLVVRQASLHVWKIVVSNTPRTLR
EILPTLFGLLLGFLASTCADKRTIAARTLGDLVRKLGEKILPEITIPILEEGLRSQKSDER
OGVCIGLSEIMKSTSRDAVLYFSESLVPTARKALCDPLEEVREAAAKTFEQLHSTIGHQA
LEDILPFLLKQLDDEEVSEFALDGLKQVMAIKSRVVLPYLVPKLTTPPVNTRVLAFLSSV
AGDALTRHLGVILPAVMLALKEKLGTPDEQLEMANCQAVILSVEDDTGHRIIIEDLLEAT
RSPEVGMROAAAIILNIYCSRSKADYTSHLRSLVSGLIRLFNDSSPVVLEESWDALNAIT
KKLDAGNQLALIEELHKEIRLIGNESKGEHVPGFCLPKKGVTSILPVLREGVLTGSPEQK
EEAAKALGLVIRLTSADALRPSVVSITGPLIRILGDRFSWNVKAALLETLSLLLAKVGIA
LKPFLPOQLOTTFTKALODSNRGVRLKAADALGKLISIHIKVDPLFTELLNGIRAMEDPGV
RDTMLQALRFVIQGAGAKVDAVIRKNIVSLLLSMLGHDEDNTRISSAGCLGELCAFLTEE
ELSAVLQQCLLADVSGIDWMVRHGRSLALSVAVNVAPGRLCAGRYSSDVQEMILSSATAD
RIPIAVSGVRGMGFLMRHHIETGGGQLPAKLSSLEVKCLONPSSDIRLVAEKMIWWANKD
PLPPLDPQAIKPILKALLDNTKDKNTVVRAYSDQAIVNLLKMROGEEVEFQSLSKILDVAS
LEVLNEVNRRSLKKLASQADSTEQVDDTILT

>sp Q12802 |AKP13 HUMAN A-kinase anchor protein 13 OS=Homo sapiens
0X=9606 GN=AKAP1l3 PE=1 SV=2
MKLNPQQAPLYGDCVVTVLLAEEDKAEDDVVEYLVFLGSTLRHCTSTRKVSSDTLETIAP
GHDCCETVKVQLCASKEGLPVFVVAEEDFHEVODEAYDAAQFLATSAGNQOQALNFTRELD
OSGPPSGDVNSLDKKLVLAFRHLKLPTEWNVLGTDQSLHDAGPRETLMHFAVRLGLLRLT
WELLOQKPGGRGALSIHNQEGATPVSLALERGYHKLHQLLTEENAGEPDSWSSLSYEIPYG
DCSVRHHRELDIYTLTSESDSHHEHPEFPGDGCTGPIFKLMNIQQOLMKTNLKQMDSLMPL
MMTAQDPSSAPETDGQFLPCAPEPTDPQRLSSSEETESTQCCPGSPVAQTESPCDLSSIV
EEENTDRSCRKKNKGVERKGEEVEPAPIVDSGTVSDODSCLOSLPDCGVKGTEGLSSCGN
RNEETGTKSSGMPTDQESLSSGDAVLORDLVMEPGTAQYSSGGELGGISTTNVSTPDTAG
EMEHGLMNPDATVWKNVLOGGESTKERFENSNIGTAGASDVHVTSKPVDKISVPNCAPAA
SSLDGNKPAESSLAFSNEETSTEKTAETETSRSREESADAPVDONSVVIPAAAKDKISDG
LEPYTLLAAGIGEAMSPSDLALLGLEEDVMPHONSETNSSHAQSQKGKSSPICSTTGDDK
LCADSACQONTVTSSGDLVAKLCDNIVSESESTTARQPSSQDPPDASHCEDPQAHTVTSD
PVRDTQERADFCPFKVVDNKGQRKDVKLDKPLTNMLEVVSHPHPVVPKMEKELVPDQAVI
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SDSTFSLANSPGSESVTKDDALSEVPSQKEKGTATPELHTATDYRDGPDGNSNEPDTRPL
EDRAVGLSTSSTAAELQHGMGNTSLTGLGGEHEGPAPPAIPEALNIKGNTDSSLOSVGKA
TLALDSVLTEEGKLLVVSESSAAQEQDKDKAVTCSSIKENALSSGTLOQEEQRTPPPGQDT
QQFHEKSISADCAKDKALQLSNSPGASSAFLKAETEHNKEVAPQVSLLTQGGAAQSLVPP
GASLATESRQEALGAEHNSSALLPCLLPDGSDGSDALNCSQPSPLDVGVKNTQSQGKTSA
CEVSGDVTVDVTGVNALQGMAEPRRENISHNTODILIPNVLLSQEKNAVLGLPVALQDKA
VIDPQGVGTPEMIPLDWEKGKLEGADHSCTMGDAEEAQIDDEAHPVLLOPVAKELPTDME
LSAHDDGAPAGVREVMRAPPSGRERSTPSLPCMVSAQDAPLPKGADLIEEAASRIVDAVI
EQVKAAGALLTEGEACHMSLSSPELGPLTKGLESAFTEKVSTFPPGESLPMGSTPEEATG
SLAGCFAGREEPEKIILPVQGPEPAAEMPDVKAEDEVDEFRASSISEEVAVGSIAATLKMK
OGPMTQAINRENWCTIEPCPDAASLLASKQSPECENFLDVGLGRECTSKQGVLKRESGSD
SDLFHSPSDDMDSIIFPKPEEEHLACDITGSSSSTDDTASLDRHSSHGSDVSLSQILKPN
RSRDRQSLDGEFYSHGMGAEGRESESEPADPGDVEEEEMDSITEVPANCSVLRSSMRSLSP
FRRHSWGPGKNAASDAEMNHRSSMRVLGDVVRRPPIHRRSFSLEGLTGGAGVGNKPSSSL
EVSSANAEELRHPEFSGEERVDSLVSLSEEDLESDQREHRMEDQQICHRSKQQGENYCTSA
ISSPLTKSISLMTISHPGLDNSRPFHSTEFHNTSANLTESITEENYNFLPHSPSKKDSEWK
SGTKVSRTFSYIKNKMSSSKKSKEKEKEKDKIKEKEKDSKDKEKDKKTVNGHTEFSSTIPVV
GPISCSQCMKPETNKDAYTCANCSAFVHKGCRESLASCAKVKMKQPKGSLOAHDTSSLPT
VIMRNKPSQPKERPRSAVLLVDETATTPIFANRRSQQSVSLSKSVSIQNITGVGNDENMS
NTWKEFLSHSTDSLNKISKVNESTESLTDEGVGTDMNEGOQLLGDFEIESKQLEAESWSRIT
DSKFLKQOKKDVVKROQEVIYELMQTEFHHVRTLKIMSGVYSQGMMADLLFEQQOMVEKLEP
CLDELISIHSQFFQRILERKKESLVDKSEKNFLIKRIGDVLVNQEFSGENAERLKKTYGKF
CGOHNQSVNYFKDLYAKDKREFQAFVKKKMSSSVVRRLGIPECILLVTQRITKYPVLFQRI
LOCTKDNEVEQEDLAQSLSLVKDVIGAVDSKVASYEKKVRLNE IYTKTDSKS IMRMKSGQ
MEFAKEDLKRKKLVRDGSVEFLKNAAGRLKEVQAVLLTDILVFLQEKDQKYIFASLDQKSTV
ISLKKLIVREVAHEEKGLFLISMGMTDPEMVEVHASSKEERNSWIQITQDTINTLNRDED
EGIPSENEEEKKMLDTRARELKEQLHQKDOKILLLLEEKEMIFRDMAECSTPLPEDCSPT
HSPRVLFRSNTEEALKGGPLMKSAINEVEILQGLVSGNLGGTLGPTVSSPIEQDVVGPVS
LPRRAETFGGFDSHOMNASKGGEKEEGDDGODLRRTESDSGLKKGGNANLVEMLKRNSEQ
VVQSVVHLYELLSALQGVVLQODSYIEDQKLVLSERALTRSLSRPSSLIEQEKQRSLEKQ
RODLANLOKQQAQYLEEKRRREREWEARERELREREALLAQREEEVOQOGOODLEKEREEL
QOKKGTYQYDLERLRAAQKQLEREQEQLRREAERLSQROQTERDLCQVSHPHTKLMRIPSE
FPSPEEPPSPSAPSIAKSGSLDSELSVSPKRNSISRTHKDKGPFHILSSTSQTNKGPEGQ
SQAPASTSASTRLEGLTKPKEKKEKKKKNKTSRSQPGDGPASEVSAEGEETIFC
>sp|Q96BZ9|TBC20 HUMAN TBCl domain family member 20 OS=Homo
sapiens 0X=9606 GN=TBC1D20 PE=1 SV=1
MALRSAQGDGPTSGHWDGGAEKADENAKRKKKVAEITHOQALNSDPTDVAALRRMATISEGGL
LTDEIRRKVWPKLLNVNANDPPPISGKNLROMSKDYQQVLLDVRRSLRREPPGMPEEQRE
GLOEELIDITILLILERNPQLHYYQGYHDIVVTFLLVVGERLATSLVEKLSTHHLRDFMDP
TMDNTKHILNYLMPIIDQVNPELHDFMQOSAEVGTIFALSWLITWEFGHVLSDEFRHVVRLYD
FFLACHPLMPIYFAAVIVLYREQEVLDCDCDMASVHHLLSQIPQODLPYETLISRAGDLEV
QFPPSELAREAAAQQQAERTAASTFKDFELASAQQRPDMVLRORFRGLLRPEDRTKDVLT
KPRTNREFVKLAVMGLTVALGAAALAVVKSALEWAPKFQLOLEP
>sp|P29590 | PML HUMAN Protein PML OS=Homo sapiens O0OX=9606 GN=PML
PE=1 SV=3
MEPAPARSPRPQODPARPQEPTMPPPETPSEGRQPSPSPSPTERAPASEEEFQFLRCQQC
QAEAKCPKLLPCLHTLCSGCLEASGMQCPICQAPWPLGADTPALDNVFFESLOQRRLSVYR
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QIVDAQAVCTRCKESADFWCFECEQLLCAKCFEAHQWFLKHEARPLAELRNQSVREFLDG
TRKTNNIFCSNPNHRTPTLTSIYCRGCSKPLCCSCALLDSSHSELKCDISAEIQQRQEEL
DAMTQALQEQDSAFGAVHAQMHAAVGQLGRARAETEELTRERVRQVVAHVRAQERELLEA
VDARYQRDYEEMASRLGRLDAVLOQRIRTGSALVQRMKCYASDQEVLDMHGFLRQALCRLR
QEEPQOSLOAAVRTDGFDEFKVRLODLSSCITQGKDAAVSKKASPEAASTPRDPIDVDLPE
EAERVKAQVOQALGLAEAQPMAVVQSVPGAHPVPVYAFSTIKGPSYGEDVSNTTTAQKRKCS
QTQCPRKVIKMESEEGKEARLARSSPEQPRPSTSKAVSPPHLDGPPSPRSPVIGSEVFLP
NSNHVASGAGEAEERVVVISSSEDSDAENSSSRELDDSSSESSDLQLEGPSTLRVLDENL
ADPQAEDRPLVFFDLKIDNETQKISQLAAVNRESKFRVVIQPEAFFSIYSKAVSLEVGLQ
HFLSFLSSMRRPILACYKLWGPGLPNFFRALEDINRLWEFQEAISGFLAALPLIRERVPG
ASSFKLKNLAQTYLARNMSERSAMAAVLAMRDLCRLLEVSPGPQLAQHVYPEFSSLQCFAS
LOPLVQAAVLPRAEARLLALHNVSFMELLSAHRRDRQGGLKKYSRYLSLOQTTTLPPAQPA
FNLOQALGTYFEGLLEGPALARAEGVSTPLAGRGLAERASQQS
>sp|Q9Y487|VPP2 HUMAN V-type proton ATPase 116 kDa subunit a 2
OS=Homo sapiens 0X=9606 GN=ATP6VOA2 PE=1 SV=2
MGSLFRSETMCLAQLFLQOSGTAYECLSALGEKGLVQFRDLNONVSSFQRKEFVGEVKRCEE
LERILVYLVQEINRADIPLPEGEASPPAPPLKQVLEMQEQLOKLEVELREVTKNKEKLRK
NLLELTEYTHMLRVTKTEVKRNVEFEPTYEEFPSTLESDSLLDYSCMQORLGAKLGEFVSGLI
NQGKVEAFEKMLWRVCKGYTIVSYAELDESLEDPETGEVIKWYVEFLISFWGEQIGHKVKK
ICDCYHCHVYPYPNTAEERREIQEGLNTRIQDLYTVLHKTEDYLRQVLCKAAESVYSRVI
QVKKMKAIYHMLNMCSEFDVTNKCLIAEVWCPEADLQDLRRALEEGSRESGATIPSEFMNITI
PTKETPPTRIRTNKEFTEGEFQNIVDAYGVGSYREVNPALFTIITFPFLFAVMEGDEFGHGEV
MFLFALLLVLNENHPRLNQSQETMRMEFEFNGRYILLLMGLESVYTGLIYNDCESKSVNLEG
SGWNVSAMYSSSHPPAEHKKMVLWNDSVVRHNSILQLDPSIPGVFRGPYPLGIDPIWNLA
TNRLTFLNSFKMKMSVILGITIHMTFGVILGIFNHLHFRKKFNIYLVSIPELLFMLCIFGY
LIFMIFYKWLVFSAETSRVAPSILIEFINMFLFPASKTSGLYTGQEYVQRVLLVVTALSV
PVLFLGKPLFLLWLHNGRSCEFGVNRSGYTLIRKDSEEEVSLLGSQDIEEGNHQVEDGCRE
MACEEFNFGEILMTQVIHSIEYCLGCISNTASYLRLWALSLAHAQLSDVLWAMLMRVGLR
VDTTYGVLLLLPVIALFAVLTIFILLIMEGLSAFLHATRLHWVEFQONKFYVGAGTKEFVPFE
SESLLSSKENNDDSVA

>sp|Q9Y570 | PPMEL HUMAN  Protein phosphatase methylesterase 1
OS=Homo sapiens 0X=9606 GN=PPMEl PE=1 SV=3
MSALEKSMHLGRLPSRPPLPGSGGSQSGAKMRMGPGRKRDEFSPVPWSQYFESMEDVEVEN
ETGKDTFRVYKSGSEGPVLLLLHGGGHSALSWAVFTAATIISRVQCRIVALDLRSHGETKV
KNPEDLSAETMAKDVGNVVEAMYGDLPPPIMLIGHSMGGAIAVHTASSNLVPSLLGLCMI
DVVEGTAMDALNSMONFLRGRPKTFKSLENATIEWSVKSGQIRNLESARVSMVGQVKQCEG
ITSPEGSKSIVEGITIEEEEEDEEGSESTISKRKKEDDMETKKDHPYTWRIELAKTEKYWDG
WEFRGLSNLFLSCPIPKLLLLAGVDRLDKDLTIGOMOGKFOMOVLPQCGHAVHEDAPDKVA
EAVATFLIRHRFAEPIGGFQCVFPGC

>sp|Q07954 | LRP1 HUMAN Prolow-density lipoprotein receptor-related
protein 1 OS=Homo sapiens 0X=9606 GN=LRP1 PE=1 SV=2
MLTPPLLLLLPLLSALVAAATIDAPKTCSPKQFACRDQITCISKGWRCDGERDCPDGSDEA
PEICPQSKAQRCOPNEHNCLGTELCVPMSRLCNGVQDCMDGSDEGPHCRELQGNCSRLGC
QHHCVPTLDGPTCYCNSSFQLOQADGKTCKDFDECSVYGTCSQLCTNTDGSFICGCVEGYL
LOPDNRSCKAKNEPVDRPPVLLIANSONILATYLSGAQVSTITPTSTRQTTAMDFSYANE
TVCWVHVGDSAAQTQLKCARMPGLKGFVDEHTINISLSLHHVEQMAIDWLTGNEFYFVDDT
DDRIFVCNRNGDTCVTLLDLELYNPKGIALDPAMGKVFFTDYGQIPKVERCDMDGONRTK
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LVDSKIVFPHGITLDLVSRLVYWADAYLDYTEVVDYEGKGRQTITQGILIEHLYGLTVFEFE
NYLYATNSDNANAQQKTSVIRVNRENSTEYQVVTRVDKGGALHIYHQRROQPRVRSHACEN
DOQYGKPGGCSDICLLANSHKARTCRCRSGEFSLGSDGKSCKKPEHELFLVYGKGRPGIIRG
MDMGAKVPDEHMIPIENLMNPRALDFHAETGFIYFADTTSYLIGROQKIDGTERETILKDG
ITHNVEGVAVDWMGDNLYWTDDGPKKTISVARLEKAAQTRKTLTEGKMTHPRATIVVDPLNG
WMYWTDWEEDPKDSRRGRLERAWMDGSHRDIFVTSKTVLWPNGLSLDIPAGRLYWVDAFY
DRIETILLNGTDRKIVYEGPELNHAFGLCHHGNYLFWTEYRSGSVYRLERGVGGAPPTVT
LLRSERPPIFEIRMYDAQQOQOVGTNKCRVNNGGCSSLCLATPGSRQCACAEDQVLDADGV
TCLANPSYVPPPQCQOPGEFACANSRCIQERWKCDGDNDCLDNSDEAPALCHQHTCPSDRFE
KCENNRCIPNRWLCDGDNDCGNSEDESNATCSARTCPPNQFSCASGRCIPISWITCDLDDD
CGDRSDESASCAYPTCEFPLTQFTCNNGRCININWRCDNDNDCGDNSDEAGCSHSCSSTQF
KCNSGRCIPEHWTCDGDNDCGDYSDETHANCTNQATRPPGGCHTDEFQCRLDGLCIPLRW
RCDGDTDCMDSSDEKSCEGVTHVCDPSVKEFGCKDSARCISKAWVCDGDNDCEDNSDEENC
ESLACRPPSHPCANNTSVCLPPDKLCDGNDDCGDGSDEGELCDQCSLNNGGCSHNCSVAP
GEGIVCSCPLGMELGPDNHTCQIQSYCAKHLKCSQKCDONKEFSVKCSCYEGWVLEPDGES
CRSLDPFKPFITIFSNRHETRRIDLHKGDYSVLVPGLRNTIALDFHLSQSALYWTDVVEDK
IYRGKLLDNGALTSFEVVIQYGLATPEGLAVDWIAGNIYWVESNLDQIEVAKLDGTLRTT
LLAGDIEHPRATIALDPRDGILEFWTDWDASLPRIEAASMSGAGRRTVHRETGSGGWPNGLT
VDYLEKRILWIDARSDATYSARYDGSGHMEVLRGHEFLSHPFAVTLYGGEVYWTDWRTNT
LAKANKWTGHNVTVVORTNTQPFDLOQVYHPSROPMAPNPCEANGGQGPCSHLCLINYNRT
VSCACPHLMKLHKDNTTCYEFKKFLLYARQOME IRGVDLDAPYYNYIISFTVPDIDNVTVL
DYDAREQRVYWSDVRTQATKRAFINGTGVETVVSADLPNAHGLAVDWVSRNLEWTSYDTN
KKQINVARLDGSFKNAVVQGLEQPHGLVVHPLRGKLYWTDGDNISMANMDGSNRTLLESG
QOKGPVGLAIDFPESKLYWISSGNHTINRCNLDGSGLEVIDAMRSQLGKATALAIMGDKLW
WADQVSEKMGTCSKADGSGSVVLRNSTTLVMHMKVYDESIQLDHKGTNPCSVNNGDCSQL
CLPTSETTRSCMCTAGYSLRSGQQACEGVGSFLLYSVHEGIRGIPLDPNDKSDALVPVSG
TSLAVGIDFHAENDTIYWVDMGLSTISRAKRDQTWREDVVTNGIGRVEGIAVDWIAGNIY
WTDQGEFDVIEVARLNGSFRYVVISQGLDKPRAITVHPEKGYLFWTEWGQYPRIERSRLDG
TERVVLVNVSISWPNGISVDYQDGKLYWCDARTDKIERIDLETGENREVVLSSNNMDME'S
VSVFEDFIYWSDRTHANGSIKRGSKDNATDSVPLRTGIGVQLKDIKVENRDRQKGTNVCA
VANGGCQQLCLYRGRGORACACAHGMLAEDGASCREYAGYLLYSERTILKSIHLSDERNL
NAPVQPFEDPEHMKNVIALAFDYRAGTSPGTPNRIFFSDIHFGNIQQINDDGSRRITIVE
NVGSVEGLAYHRGWDTLYWTSYTTSTITRHTVDQTRPGAFERETVITMSGDDHPRAFVLD
ECONLMFWTNWNEQHPSIMRAALSGANVLTLTIEKDIRTPNGLAIDHRAEKLYFSDATLDK
IERCEYDGSHRYVILKSEPVHPFGLAVYGEHIFWTDWVRRAVORANKHVGSNMKLLRVDI
POOPMGITIAVANDTNSCELSPCRINNGGCODLCLLTHQGHVNCSCRGGRILODDLTCRAV
NSSCRAQDEFECANGECINEFSLTCDGVPHCKDKSDEKPSYCNSRRCKKTEFRQCSNGRCVS
NMLWCNGADDCGDGSDEIPCNKTACGVGEFRCRDGTCIGNSSRCNQFVDCEDASDEMNCS
ATDCSSYFRLGVKGVLEFQPCERTSLCYAPSWVCDGANDCGDYSDERDCPGVKRPRCPLNY
FACPSGRCIPMSWTCDKEDDCEHGEDETHCNKECSEAQFECQONHRCISKQWLCDGSDDCG
DGSDEAAHCEGKTCGPSSFSCPGTHVCVPERWLCDGDKDCADGADESTAAGCLYNSTCDD
REFMCONRQCIPKHEVCDHDRDCADGSDESPECEYPTCGPSEFRCANGRCLSSROQWECDG
ENDCHDQSDEAPKNPHCTSQEHKCNASSQFLCSSGRCVAEALLCNGQDDCGDSSDERGCH
INECLSRKLSGCSODCEDLKIGEFKCRCRPGFRLKDDGRTCADVDECSTTEFPCSQRCINTH
GSYKCLCVEGYAPRGGDPHSCKAVTDEEPFLIFANRYYLRKLNLDGSNYTLLKQGLNNAV
ALDFDYREQMIYWTDVTTQGSMIRRMHLNGSNVQVLHRTGLSNPDGLAVDWVGGNLYWCD
KGRDTIEVSKLNGAYRTVLVSSGLREPRALVVDVONGYLYWTDWGDHSLIGRIGMDGSSR
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SVIVDTKITWPNGLTLDYVTERIYWADAREDYIEFASLDGSNRHVVLSQDIPHIFALTLF
EDYVYWTDWETKSINRAHKTTGTNKTLLISTLHRPMDLHVFHATLRQPDVPNHPCKVNNGG
CSNLCLLSPGGGHKCACPTNFYLGSDGRTCVSNCTASQFVCKNDKCIPEFWWKCDTEDDCG
DHSDEPPDCPEFKCRPGQFQCSTGICTNPAFICDGDNDCQDNSDEANCDIHVCLPSQFKC
TNTNRCIPGIFRCNGODNCGDGEDERDCPEVTCAPNQFQCSITKRCIPRVWVCDRDNDCV
DGSDEPANCTOMTCGVDEFRCKDSGRCIPARWKCDGEDDCGDGSDEPKEECDERTCEPYQ
FRCKNNRCVPGRWQCDYDNDCGDNSDEESCTPRPCSESEFSCANGRCIAGRWKCDGDHDC
ADGSDEKDCTPRCDMDQFQCKSGHCIPLRWRCDADADCMDGSDEEACGTGVRTCPLDEFQ
CNNTLCKPLAWKCDGEDDCGDNSDENPEECARFVCPPNRPFRCKNDRVCLWIGRQCDGTD
NCGDGTDEEDCEPPTAHTTHCKDKKEFLCRNQRCLSSSLRCNMEFDDCGDGSDEEDCSIDP
KLTSCATNASICGDEARCVRTEKAAYCACRSGFHTVPGQPGCODINECLREFGTCSQLCNN
TKGGHLCSCARNFMKTHNTCKAEGSEYQVLYTIADDNEIRSLFPGHPHSAYEQAFQGDESV
RIDAMDVHVKAGRVYWTNWHTGTISYRSLPPAAPPTTSNRHRRQIDRGVTHLNISGLKMP
RGIATDWVAGNVYWTDSGRDVIEVAQMKGENRKTLISGMIDEPHATVVDPLRGTMYWSDW
GNHPKIETAAMDGTLRETLVODNIQWPTGLAVDYHNERLYWADAKLSVIGSIRLNGTDPI
VAADSKRGLSHPEFSIDVFEDYIYGVTYINNRVFKIHKFGHSPLVNLTGGLSHASDVVLYH
QHKQPEVTNPCDRKKCEWLCLLSPSGPVCTCPNGKRLDNGTCVPVPSPTPPPDAPRPGTC
NLQCEFNGGSCEFLNARRQPKCRCQPRYTGDKCELDQCWEHCRNGGTCAASPSGMPTCRCPT
GFTGPKCTQQVCAGYCANNSTCTVNQGNQPQCRCLPGFLGDRCQYRQCSGYCENFGTCQOM
AADGSRQCRCTAYFEGSRCEVNKCSRCLEGACVVNKQSGDVTCNCTDGRVAPSCLTCVGH
CSNGGSCTMNSKMMPECQCPPHMTGPRCEEHVEFSQQQPGHIASILIPLLLLLLLVLVAGV
VEWYKRRVQGAKGFQHQRMTNGAMNVEIGNPTYKMYEGGEPDDVGGLLDADFALDPDKPT
NFTNPVYATLYMGGHGSRHSLASTDEKRELLGRGPEDEIGDPLA

>sp | A4UGRY | XIRPZ2 HUMAN Xin actin-binding repeat-containing
protein 2 OS=Homo sapiens 0X=9606 GN=XIRP2 PE=1 SV=2
MSPESGHSRIFEATAGPNKPESGFAEDSAARGEGVSDLHEVVSLKERMARYQAAVSRGDC
RSFSANMMEESEMCAVPGGLAKVKKQFEDEITSSRNTFAQYQYQHONRSEQEATHSSQVG
TSRSSQEMARNEQEGSKVQKIDVHGTEMVSHLEKHTEEVNQASQFHQYVQETVIDTPEDE
EIPKVSTKLLKEQFEKSAQEKILYSDKEMTTPAKQIKTESEYEETFKPSSVVSTSSTSCV
STSQRKETSTTRYSDHSVTSSTLAQINATSSGMTEEFPPPPPDVLQTSVDVTAFSQSPEL
PSPPRRLPVPKDVYSKQRNLYELNRLYKHTHPELRKNLEKDYISEVSEIVSSQMNSGSSV
SADVQQARYVFENTNDSSQKDLNSEREYLEWDE ILKGEVQSIRWIFENQPLDSINNGSPD
EGDISRGIADQEITAGGDVKYTTWMFETQPIDTLGAYSSDTVENAEKIPELARGDVCTAR
WMFETRPLDSMNKMHQSQEESAVTISKDITGGDVKTVRYMFETQHLDOQLGQLHSVDEVHL
LOLRSELKETKGNVKRSIKCFETQPLYVIRDGSGOMLETIKTVHREDVEKGDVRTARWMEE
TOQPLDTINKDITEIKVVRGISMEENVKGGVSKAKWLFETQPLEKIKESEEVITIEKEKIIG
TDVSRKCWMFETQPLDILKEVPDADSLQREETIIGGDVQTTKHLFETLPTEALKDSPDIGK
LOKITASEEEKGDVRHQKWIFETQPLEDIRKDKKEYTRTVKLEEVDRGDVKNYTHIFESN
NLIKFDASHKIEVEGVTRGAVELNKSLFETTPLYATIQDPLGKYHQVKTVQQEEIVRGDVR
SCRWLFETRPIDQFDESTHKFQITRGISAQEIQTGNVKSAKWLFETQPLDSIKYFSDVEE
TESKTEQTRDIVKGDVKTCKWLFETQPMESLYEKVSLMTSSEEIHKGDVKTCTWLFETQP
LDTIKDDSETAVKLOTVKQEEIQGGDVRTACFLFETENLDSTQGEEVKEIKPVEMDIQAG
DVSSMRYKFENQSLDSISSSSEEVLKKIKTLKTEDIQKGNVLNCRWLFENQPIDKIKESQ
EGDECVKTVTDIQGGDVRKGCFIFETFSLDEIKEESDYISTKKTITEEVIQGDVKSYRML
FETQPLYAIQDREGSYHEVTTVKKEEVIHGDVRGTRWLFETKPLDSINKSETVYVIKSVT
QEDIQKGDVSSVRYRFETQPLDQISEESHNIMPSIDHIQGGNVKTSRQFFESENEFDKNNY
IRTVSVNEIQKGNVKTSTWLFETHTMDELRGEGLEYENIKTVTQEDVQKGDVKQAVWLFE
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NRTFDSIMEAHKGITKMTKEEIPPSDVKTTTWLFETTPLHEFNETRVEKIEIIGKSIKET
LEDLYSQKVIQAPGIIIEADEIGDVRMAKYKLMNQASPEIQKEEITIRADLRNIMVNLLSK
RDCTEREILISEEEKGNVNLTKTQLLNRSTEFHAEKEEIVKGDVQOATKNLFSEERSVKK
GILIQEDEKGDINMTIYCLLHENDGDTIEREEVIGGDVKRTIHNLLSSTSNNKISERAKT
DASERGNVQFFTTCIEAGALDYLKQLHTESNETLTAKKQEGEKEIIGGDVEGTKLLLKKR
OSLVERTVSETDIIPGDVHNTVKVFMTEPQSTFGKIPKEEIIKGDLTSTLNSLSQAVNQK
TVTKTEEI IKGNMLATLKSLKESSHRWKESKQPDAIPGDIEKAIECLEKATNTKTEILKK
ELLKDDLETSLRSLKEAQRSFKEVHKEGVIKKDAKAVMAGSSGEQKTDIHQVAVQRNKNS
LLOPKPGPFEPAAKWQGGADTLSQTMGKSCHGNLVEERTEVNLPKAPKGTVKIVIDREQN
NDALEKSLRRLSNSHHKSNVLESGDKTGVWTDTTGEQHLRDEYMSRQLTSTVSVKNNLTT
KESDRAVRELKKDDVENSIQSAGKTVGKQOTYELRNDHQKMEGFHIKSPKKTKNIKILTD
TOQSSKPSPTQHPVSMPVGGTYDLSGDFQKQTLLKQETKYSNKDIKKKNINLOPMWQLLPV
EQDTSNVTEMKVSEKSHNTFKATNKKRETDVHLKSQDFLMKTNTSTGLKMAMERSLNPIN
FNPENNVKESECPLPPPSPPPPPPSNASSEIEFPLPPPPPLMMFPEKNGEFLPSLSTEKIK
AEFESFPGLPLPPPPVDEKSERESSSMFLPPPPPPTPSQKPAHLLSSSAPEKHSGDEMQQ
YSQKEASNSONSQAKIITGKTGVLPPPTLPKPKLPKHIKDNKNDEFSPKVELATSLSDMEC
KITTSKDOKKVMVMTSSEHTETKONVISKSLDERKQLSIDSANCLSHTVPGTSAPRKKQI
APLIKSHSFPESSGQONPKPYMRKFKTPLMIAEEKYRQOQKEETEKQKQESSYYNIVKTQS
ONQHITEVEKEMPLOKTNEEVSLSGIDSECTVVQPSPGSQSNARILGVCSDNQLSTTSPE
TVAAKRLHHVLAASEDKDKMKKEVLQSSRDIMQSKSACEIKQSHQECSTQQTQQOKKYLEQ
LHLPQSKPISPNFKVKTIKLPTLDHTLNETDHSYESHKQQSEIDVQTFTKKQYLKTKKTE
ASTECSHKQSLAERHYQLPKKEKRVTIVQLPTESIQKNQEDKLKMVPRKOREFSGSDRGKL
PGSEEKNQGPSMIGRKEERLITERKHEHLKNKSAPKVVKQKVIDAHLDSQTONEFQQTQIQ
TAESKAEHKKLPQPYNSLOQEEKCLEVKGIQEKQVFSNTKDSKQEITONKSFFSSVKESQR
DDGKGALNIVEFLRKREELQQILSRVKQFEAEPNKSGLKTFQTLLNTIPGWLISEDKREY
AVHTIAMENNLEKVKEETITHIKTQAEDMLVSYENITIQTAMMSSKTGKPGNKPTSLDETSSK
VSNVHVSNNKNSEQKENKIAKEKTVOHQVAAHHEATVRSHVKTHQEIKLDDSNIPPPSLK
TRPPSPTFITIESTARRTENPTKNELSQSPKKDSYVEPPPRRPMSQKSEIHRANTSPSPP
RSRSEQLVRLKDTTAKLSKGAIPCPAATPVPIVEKRSEIIMSPATLRRQIKIETRGRDSP
PTITIPVNINHAASGSFRESVDAQEEIRKVEKRATYVHKDGLNSTDHMVPDTESYDAVETI
IRKVAVPPRLSEHTQRYEAANRTVOMAENEFVNDPENEINRWFREFEHGPVSEAKSNRRVY
AKGETNHNIQQESRTFCKEEFGLTSLGNTSEFTDFSCKHPRELREKIPVKQPRICSETRSL
SEHFSGMDAFESQIVESKMKTSSSHSSEAGKSGCDFKHAPPTYEDVIAGHILDISDSPKE
VRENFQKTWQESGRVEFKGLGYATADASATEMRTTFQEESAFISEAAAPRQGNMYTLSKDS
LSNGVPSGRQAEF'S

>sp|P29374 | ARI4A HUMAN AT-rich interactive domain-containing
protein 4A OS=Homo sapiens 0X=9606 GN=ARID4A PE=1 SV=3
MKAADEPAYLTVGTDVSAKYRGAFCEAKIKTVKRLVKVKVLLKQODNTTQLVQDDQVKGPL
RVGAIVETRTSDGSFQEAITISKLTDASWYTVVFDDGDERTLRRTSLCLKGERHFAESETL
DOLPLTNPEHFGTPVIAKKTNRGRRSSLPVTEDEKEEESSEEEDEDKRRLNDELLGKVVS
VVSATERTEWYPALVISPSCNDDITVKKDQCLVRSEFIDSKEYSIARKDIKEVDILNLPES
ELSTKPGLOQKASIFLKTRVVPDNWKMDISEILESSSSDDEDGPAEENDEEKEKEAKKTEE
EVPEEELDPEERDNFLOOQLYKFMEDRGTPINKPPVLGYKDLNLFKLFRLVYHQGGCDNID
SGAVWKQIYMDLGIPILNSAASYNVKTAYRKYLYGFEEYCRSANIQFRTVHHHEPKVKEE
KKDLEESMEEALKLDQEMPLTEVKSEPEENIDSNSESEREEIELKSPRGRRRIARDVNSI
KKEIEEEKTEDKLKDNDTENKDVDDDYETAEKKENELLLGRKNTPKQOQKEKKIKKQEDSDK
DSDEEEEKSQEREETESKCDSEGEEDEEDMEPCLTGTKVKVKYGRGKTQKIYEASIKSTE
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IDDGEVLYLVHYYGWNVRYDEWVKADRI IWPLDKGGPKKKQKKKAKNKEDSEKDEKRDEE
ROKSKRGRPPLKSTLSSNMPYGLSKTANSEGKSDSCSSDSETEDALEKNLINEELSLKDE
LEKNENLNDDKLDEENPKISAHILKENDRTOMOPLETLKLEVGENEQIVQIFGNKMEKTE
EVKKEAEKSPKGKGRRSKTKDLSLEIIKISSFGONEAGSEPHIEAHSLELSSLDNKNESS
ATEDEIDQCVKEKKLKRKILGQSSPEKKIRIENGMEMTNTVSQERTSDCIGSEGMKNLNFE
EQHFERENEGMPSLIAESNQCIQQLTSERFDSPAEETVNIPLKEDEDAMPLIGPETLVCH
EVDLDDLDEKDKTSIEDVAVESSESNSLVSIPPALPPVVQHNEFSVASPLTLSQDESRSVK
SESDITIEVDSIAEESQEGLCERESANGFETNVASGTCSIIVQERESREKGQKRPSDGNS
GLMAKKQKRTPKRTSAAAKNEKNGTGQSSDSEDLPVLDNSSKCTPVKHLNVSKPQKLARS
PARISPHIKDGEKDKHREKHPNSSPRTYKWSFQLNELDNMNSTERISFLOQEKLOETRKYY
MSLKSEVATIDRRRKRLKKKDREVSHAGASMSSASSDTGMSPSSSSPPONVLAVECR
>sp | PODOX4 | IGE HUMAN Immunoglobulin epsilon heavy chain OS=Homo
sapiens 0X=9606 PE=1 SV=1
QVOLVQOSGAEVRKPGASVRVSCKASGYTFIDSYVGWIRQAPGHGLEWIHWINPNSGGTNY
APRFQGRVTMTRDASFSTAYMDLRSLRSDDSAVEYCAKSDPEFWSDYNEDYSSSEEGTEVT
YTVSGAWTLPSVFPLTRCCKNIPSNATSVTLGCLATGYFPEPVMVTWDTGSLNGTTLPAT
TLTLSGHYATISLLTVSGAWAKQMEFTCRVAHTPSSTVDNKTESVCSRDFTPPTVKILQSS
CDGLGHFPPTIQLCLVSGYTPGTINITWLEDGQVMDVDLSTASTESQGELASTESQLTLS
QKHWLSDRTYTCQVTYQGHTFQDSTKKCADSNPRGVSAYLSRPSPFDLEFIRKSPTITCLV
VDLAPSKGTVNLTWSRASGKPVNHSTRKEEKQRNGTLTVTSTLPVGTRDWIEGETYQCRV
THPHLPRALMRSTTKTSGPRAAPEVYAFATPEWPGSRDKRTLACLIQNEFMPEDI SVQWLH
NEVQLPDARHSTTQPRKTKGSGFEFVFSRLEVTRAEWQEKDEFICRAVHEAASPSQTVQRA
VSVNPGK

>sp|Q86UP3|ZFHX4 HUMAN Zinc finger homeobox protein 4 OS=Homo
sapiens 0X=9606 GN=ZFHX4 PE=1 SV=1
METCDSPPISRQENGQSTSKLCGTTQLDNEVPEKVAGMEPDRENSSTDDNLKTDERKSEA
LLGFSVENAAATQVTSAKEIPCNECATSFPSLOQKYMEHHCPNARLPVLKDDNESEISELE
DSDVENLTGEIVYQPDGSAYITEDSKESGONAQTGANSKLESTAMFLDSLASAGEKSDQS
ASAPMSEFYPQIINTFHIASSLGKPFTADQAFPNTSALAGVGPVLHSFRVYDLRHKREKDY
LTSDGSAKNSCVSKDVPNNVDLSKEDGCVSDGKRKPVLMCFLCKLSFGYIRSFVTHAVHD
HRMTLNDEEQKLLSNKCVSATIQGIGKDKEPLISFLEPKKSTSVYPHESTTNLIGPDPTF
RGLWSAFHVENGDSLPAGFAFLKGSASTSSSAEQPLGITQOMPKAEVNLGGLSSLVVNTPI
TSVSLSHSSSESSKMSESKDQENNCERPKESNVLHPNGECPVKSEPTEPGDEDEEDAY SN
ELDDEEVLGELTDSIGNKDFPLLNQSISPLSSSVLKEFIEKGTSSSSATVSDDTEKKKQTA
AVRASGSVASNYGISGKDFADASASKDSATAAHPSEIARGDEDSSATPHQHGEFTPSTPGT
PGPGGDGSPGSGIECPKCDTVLGSSRSLGGHMTMMHSRNSCKTLKCPKCNWHYKYQQTLE
AHMKEKHPEPGGSCVYCKTGQPHPRLARGESYTCGYKPFRCEVCNYSTTTKGNLSTHMQS
DKHLNNVONLONGNGEQVFGHSAPAPNTSLSGCGTPSPSKPKQKPTWRCEVCDYETNVAR
NLRITEMTSEKHMHNMMLLOONMKQIQHNTLHLGLAPAEAELYQYYLAQONIGLTGMKLENPA
DPOQLMINPFQLDPATAAATLAPGLGELSPYISDPALKLFQCAVCNKEFTSDSLEALSVHVSS
ERSLPEEEWRAVIGDIYQCKLCNYNTQLKANFQLHCKTDKHMQKYQLVAHIKEGGKSNEW
RLKCIAIGNPVHLKCNACDYYTNSVDKLRLHTTNHRHEAALKLYKHLOQKQEGAVNPESCY
YYCAVCDYTTKVKLNLVQHVRSVKHQQTEGLRKLOLHQOGLAPEEDNLSETFEFVKDCPPN
ELETASLGARTCDDDLTEQHEEAEGATIKPTAVAEDDEKDTSERDNSEGKNSNKDSVSVAG
GTOQPLLLAKEEDVATKRSKPTEDNKFCHEQFYQCPYCNYNSRDQSRIQMHVLSQHSVQPV
ICCPLCQDVLSNKMHLQLHLTHLHSVSPDCVEKLLMTVPVPDVMMPNSMLLPAAASEKSE
RDTPAAVTAEGSGKYSGESPMDDKSMAGLEDSKANVEVKNEEQKPTKEPLEVSEWNKNSS
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KDVKIPDTLQDQLNEQOKRQPLSVSDRHVYKYRCNHCSLAFKTMQKLQTHSQYHATIRAAT
MCNLCQRSFRTFQALKKHLEAGHPELSEAELQQLYASLPVNGELWAESETMSQDDHGLEQ
EMEREYEVDHEGKASPVGSDSSSTIPDDMGSEPKRTLPFRKGPNFTMEKFLDPSRPYKCTV
CKESFTQKNILLVHYNSVSHLHKLKKVLQEASSPVPQETNSNTDNKPYKCSICNVAYSQS
STLETHMRSVLHQTKARAAKLEPSGHVAGGHSTIAANVNSPGQGMLDSMSLAAVNSKDTHL
DAKELNKKQTPDLISAQPAHHPPQSPAQTIQOMOLOHELQQQAAFFQPQFLNPAFLPHEPMT
PEALLQFQQPQFLFPFYIPGTEFSLGPDLGLPGSATFGMPGMTGMAGSLLEDLKQQIQTQ
HHVGQTQLQOILQOOQAQQYQATQPQLOPOKQOQOQOPPPPOOOOOQOOASKLLKQEQSNIVSAD
CQIMKDVPSYKEAEDISEKPEKPKQEFISEGEGLKEGKDTKKQKSLEPSIPPPRIASGAR
GNAAKALLENFGFELVIQYNENRQKVOKKGKSGEGENTDKLECGTCGKLEFSNVLILKSHQ
EHVHGOQFFPYAALEKFARQYREAYDKLYPISPSSPETPPPPPPPPPLPPAPPQPSSMGPV
KIPNTVSTPLQAPPPTPPPPPPPPPPPPPPPPPPPPSAPPQVQLPVSLDLPLFPSIMMQP
VOHPALPPQLALQLPOMDALSADLTQLCQOQLGLDPNFLRHSQFKRPRTRITDDQLKILR
AYFDINNSPSEEQIQEMAEKSGLSQKVIKHWEFRNTLFKERQRNKDSPYNEFSNPPITVLED
IRIDPQPTSLEHYKSDASFSKRSSRTRFTDYQLRVLODFFDTNAYPKDDEIEQLSTVLNL
PTRVIVVWEFQNARQKARKSYENQAETKDNEKRELTNERYIRTSNMQYQCKKCNVVFEFPRIF
DLITHQKKQCYKDEDDDAQDESQTEDSMDATDQVVYKHCTVSGQTDAAKNAAAPAASSGS
GTSTPLIPSPKPEPEKTSPKPEYPAEKPKQSDPSPPSQGTKPALPLASTSSDPPQASTAQ
POPOQPOPPKQPQLIGRPPSASQTPVPSSPLOQISMTSLONSLPPOQLLOYQCDQCTVAFPTL
ELWQEHOHMHFLAAQONQFLHSPFLERPMDMPYMIFDPNNPLMTGQLLGSSLTQOMPPQASS
SHTTAPTTVAASLKRKLDDKEDNNCSEKEGGNSGEDQHRDKRLRTTITPEQLEILYEKYL
LDSNPTRKMLDHIAREVGLKKRVVQVWFONTRARERKGQFRAVGPAQSHKRCPFCRALFK
AKSALESHIRSRHWNEGKQAGYSLPPSPLISTEDGGESPQKYIYFDYPSLPLTKIDLSSE
NELASTVSTPVSKTAELSPKNLLSPSSFKAECSEDVENLNAPPAEAGYDQNKTDFDETSS
INTAISDATTGDEGNTEMESTTGSSGDVKPALSPKEPKTLDTLPKPATTPTTEVCDDKFL
FSLTSPSTHEFNDKDGDHDQSEFYITDDPDDNADRSETSSTADPSSPNPFGSSNPEFKSKSND
RPGHKRFRTOQMSNLQLKVLKACEFSDYRTPTMQECEMLGNE IGLPKRVVQVWEFQNARAKEK
KFKINIGKPFMINQGGTEGTKPECTLCGVKYSARLSIRDHIFSKQHISKVRETVGSQLDR
EKDYLAPTTVRQLMAQQELDRIKKASDVLGLTVQQPGMMDSSSLHGISLPTAYPGLPGLP
PVLLPGMNGPSSLPGFPONSNISAGMLGFPTSATSSPALSLSSAPTKPLLOQTPPPPPPPP
PPPPSSSLSGQQTEQONKESEKKQTKPNKVKKIKEEELEATKPEKHPKKEEKISSALSVL
GKVVGETHVDPIQLOQALONATIAGDPASFIGGQFLPYFIPGFASYFTPQLPGTVQGGYFPP
VCGMESLFPYGPTMPQTLAGLSPGALLQQYQQYQONLQESLOKQOKQOQOEQQQKPVQAKT
SKVESDQPONSNDASETKEDKSTATESTKEEPQLESKSADEFSDTYVVPEFVKYEFICRKCQ
MMFTDEDAAVNHQKSFCYFGQPLIDPQETVLRVPVSKYQCLACDVAISGNEALSQHLQSS
LHKEKTIKQAMRNAKEHVRLLPHSVCSPNPNTTSTSQSAASSNNTYPHLSCFSMKSWPNI
LFQASARRAASPPSSPPSLSLPSTVTSSLCSTSGVQTSLPTESCSDESDSELSQKLEDLD
NSLEVKAKPASGLDGNENSIRMDMFSV

>sp|Q8IZ2T6|ASPM HUMAN Abnormal spindle-like microcephaly-
associated protein OS=Homo sapiens 0X=9606 GN=ASPM PE=1 SV=2
MANRRVGRGCWEVSPTERRPPAGLRGPAAEEEASSPPVLSLSHFCRSPFLCEFGDVLLGAS
RTLSLALDNPNEEVAEVKISHFPAADLGFSVSQRCEFVLOPKEKIVISVNWTPLKEGRVRE
IMTFLVNDVLKHQATILLGNAEEQKKKKRSLWDTIKKKKISASTSHNRRVSNIQNVNKTEFS
VSQKVDRVRSPLOQACENLAMNEGGPPTENNSLILEENKIPISPISPAFNECHGATCLPLS
VRRSTTYSSLHASENRELLNVHSANVSKVSEFNEKAVTETSENSVNVNGQRGENSKLSLTP
NCSSTLNITQSQIHFLSPDSFVNNSHGANNELELVTCLSSDMFMKDNSQPVHLESTIAHE
IYQKILSPDSFIKDNYGLNQDLESESVNPILSPNQFLKDNMAYMCTSQQTCKVPLSNENS
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QVPOSPEDWRKSEVSPRIPECQGSKSPKAIFEELVEMKSNYYSEFIKONNPKESAVQODISS
HSHNKQPKRRPILSATVTKRKATCTRENQTE INKPKAKRCLNSAVGEHEKVINNQKEKED
FHSYLPIIDPILSKSKSYKNEVTPSSTTASVARKRKSDGSMEDANVRVAITEHTEVRETK
RIHFSPSEPKTSAVKKTKNVTTPISKRISNREKLNLKKKTDLSIFRTPISKTNKRTKPIT
AVAQSSLTFIKPLKTDIPRHPMPFAAKNMEYDERWKEKQEQGFTWWLNEFILTPDDETVKT
NISEVNAATLLLGIENQHKISVPRAPTKEEMSLRAYTARCRLNRLRRAACRLETSEKMVK
ATIKKLEIEIEARRLIVRKDRHLWKDVGERQKVLNWLLSYNPLWLRIGLETTYGELISLED
NSDVTGLAMFILNRLLWNPDIAAEYRHPTVPHLYRDGHEEALSKFTLKKLLLLVCEFLDYA
KISRLIDHDPCLFCKDAEFKASKEILLAFSRDFLSGEGDLSRHLGLLGLPVNHVQTPEDE
FDFAVTNLAVDLOCGVRLVRTMELLTONWDLSKKLRIPAISRLOKMHNVDIVLQVLKSRG
IELSDEHGNTILSKDIVDRHREKTLRLLWKIAFAFQVDISLNLDQLKEEIAFLKHTKSIK
KTISLLSCHSDDLINKKKGKRDSGSFEQYSENIKLLMDWVNAVCAFYNKKVENEFTVSFESD
GRVLCYLIHHYHPCYVPFDAICQRTTQTVECTQTGSVVLNSSSESDDSSLDMSLKAFDHE
NTSELYKELLENEKKNFHLVRSAVRDLGGIPAMINHSDMSNTIPDEKVVITYLSFLCARL
LDLRKETRAARLIQTTWRKYKLKTDLKRHOQEREKAARITQLAVINFLAKQRLRKRVNAAL
VIQKYWRRVLAQRKLLMLKKEKLEKVONKAASLIQGYWRRYSTROQRFLKLKYYSITILQSR
IRMITAVTSYKRYLWATVTIQRHWRAYLRRKODQORYEMLKSSTLI IQSMFRKWKQRKMQ
SQVKATVILORAFREWHLRKOAKEENSATITIQSWYRMHKELRKYIYIRSCVVIIQKRERC
FOAQKLYKRRKESILTIQKYYKAYLKGKIERTNYLOKRAAATQLOAAFRRLKAHNLCRQI
RAACVIQSYWRMRODRVREFLNLKKTIIKFQAHVRKHOOROKYKKMKKAAVITQTHFRAYT
FAMKVLASYQKTRSAVIVLOSAYRGMOARKMYIHILTSVIKIQSYYRAYVSKKEFLSLKN
ATIKLQSTVKMKQTRKQYLHLRAAALFIQQCYRSKKIAAQKREEYMOMRESCIKLQAFVR
GYLVRKOMRLORKAVISLOSYFRMRKARQYYLKMYKAIIVIQONYYHAYKAQVNQRKNELQ
VKKAATCLQAAYRGYKVRQLIKQOSTAALKIQSAFRGYNKRVKYQSVLOSITKIQRWYRA
YKTLHDTRTHFLKTKAAVISLOQSAYRGWKVRKQIRREHQAALKIQSAFRMAKAQKQFRLF
KTAALVIQONFRAWTAGRKOQCMEYIELRHAVLVLOSMWKGKTLRROLOROHKCATITIQSY
YRMHVOQOKKWKIMKKAALLIQKYYRAYSIGREQNHLYLKTKAAVVTLOSAYRGMKVRKRI
KDCNKAAVTIQSKYRAYKTKKKYATYRASATITIQRWYRGIKITNHQHKEYLNLKKTATKT
QSVYRGIRVRRHIQHMHRAATFIKAMFKMHQSRISYHTMRKAATVIQVRCRAYYQGKMQOR
EKYLTILKAVKVLQASFRGVRVRRTLRKMOQTAATLIQSNYRRYRQQTYEFNKLKKITKTVQ
QRYWAMKERNIQFORYNKLRHSVIYIQATFRGKKARRHLKMMHIAATLTQRRFRTLMMRR
REFLSLKKTAILIQRKYRAHLCTKHHLOFLOVONAVIKIQSSYRRWMIRKRMREMHRAATE
IQSTFRMHRLHMRYQALKQASVVIQQQYQANRAAKLOQROHYLRORHSAVILOAAFRGMKT
RRHLKSMHSSATLTIQSRFRSLLVRRRFISLKKATIFVORKYRATICAKHKLYQFLHLRKA
AITIQOSSYRRLMVKKKLOQEMORAAVLIQATFRMYRTYITFOQTWKHASILIQQHYRTYRAA
KLORENYIRQWHSAVVIQAAYKGMKARQLLREKHKASIVIQSTYRMYRQYCEFYQKLQWAT
KITQEKYRANKKKOKVFQHNELKKETCVOAGFQODMNIKKQIQEQHQAATTTQKHCKAFKT
RKHYLHLRATVVSIQRRYRKLTAVRTQAVICIQSYYRGFKVRKDIQNMHRAATLIQSFEYR
MHRAKVDYETKKTATIVVIQONYYRLYVRVKTERKNEFLAVOKSVRTIQAAFRGMKVRQOKLKN
VSEEKMAATIVNQSALCCYRSKTQYEAVQSEGVMIQEWYKASGLACSQEAEYHSQSRAAVT
IOKAFCRMVTRKLETQOKCAALRIQFFLOMAVYRRREVOQOKRAAITLOHYFRTWQOTRKQFL
LYRKAAVVLONHYRAFLSAKHQROQVYLOIRSSVIITIQARSKGEFIQKRKFQETIKNSTIKIQ
AMWRRYRAKKYLCKVKAACKIQAWYRCWRAHKEYLATILKAVKITIQGCFYTKLERTRFLNV
RASATITQRKWRATILPAKIAHEHFLMIKRHRAACLIQAHYRGYKGROQVFLRQKSAALTIQ
KYTRAREAGKHERIKYTEFKKSTVILQALVRGWLVRKRFLEQRAKTRLLHFTAAAYYHLN
AVRIQRAYKLYLAVKNANKQVNSVICIQRWEFRARLOQEKRFIQKYHSIKKIEHEGQECLSQ
RNRAASVIQKAVRHFLLRKKQEKFTSGIIKIQALWRGYSWRKKNDCTKIKAIRLSLOVVN
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REIREENKLYKRTALALHYLLTYKHLSATILEALKHLEVVTRLSPLCCENMAQSGAISKIF
VLIRSCNRSIPCMEVIRYAVQVLLNVSKYEKTTSAVYDVENCIDILLELLQTIYREKPGNK
VADKGGSIFTKTCCLLATLLKTTNRASDVRSRSKVVDRIYSLYKLTAHKHKMNTERILYK
QKKNSSISIPFIPETPVRTRIVSRLKPDWVLRRDNMEEITNPLOATQOMVMDTLGIPY
>sp|C9JJH3 |U17LA HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 10 OS=Homo sapiens 0X=9606 GN=USP17L10 PE=3 SV=1
MEDDSLYLGGEWQFNHEFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKPPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYKPPLANYMLFREHSQTCHRH
KGCMLCTMQAHITRATLHIPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMRKACLPGH
KQVDRHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHEHNSAKVLILVLKRFPDVTGNKIAKNVQYPEC
LDMQOPYMSQONTGPLVYVLYAVLVHAGWSCHNGHYSSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGVEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRRVEGTVPPDVLVIHQSKYKCRMKNHHP
EQOSSLLNLSSTTPTDQESMNTGTLASLRGRTRRSKGKNKHSKRALLVCQ
>sp|Q7RTZ2|U17L1 HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 1 OS=Homo sapiens 0X=9606 GN=USP17L1 PE=3 SV=1
MGDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSSETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYENASLQCLTYTLPLANYMLSREHSQTCQRP
KCCMLCTMQAHITWALHSPGHVIQPSQALAAGFHRGKQEDVHEFLMFTVDAMKKACLPGH
KQVDHHCKDTTLIHQIFGGCWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVKQALEQL
VKPEELNGENAYHCGLCLQRAPASNTLTLHTSAKVLILVLKREFSDVAGNKLAKNVQYPEC
LDMQOPYMSQONTGPLVYVLYAVLVHAGWSCHDGHYFSYVKAQEVOQWYKMDDAEVTVCSIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRAKQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVGKVEGTLPPNALVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTRTDQESMNTGTLASLOQGRTRRAKGKNKHSKRALLVCQ

>sp|A6NCWO |U17L3 HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 3 0OS=Homo sapiens 0X=9606 GN=USP17L3 PE=3 SvV=1
MGDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSSETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYENASLQCLTYTLPLANYMLSREHSQTCQRP
KCCMLCTMQAHITWALHSPGHVIQPSQALASGFHRGKQEDVHEFLMFTVDAMKKACLPGH
KQVDHHSKDTTLIHQIFGGCWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVKQALEQL
VKPEELNGENAYHCGLCLQRAPASNTLTLHTSAKVLILVLKRFSDVAGNKLAKNVQYPEC
LDMOPYMSQONTGPLVYVLYAVLVHAGWSCHDGHYFSYVKAQEGQWYKMDDAEVTVCSIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRAKQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVGKVEGTLPPNALVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTRTDQESMNTGTLASLOQGRTRRAKGKNKHSKRALLVCQ
>sp|D6RA61|U17LM HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 22 OS=Homo sapiens 0X=9606 GN=USP17L22 PE=3 SV=1
MEDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTLMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQONTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLOEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
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EQOSSLLKLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ
>sp|D6RCP7|U17LJ HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 19 OS=Homo sapiens 0X=9606 GN=USP17L19 PE=3 SV=1
MEEDSLYLGGEWQFNHEFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTLMFTVDAMKKACLPGH
KQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQTNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLKLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp|D6RBQ6 |U17LH HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 17 OS=Homo sapiens 0X=9606 GN=USP17L17 PE=3 SV=1
MEDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQONTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTAASTT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSSTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ
>sp|C9JVIO|U17LB HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 11 OS=Homo sapiens 0X=9606 GN=USP17L11 PE=3 SvV=1
MEDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQTNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp|A8MUKI |U17L5 HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 5 OS=Homo sapiens 0X=9606 GN=USP17L5 PE=3 SV=2
MEDDSLYLRGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTILMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIATLDIQAAQSVQQOATLEQL
AKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKRFSDVTGNKIAKNVQYPEC
LDMOPYMSQOPNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLEYTIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSSTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp |D6RJIB6|UL7LK HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 20 OS=Homo sapiens 0X=9606 GN=USP17L20 PE=3 SV=1
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MEDDSLYLGGEWQFNHEFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTLMFTVDAMKKACLPGH
KQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQOPNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp|D6RON7 |U17LI HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 18 OS=Homo sapiens 0X=9606 GN=USP17L18 PE=3 SV=1
MEDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTLMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQTNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLEYIQKSEWERHSESVSRGREPRALGAEDTDRRAKQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ
>sp|C9J2P7|U17LF HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 15 OS=Homo sapiens 0X=9606 GN=USP17L15 PE=3 SV=2
MEDDSLYLGGEWQFNHESKLTSSRPDAAFAETIQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMKKACLPGH
KOQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQATLEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKRFSDVTGNKIDKNVQYPEC
LDMKLYMSQTNSGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLEYTIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQWSQWKYRPTR
RGAHTHAHTQTHT

>sp|QOWX57|U17LO HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 24 OS=Homo sapiens 0X=9606 GN=USP17L30 PE=1 SV=2
MEDDSLYLRGEWQFNHEFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFTLMFTVDAMKKACLPGH
KQVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVQQALEQL
VKPEELNGENAYHCGVCLQRAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQOPNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGQWYKMDDAEVTASSTIT
SVLSQQAYVLEFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLOQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSSTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp|C9JLJ4 |U17LD HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 13 OS=Homo sapiens 0X=9606 GN=USP17L13 PE=3 3SV=1
MEEDSLYLGGEWQFNHEFSKLTSSRLDAAFAETQRTSLPEKSPLSCETRVDLCDDLVPEAR
QLAPREKLPLSSRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
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KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKOQEDAHEFLMEFTVDAMKKACLPGH
KOVDHPSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVOQOALEQL
VKPEELNGENAYHCGVCLORAPASKTLTLHTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMQPYMSQONTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGOQWYKMDDAEVTAASTIT
SVLSQOAYVLEYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDRWKFLOEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQQSSLLNLSSSTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ
>sp|D6RY01|U17LL HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 21 OS=Homo sapiens 0X=9606 GN=USP17L21 PE=3 SV=1
MEEDSLYLGGEWQFNHFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSNRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMKKACLPGH
KOVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVOQALEQL
VKPEELNGENAYHCGVCLORAPASKMLTLLTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQOPNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGOWYKMDDAEVTASSIT
SVLSQOAYVLEFYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLOEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLNLSSSTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ

>sp|C9JPN9 |UL17C HUMAN Ubiquitin carboxyl-terminal hydrolase 17-
like protein 12 OS=Homo sapiens 0X=9606 GN=USP17L12 PE=3 SV=1
MEEDSLYLGGEWQFNHFSKLTSSRPDAAFAETQRTSLPEKSPLSCETRVDLCDDLAPVAR
QLAPREKLPLSNRRPAAVGAGLONMGNTCYVNASLQCLTYTPPLANYMLSREHSQTCHRH
KGCMLCTMQAHITRALHNPGHVIQPSQALAAGFHRGKQEDAHEFLMFTVDAMKKACLPGH
KOVDHHSKDTTLIHQIFGGYWRSQIKCLHCHGISDTFDPYLDIALDIQAAQSVOQALEQL
VKPEELNGENAYHCGVCLQRAPASKMLTLLTSAKVLILVLKREFSDVTGNKIAKNVQYPEC
LDMOPYMSQOPNTGPLVYVLYAVLVHAGWSCHNGHYFSYVKAQEGOWYKMDDAEVTASSIT
SVLSQOQAYVLEYIQKSEWERHSESVSRGREPRALGAEDTDRRATQGELKRDHPCLQAPEL
DEHLVERATQESTLDHWKFLOQEQNKTKPEFNVRKVEGTLPPDVLVIHQSKYKCGMKNHHP
EQOSSLLKLSSTTPTHQESMNTGTLASLRGRARRSKGKNKHSKRALLVCQ
>sp|015067 | PUR4 HUMAN Phosphoribosylformylglycinamidine synthase
OS=Homo sapiens 0X=9606 GN=PFAS PE=1 3SV=4
MSPVLHFYVRPSGHEGAAPGHTRRKLOGKLPELQGVETELCYNVNWTAEALPSAEETKKL
MWLFGCPLLLDDVARESWLLPGSNDLLLEVGPRLNFSTPTSTNIVSVCRATGLGPVDRVE
TTRRYRLSFAHPPSAEVEATALATLHDRMTEQHFPHPIQSFSPESMPEPLNGPINILGEG
RLALEKANQELGLALDSWDLDEYTKRFOQELOQRNPSTVEAFDLAQSNSEHSRHWEFKGQOLH
VDGQKLVHSLFESIMSTQESSNPNNVLKEFCDNSSAIQGKEVRFLRPEDPTRPSRFQQQQG
LRHVVFTAETHNFPTGVCPFSGATTGTGGRIRDVQCTGRGAHVVAGTAGYCEFGNLHIPGY
NLPWEDPSFQYPGNFARPLEVAIEASNGASDYGNKFGEPVLAGFARSLGLOLPDGQRREW
IKPIMFSGGIGSMEADHISKEAPEPGMEVVKVGGPVYRIGVGGGAASSVQVQGDNTSDLD
FGAVQRGDPEMEQKMNRVIRACVEAPKGNPICSLHDQGAGGNGNVLKELSDPAGATIIYTS
REFQLGDPTLNALEIWGAEYQESNALLLRSPNRDFLTHVSARERCPACEVGTITGDRRIVL
VDDRECPVRRNGQGDAPPTPLPTPVDLELEWVLGKMPRKEFFLORKPPMLOQPLALPPGLS
VHOALERVLRLPAVASKRYLTNKVDRSVGGLVAQQQOCVGPLOTPLADVAVVALSHEELTIG
AATALGEQPVKSLLDPKVAARLAVAEALTNLVFALVTDLRDVKCSGNWMWAAKLPGEGAA
LADACEAMVAVMAALGVAVDGGKDSLSMAARVGTETVRAPGSLVISAYAVCPDITATVTP
DLKHPEGRGHLLYVALSPGQHRLGGTALAQCFSQLGEHPPDLDLPENLVRAFSITQGLLK
DRLLCSGHDVSDGGLVTCLLEMAFAGNCGLQVDVPVPRVDVLSVLFAEEPGLVLEVQEPD
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LAQVLKRYRDAGLHCLELGHTGEAGPHAMVRVSVNGAVVLEEPVGELRALWEETSFQLDR
LOAEPRCVAEEERGLRERMGPSYCLPPTFPKASVPREPGGPSPRVAILREEGSNGDREMA
DAFHLAGFEVWDVTMQODLCSGAIGLDTFRGVAFVGGFSYADVLGSAKGWAAAVTFHPRAG
AELRRFRKRPDTFSLGVCNGCQLLALLGWVGGDPNEDAAEMGPDSQPARPGLLLRHENLSG
RYESRWASVRVGPGPALMLRGMEGAVLPVWSAHGEGYVAFSSPELQAQIEARGLAPLHWA
DDDGNPTEQYPLNPNGSPGGVAGICSCDGRHLAVMPHPERAVRPWOWAWRPPPEDTLTTS
PWLOLEFINARNWTLEGSC

>sp|Q5JTV8 | TOIP1 HUMAN Torsin-lA-interacting protein 1 OS=Homo
sapiens 0X=9606 GN=TOR1AIP1 PE=1 SV=2
MAGDGRRAEAVREGWGVYVTPRAPIREGRGRLAPONGGSSDAPAYRTPPSRQGRREVRES
DEPPEVYGDFEPLVAKERSPVGKRTRLEEFRSDSAKEEVRESAYYLRSRQRRQPRPQETE
EMKTRRTTRLOOQHSEQPPLOQPSPVMTRRGLRDSHSSEEDEASSQTDLSQTISKKTVRST
QEAPVSEDLVIRLRRPPLRYPRYEATSVQOOKVNESEEGETEEDDQDSSHSSVTTVKARSR
DSDESGDKTTRSSSQYIESEFWQSSQOSONFTAHDKQPSVLSSGYQKTPQEWAPQTARIRTR
MONDSILKSELGNQSPSTSSRQVTGQPONASEFVKRNRWWLLPLTAALASGSEWEFEFSTPEV
ETTAVQEFONOMNQLKNKYQGODEKLWKRSQTFLEKHLNSSHPRSQPATILLLTAARDAEE
ALRCLSEQIADAYSSFRSVRATRIDGTDKATQDSDTVKLEVDQELSNGEFKNGONAAVVHR
FESFPAGSTLIFYKYCDHENAAFKDVALVLTVLLEEETLGTSLGLKEVEEKVRDFLKVKF
TNSNTPNSYNHMDPDKLNGLWSRISHLVLPVQPENALKRGICL
>sp|Q5VZ46|K1614 HUMAN Uncharacterized protein KIAAl614 OS=Homo
sapiens 0X=9606 GN=KIAAl614 PE=2 SV=3
MEGTEAAAAKPAGGSPQGPKTGSGTASPVEGTSAVEWSGPEPQLDNGHPPRPWPCPQENR
TSSLMAPQPPRVWGVQLOGPSVLESKVRALKEKMTVAKQGVSPCSASQEWSSPKKPQCRR
GKAGRAGTPSEGSFLPGAVVAPRTONLPDGQLDGSINEEQPARDGGPRLPRPPAPGREYC
NRGSPWPPEAEWTLPDHDRGPLLGPSSLQOSPIHGVTPGRPGGPGHCNKITHIPSPRTGR
SYPFPDGVVTEADLDSTSLTSEEVEFVPRTALLGERWRAGDLEALGAGSSVLSLSDRVERN
RLLLOEMLNVSGQSPRKVGTPAWTPSWDTAAPERPVGDVDWASGTSLODSGONRTVGPNP
EPVLSPRHEEATHLLOQRARMKARTRPLRASHDIVPTITQGSRDGHRSPARDPRTTPACRD
SLONGHTSDSSSGESSGGHRPRRGPSPSHVRFEDESAREAEFRHLERLQOQROROVLSTVL
QAADQGPLRSKPDLADYINGAPRLRDAGQGTFHRLVGSLDRRGHPAPPAPGSERRCQACG
SCIDDPRPAQGKAPPVPRTLQELQAACGMERVLGGLSSPLRLLPAEPRLHMEWIRETHIG
DTVCPAEVDSALDSTDNSDNCRTDSEEAGTSQAGWACGRTQGSSPRLRLRGSRPRGHRWS
KKAEAELPWGLQAQQHLPRADDVEVENEVKEGRGHTPEGTLFLREDAKPPDLELKRVSLG
POWQPGPGLGSHQPHPLDSRTPCRTAYATTAPMTPESSGPGGQAQVTESHESLEIVSPSS
LOQSHAEPSAPHQAWQPTASLCPEGWAPTPPPSRKTTSPVSHRKAALAGLLRLGDQTEPV
GIPRPPSRSAVLRTCELPPSQTQPSRPQVRHPLLALSTNNCNNSAPRGLQEPYGGAVHEG
RVERGPCSREPEPPLENSRDGGPQGFLGSADVATINSTGITLSLSSEESESSKESEGSLQ
RTGSGSGGHVLSRASAGAGTGPGSPSAAPLDONKKRSSSTIASTLGLKKLESALGQSSRPK
LGKSRSYSVEQLOQPAPPGLTSQSRAPSLOSTLHPVSPSHQRRKAASFONLHSLLSSKGNRS
SLYLVAGPGDHSAAGRPAKTSPRRALSVEDVGAPSLARTVGRLVEVEFPDGTSQLQLQORSP
GGTFGFCVASGNGRPDSGMPSPLPQPHGWGGLSKQGRAFWLWSEAFLVEG
>sp|Q8IVF1|NTM2A HUMAN NUT family member 2A OS=Homo sapiens
0X=9606 GN=NUTM2A PE=2 SV=4
MEVKGPSGRSFCCESEGQFKSCLKRHTPSLLLPSSWKGNSGSCLMAKALHRMSPTPNSCP
LPLPLCRMSGVLCSRNLFTFKFSLFQLDSGASGEPGHSLGLTLGFSHCGNCQTAVVSAQP
EGMASNGAYPALGPGVTANPGTSLSVFTALPFTTPAPGPAHGPLLVTAGAPPGGPLVLST
LPSTPLVTEQDGCGPSGAGASNVEVOMRTEVGPVKAAQAQTLVLTQAPLVWQAPGALCGG
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VVCPPPLLLAAAPVVPVMAAQVVGGTQACEGGWSQGLPLPPPPPPAAQLPPIVSQGNAGP
WPQGAHGEGSLASSQAKAPPDDSCNPRSVYENFRLWQHYKPLARRHLPQSPDTEALSCFL
IPVLRSLARRKPTMTLEEGLWRAMREWQHTSNFDRMIFYEMAEKFLEFEAEEEMQTIQKSQ
WMKGPQCLPPPATPRLEPRGPPAPEVVKQPVYLPSKAGPKAPTACLPPPRPQRPVTKARR
PPPRPHRRAETKARLPPPRPQRPAETKVPEEIPPEVVQEYVDIMEELLGPSLGATGEPEK
OREEGEVKQPQEEDWTPPDPGLLSYTDKLCSQKDFVTKVEAVIHPQFLEELLSPDPQMDF
LALSQELEQEEGLTLAQLVEKRLLPLKEKQHARAAPSRGTARLDSSSSKFAAGQGAERDV
PVPQOGVGMETCPPQTTARDSQGRGRAHTGMARSKDSVVLLGCQDSPGLRAARPTSPPQD
HRPTCPGVGTKDALDLPGGSPVRESHGLAQGSSEEEELPSLAFLLGSQHKLLPWWLPQSP
VPASGLLSPEKWGPQGTHQFPSAERRGLNLAPSPANKAKKRPLFGSLSPAEKTPHPGPGL
RVSGEQSLTWGLGGPSQSQOKRKGDPLVSRKEKKQRCSQ

>sp|Q92954 | PRG4 HUMAN Proteoglycan 4 OS=Homo sapiens 0X=9606
GN=PRG4 PE=1 SV=3
MAWKTLPIYLLLLLSVEVIQQVSSQDLSSCAGRCGEGYSRDATCNCDYNCQHYMECCPDF
KRVCTAELSCKGRCFESFERGRECDCDAQCKKYDKCCPDYESFCAEVHNPTSPPSSKKAP
PPSGASQTIKSTTKRSPKPPNKKKTKKVIESEEITEEHSVSENQESSSSSSSSSSSSTIR
KIKSSKNSAANRELOQKKLKVKDNKKNRTKKKPTPKPPVVDEAGSGLDNGDFKVTTPDTST
TOQHNKVSTSPKITTAKPINPRPSLPPNSDTSKETSLTVNKETTVETKETTTTNKQTSTDG
KEKTTSAKETQSIEKTSAKDLAPTSKVLAKPTPKAETTTKGPALTTPKEPTPTTPKEPAS
TTPKEPTPTTIKSAPTTPKEPAPTTTKSAPTTPKEPAPTTTKEPAPTTPKEPAPTTTKEP
APTTTKSAPTTPKEPAPTTPKKPAPTTPKEPAPTTPKEPTPTTPKEPAPTTKEPAPTTPK
EPAPTAPKKPAPTTPKEPAPTTPKEPAPTTTKEPSPTTPKEPAPTTTKSAPTTTKEPAPT
TTKSAPTTPKEPSPTTTKEPAPTTPKEPAPTTPKKPAPTTPKEPAPTTPKEPAPTTTKKP
APTTPKEPAPTTPKETAPTTPKKLTPTTPEKLAPTTPEKPAPTTPEELAPTTPEEPTPTT
PEEPAPTTPKAAAPNTPKEPAPTTPKEPAPTTPKEPAPTTPKETAPTTPKGTAPTTLKEP
APTTPKKPAPKELAPTTTKEPTSTTSDKPAPTTPKGTAPTTPKEPAPTTPKEPAPTTPKG
TAPTTLKEPAPTTPKKPAPKELAPTTTKGPTSTTSDKPAPTTPKETAPTTPKEPAPTTPK
KPAPTTPETPPPTTSEVSTPTTTKEPTTIHKSPDESTPELSAEPTPKALENSPKEPGVPT
TKTPAATKPEMTTTAKDKTTERDLRTTPETTTAAPKMTKETATTTEKTTESKITATTTQV
TSTTTODTTPFKITTLKTTTLAPKVTTTKKTITTTEIMNKPEETAKPKDRATNSKATTPK
POKPTKAPKKPTSTKKPKTMPRVRKPKTTPTPRKMTSTMPELNPTSRIAEAMLQTTTRPN
QTPNSKLVEVNPKSEDAGGAEGETPHMLLRPHVFMPEVTPDMDYLPRVPNQGIIINPMLS
DETNICNGKPVDGLTTLRNGTLVAFRGHYFWMLSPFSPPSPARRITEVWGIPSPIDTVET
RCNCEGKTFFFKDSQYWRFTNDIKDAGYPKPIFKGFGGLTGQIVAALSTAKYKNWPESVY
FFKRGGSIQQYIYKQEPVQKCPGRRPALNYPVYGETTQVRRRRFERAIGPSQTHTIRIQY
SPARLAYQDKGVLHNEVKVSILWRGLPNVVTSAISLPNIRKPDGYDYYAEFSKDQYYNIDV
PSRTARATITTRSGQTLSKVWYNCP

>sp|Q15413|RYR3 HUMAN Ryanodine receptor 3 OS=Homo sapiens 0X=9606
GN=RYR3 PE=1 3V=3
MAEGGEGGEDEIQFLRTEDEVVLQCIATITHKEQRKFCLAAEGLGNRLCFLEPTSEAKYTP
PDLCVCNEFVLEQSLSVRALQEMLANTGENGGEGAAQGGGHRTLLYGHAVLLRHSFSGMYL
TCLTTSRSQTDKLAFDVGLREHATGEACWWTIHPASKQRSEGEKVRIGDDLILVSVSSER
YLHLSVSNGNIQVDASFMQTLWNVHPTCSGSSIEEGYLLGGHVVRLFHGHDECLTIPSTD
ONDSQHRRIFYEAGGAGTRARSLWRVEPLRISWSGSNIRWGQAFRLRHLTTGHYLALTED
OGLILODRAKSDTKSTAFSFRASKELKEKLDSSHKRDIEGMGVPEIKYGDSVCEFVQHIAS
GLWVTYKAQDAKTSRLGPLKRKVILHQEGHMDDGLTLQRCQREESQAARIIRNTTALFSQ
FVSGNNRTAAPITLPIEEVLQTLODLIAYFQPPEEEMRHEDKONKLRSLKNRONLFKEEG
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MLALVLNCIDRLNVYNSVAHFAGIAREESGMAWKETILNLLYKLLAALTRGNRNNCAQFSN
NLDWLISKLDRLESSSGILEVLHCILTESPEALNLIAEGHIKSIISLLDKHGRNHKVLDI
LCSLCLCNGVAVRANONLTICDNLLPRRNLLLOTRLINDVTSIRPNIFLGVAEGSAQYKKW
YFELIIDQVDPFLTAEPTHLRVGWASSSGYAPYPGGGEGWGGNGVGDDLYSYGFDGLHLW
SGRIPRAVASINQHLLRSDDVVSCCLDLGVPSISFRINGOQPVOGMFENENTDGLEEFPVMS
FSAGVKVRFLMGGRHGEFKFLPPSGYAPCYEALLPKEKMRLEPVKEYKRDADGIRDLLGT
TQFLSQASFIPCPVDTSQVILPPHLEKIRDRLAENIHELWGMNKIELGWTFGKIRDDNKR
QHPCLVEFSKLPETEKNYNLOMSTETLKTLLALGCHIAHVNPAAEEDLKKVKLPKNYMMS
NGYKPAPLDLSDVKLLPPQETILVDKLAENAHNVWAKDRIKQOGWTYGIQQODLKNKRNPRLV
PYALLDERTKKSNRDSLREAVRTEFVGYGYNIEPSDQELADSAVEKVSIDKIRFFRVERSY
AVRSGKWYFEFEVVTGGDMRVGWARPGCRPDVELGADDQAEFVEFEGNRGORWHOGSGYFEFGR
TWOPGDVVGCMINLDDASMIFTLNGELLITNKGSELAFADYETENGEVPICCLGLSQIGR
MNLGTDASTFKEFYTMCGLQEGFEPFAVNMNRDVAMWESKRLPTEFVNVPKDHPHIEVMRID
GTMDSPPCLKVTHKTFGTONSNADMIYCRLSMPVECHSSFSHSPCLDSEAFQKRKQOMQET
LSHTTTOCYYAIRIFAGQODPSCVWVGWVTPDYHLYSEKFDLNKNCTVITVTLGDERGRVHE
SVKRSNCYMVWGGDIVASSQRSNRSNVDLEIGCLVDLAMGMLSESANGKELGTCYQVEPN
TKVFPAVFLOPTSTSLFQFELGKLKNAMPLSAATFRSEEKNPVPQCPPRLDVQTIQPVLW
SRMPNSFLKVETERVSERHGWVVQCLEPLOMMALHIPEENRCVDILELCEQEDLMREFHYH
TLRLYSAVCALGNSRVAYALCSHVDLSQLEFYATIDNKYLPGLLRSGFYDLLISTHLASAKE
RKLMMKNEYITPITSTTRNIRLEFPDESKRHGLPGVGLRTCLKPGFREFSTPCEFVVTGEDHQ
KOSPEIPLESLRTKALSMLTEAVQCSGAHIRDPVGGSVEFQFVPVLKLIGTLLVMGVEDD
DDVRQILLLIDPSVFGEHSAGTEEGAEKEEVTQVEEKAVEAGEKAGKEAPVKGLLQTRLP
ESVKLOMCELLSYLCDCELOQHRVEAIVAFGDIYVSKLOANQKFRYNELMOATLNMSAALTA
RKTKEFRSPPQEQINMLLNFQLGENCPCPEEIREELYDFHEDLLLHCGVPLEEEEEEEED
TSWTGKLCALVYKIKGPPKPEKEQPTEEEERCPTTLKELTISQTMICWAQEDQIQDSELVR
MMENLLRROQYDSIGELLOALRKTYTISHTSVSDTINLLAALGQIRSLLSVRMGKEEELLM
INGLGDIMNNKVEFYQHPNLMRVLGMHETVMEVMVNVLGTEKSQIAFPKMVASCCRELCYF
CRISRONQKAMFEHLSYLLENSSVGLASPSMRGSTPLDVAASSVMDNNELALSLEEPDLE
KVVTYLAGCGLQSCPMLLAKGYPDVGWNPIEGERYLSFLRFAVEVNSESVEENASVVVKL
LITRRPECFGPALRGEGGNGLLAAMQGATIKISENPALDLPSQGYKREVSTGDDEEEEETIVH
MGNAIMSFYSALIDLLGRCAPEMHLIQTGKGEAIRIRSILRSLVPTEDLVGIISIPLKLP
SLNKDGSVSEPDMAANFCPDHKAPMVLEFLDRVYGIKDQTFLLHLLEVGFLPDLRASASLD
TVSLSTTEAALALNRYICSAVLPLLTRCAPLFAGTEHCTSLIDSTLQTIYRLSKGRSLTK
AQRDTIEECLLAICNHLRPSMLOQLLRRLVEDVPQLNEYCKMPLKLLTNHYEQCWKYYCL
PSGWGSYGLAVEEELHLTEKLFWGIFDSLSHKKYDPDLFRMALPCLSAIAGALPPDYLDT
RITATLEKQISVDADGNFDPKPINTMNEFSLPEKLEYIVTKYAEHSHDKWACDKSQSGWKY
GISLDENVKTHPLIRPFKTLTEKEKEIYRWPARESLKTMLAVGWTVERTKEGEALVQQORE
NEKLRSVSQANQGNSYSPAPLDLSNVVLSRELOQGMVEVVAENYHNIWAKKKKLELESKGG
GSHPLLVPYDTLTAKEKFKDREKAQDLEFKFLOVNGIIVSRGMKDMELDASSMEKRFAYKE
LKKILKYVDSAQEFIAHLEAIVSSGKTEKSPRDOETIKFFAKVLLPLVDQYFTSHCLYFLS
SPLKPLSSSGYASHKEKEMVAGLFCKLAALVRHRISLEFGSDSTTMVSCLHILAQTLDTRT
VMKSGSELVKAGLRAFFENAAEDLEKTSENLKLGKEFTHSRTQIKGVSONINYTTVALLPT
LTSIFEHVTQHQFGMDLLLGDVQISCYHILCSLYSLGTGKNIYVERQRPALGECLASLAA
ATIPVAFLEPTLNRYNPLSVENTKTPRERSTILGMPDTVEDMCPDIPQLEGLMKEINDLAES
GARYTEMPHVIEVILPMLCNYLSYWWERGPENLPPSTGPCCTKVTSEHLSLILGNILKIT
NNNLGIDEASWMKRIAVYAQPIISKARPDLLRSHFTIPTLEKLKKKAVKTVQEEEQLKADG
KGDTQEAELLILDEFAVLCRDLYAFYPMLIRYVDNNRSNWLKSPDADSDOLEFRMVAEVET
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LWCKSHNFKREEQONFVIQONEINNLAFLTGDSKSKMSKAMOQVKSGGOQDQERKKTKRRGDLY
SIQTSLIVAALKKMLPIGLNMCTPGDQELTISLAKSRYSHRDTDEEVREHLRNNLHLQEKS
DDPAVKWOQLNLYKDVLKSEEPEFNPEKTVERVORISAAVFHLEQVEQPTLRSKKAVWHKLLS
KOQRKRAVVACFRMAPLYNLPRHRSINLFLHGYQRFWIETEEYSFEEKLVQDLAKSPKVEE
EEEEETEKQPDPLHQITILYFSRNALTERSKLEDDPLYTSYSSMMAKSCQSGEDEEEDEDK
EKTFEEKEMEKQKTLYQQARLHERGAAEMVLOMISASKGEMSPMVVETLKLGIATLNGGN
AGVQOQKMLDYLKEKKDAGFFQSLSGLMOSCSVLDLNAFERONKAEGLGMVTEEGTLIVRE
RGEKVLONDEFTRDLFRFLOLLCEGHNSDFONFLRTOMGNTTTVNVIISTVDYLLRLQES
ISDEYWYYSGKDIIDESGQHNEFSKALAVTKQIFNSLTEYTQGPCIGNQOQSLAHSRLWDAV
VGFLHVFANMOMKLSQODSSQIELLKELLDLLODMVVMLLSLLEGNVVNGTIGKQMVDTLV
ESSTNVEMILKFFDMEFLKLKDLTSSDTFKEYDPDGKGIISKKEFQKAMEGQKQYTQSEID
FLLSCAEADENDMENYVDEFVDRFHEPAKDIGENVAVLLTNLSEHMPNDSRLKCLLDPAES
VLNYFEPYLGRIEIMGGAKKIERVYFEISESSRTOQWEKPQVKESKRQFIFDVVNEGGEQE
KMELFVNFCEDTIFEMOQLASQISESDSADRPEEEEEDEDSSYVLETAGEEEEDGSLEPAS
AFAMACASVKRNVTDFLKRATLKNLRKQYRNVKKMTAKELVKVLESFFWMLEVGLEFQLLF
TILGGIFQILWSTVFGGGLVEGAKNIRVTKILGDMPDPTQFGIHDDTMEAERAEVMEPGT
TTELVHFIKGEKGDTDIMSDLEGLHPKKEGSLKHGPEVGLGDLSEIIGKDEPPTLESTVQ
KKRKAQAAEMKAANEAEGKVESEKADMEDGEKEDKDKEEEQAEYTLWTEVTKKKKRRCGQK
VEKPEAFTANFFKGLEIYQTKLLEHYLARNFYNLRFLALFVAFAINFILLFYKVTEEPLEE
ETEDVANLWNSEFNDEEEEEAMVFEVLOQESTGYMAPTLRALATITHTIISLVCVVGYYCLKV
PLVVFKREKEIARKLEFDGLYITEQPSEDDIKGQWDRLVINTPSEPNNYWDKEVKRKVIN
KYGDLYGAERIAELLGLDKNALDFSPVEETKAEAASLVSWLSSIDMKYHIWKLGVVETDN
SFLYLAWYTTMSVLGHYNNFFFAAHLLDIAMGFKTLRTILSSVTHNGKQLVLTVGLLAVV
VYLYTVVAFNFFRKEFYNKSEDDDEPDMKCDDMMTCYLFHMYVGVRAGGGIGDEIEDPAGD
PYEMYRIVFDITFFFEVIVILLATIQGLIIDAFGELRDQOQEQVREDMETKCEFICGIGNDY
FDTTPHGFETHTLOEHNLANYLFFLMYLINKDETEHTGQESYVWKMYQERCWDFEFPAGDC
FRKQYEDQLG

>sp|Q12772| SRBP2 HUMAN Sterol regulatory element-binding protein
2 0S=Homo sapiens 0X=9606 GN=SREBF2 PE=1 SV=2
MDDSGELGGLETMETLTELGDELTLGDIDEMLQEFVSNQVGEFPDLESEQLCSSFPGSGGS
GSSSGSSGSSSSSSNGRGSSSGAVDPSVQRSFTQVTLPSEFSPSAASPQAPTLQVKVSPTS
VPTTPRATPILQPRPOPOPOPOTQLOOOTVMITPTESTTPQTRITQQPLIYQONAATSFQV
LOPOVQSLVTSSQVOPVTIQOQOVQTVQOAQRVLTQTANGTLQTLAPATVQTVAAPQVQQVP
VLVQPQITKTDSLVLTTLKTDGSPVMAAVONPALTALTTPIQTAALQVPTLVGSSGTILT
TMPVMMGQEKVPIKQVPGGVKQLEPPKEGERRTTHNI IEKRYRSSINDKITELKDLVMGT
DAKMHKSGVLRKAIDYIKYLQQVNHKLRQENMVLKLANQKNKLLKGIDLGSLVDNEVDLK
IEDEFNONVLLMSPPASDSGSQAGFSPYSIDSEPGSPLLDDAKVKDEPDSPPVALGMVDRS
RILLCVLTFLCLSENPLTSLLOWGGAHDSDQHPHSGSGRSVLSFESGSGGWEDWMMPTLL
LWLVNGVIVLSVEFVKLLVHGEPVIRPHSRSSVTFWRHRKQADLDLARGDFAAAAGNLQTC
LAVLGRALPTSRLDLACSLSWNVIRYSLOKLRLVRWLLKKVFQCRRATPATEAGFEDEAK
TSARDAALAYHRLHQLHITGKLPAGSACSDVHMALCAVNLAECAEEKIPPSTLVEIHLTA
AMGLKTRCGGKLGFLASYFLSRAQSLCGPEHSAVPDSLRWLCHPLGQKFFMERSWSVKSA
AKESLYCAQRNPADPIAQVHOAFCKNLLERATIESLVKPOAKKKAGDQEEESCEFSSALEY
LKLLHSFVDSVGVMSPPLSRSSVLKSALGPDIICRWWTSAITVAISWLQGDDAAVRSHET
KVERIPKALEVTESPLVKATFHACRAMHASLPGKADGQQSSFCHCERASGHLWSSLNVSG
ATSDPALNHVVQLLTCDLLLSLRTALWQKQASASQAVGETYHASGAELAGFQRDLGSLRR
LAHSFRPAYRKVFLHEATVRLMAGASPTRTHQLLEHSLRRRTTQSTKHGEVDAWPGQRER
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ATATLLACRHLPLSFLSSPGQRAVLLAEAARTLEKVGDRRSCNDCQOMIVKLGGGTAIAA
S

>sp 094822 | LTN1 HUMAN E3 ubiquitin-protein ligase listerin OS=Homo
sapiens 0X=9606 GN=LTN1l PE=1 SV=6
MGGKNKQRTKGNLRPSNSGRAAELLAKEQGTVPGFIGFGTSQSDLGYVPATIQGAEEIDSL
VDSDFRMVLRKLSKKDVTTKLKAMQEFGTMCTERDTETVKGVLPYWPRIFCKISLDHDRR
VREATQQAFEKLILKVKKQLAPYLKSIMGYWLMAQCDTYTPAAFAAKDAFEAAFPPSKQP
EAIAFCKDEITSVLODHLIKETPDTLSDPQTVPEEEREAKFYRVVTCSLLALKRLLCLLP
DNELDSLEEKFKSLLSONKEFWKYGKHSVPQIRSAYFELVSALCQRIPQLMKEEASKVSPS
VLLSIDDSDPIVCPALWEAVLYTLTTIEDCWLHVNAKKSVEFPKLSTVIREGGRGLATVIY
PYLLPFISKLPOQSITNPKLDFFKNFLTSLVAGLSTERTKTSSLESSAVISAFFECLREFIM
QONLGEEETEQMLVNDQLIPFIDAVLKDPGLOHGQLFNHLAETLSSWEAKADTEKDEKTA
HNLENVLIHFWERLSEICVAKISEPEADVESVLGVSNLLQVLOKPKSSLKSSKKKNGKVR
FADEILESNKENEKCVSSEGEKIEGWELTTEPSLTHNSSGLLSPLRKKPLEDLVCKLADI
SINYVNERKSEQHLRFLSTLLDSESSSRVFKMLLGDEKQSTIVQAKPLETIAKLVQKNPAVQ
FLYQKLIGWLNEDQRKDEFGEFLVDILYSALRCCDNDMERKKVLDDLTKVDLKWNSLLKITE
KACPSSDKHALVTPWLKGDILGEKLVNLADCLCNEDLESRVSSESHFSERWTLLSLVLSQ
HVKNDYLIGDVYVERIIVRLHETLFKTKKLSEAESSDSSVSFICDVAYNYFSSAKGCLLM
PSSEDLLLTLFQLCAQSKEKTHLPDFLICKLKNTWLSGVNLLVHQTDSSYKESTFLHLSA
LWLKNQVOQASSLDINSLOQVLLSAVDDLLNTLLESEDSYLMGVYIGSVMPNDSEWEKMRQS
LPMOWLHRPLLEGRLSLNYECFKTDFKEQDIKTLPSHLCTSALLSKMVLIALRKETVLEN
NELEKITAELLYSLOWCEELDNPPIFLIGFCEILQKMNITYDNLRVLGNTSGLLQLLENR
SREHGTLWSLITAKLILSRSISSDEVKPHYKRKESFFPLTEGNLHTIQSLCPFLSKEEKK
EFSAQCIPALLGWTKKDLCSTNGGFGHLAIFNSCLOQTKSIDDGELLHGILKITIISWKKEH
EDIFLFSCNLSEASPEVLGVNIEITIRFLSLFLKYCSSPLAESEWDFIMCSMLAWLETTSE
NQALYSIPLVQLFACVSCDLACDLSAFFDSTTLDTIGNLPVNLISEWKEFFSQGIHSLLL
PILVTVTGENKDVSETSFONAMLKPMCETLTYISKEQLLSHKLPARLVADQKTNLPEYLQ
TLLNTLAPLLLFRARPVQIAVYHMLYKLMPELPQYDQDNLKSYGDEEEEPALSPPAALMS
LLSIQEDLLENVLGCIPVGQIVTIKPLSEDFCYVLGYLLTWKLILTFFKAASSQLRALYS
MYLRKTKSLNKLLYHLFRLMPENPTYAETAVEVPNKDPKTFFTEELQLSIRETTMLPYHT
PHLACSVYHMTLKDLPAMVRLWWNSSEKRVENIVDRFTSKYVSSVLSFQETSSVQTSTQL
FNGMTVKARATTREVMATYTIEDIVIELITQLPSNYPLGSITIVESGKRVGVAVQQOWRNWM
LOLSTYLTHONGSIMEGLALWKNNVDKRFEGVEDCMICFSVIHGENYSLPKKACRTCKKK
FHSACLYKWFTSSNKSTCPLCRETFEFF

>sp|Q9Y6A5 | TACC3 HUMAN Transforming acidic coiled-coil-containing
protein 3 OS=Homo sapiens 0X=9606 GN=TACC3 PE=1 SV=1
MSLOQVLNDKNVSNEKNTENCDEFLEFSPPEVTGRSSVLRVSQKENVPPKNLAKAMKVTEQTP
LRDPOTHRILSPSMASKLEAPFTODDTLGLENSHPVWTQKENQQLIKEVDAKTTHGILQK
PVEADTDLLGDASPAFGSGSSSESGPGALADLDCSSSSQSPGSSENQMVSPGKVSGSPEQ
AVEENLSSYSLDRRVTPASETLEDPCRTESQHKAETPHGAEEECKAETPHGAEEECRHGG
VCAPAAVATSPPGATIPKEACGGAPLQGLPGEALGCPAGVGTPVPADGTQTLTCAHTSAPE
STAPTNHLVAGRAMTLSPQEEVAAGOMASSSRSGPVKLEFDVSDGATSKRAPPPRRLGER
SGLKPPLRKAAVROQKAPQEVEEDDGRSGAGEDPPMPASRGSYHLDWDKMDDPNEFIPEGG
DTKSGCSEAQPPESPETRLGQPAAEQLHAGPATEEPGPCLSQQLHSASAEDTPVVQLAAE
TPTAESKERALNSASTSLPTSCPGSEPVPTHQOGQPALELKEESFRDPAEVLGTGAEVDY
LEQFGTSSFKESALRKQSLYLKFDPLLRDSPGRPVPVATETSSMHGANETPSGRPREAKL
VEFDFLGALDIPVPGPPPGVPAPGGPPLSTGPIVDLLQYSQKDLDAVVKATQEENRELRS
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RCEELHGKNLELGKIMDRFEEVVYQAMEEVQKQKELSKAEIQKVLKEKDQLTTDLNSMEK
SEFSDLFKRFEKQKEVIEGYRKNEESLKKCVEDYLARITQEGQRYQALKAHAEEKLQLANE
ETAQVRSKAQAEALALQASLRKEQMRIQSLEKTVEQKTKENEELTRICDDLISKMEKT
>sp |Q8N3K9|CMYAS5 HUMAN Cardiomyopathy-associated protein 5
OS=Homo sapiens 0X=9606 GN=CMYA5 PE=1 SV=3
MASRDSNHAGESFLGSDGDEEATRELETEEESEGEEDETAAESEEEPDSRLSDQDEEGKT
KQEYIISDPSEFSMVTVQREDSGITWETNSSRSSTPWASEESQTSGVCSREGSTVNSPPGN
VSFIVDEVKKVRKRTHKSKHGSPSLRRKGNRKRNSFESQDVPTNKKGSPLTSASQVLTTE
KEKSYTGIYDKARKKKTTSNTPPITGAIYKEHKPLVLRPVYIGTVQYKIKMFNSVKEELT
PLOFYGTLPKGYVIKEIHYRKGKDASISLEPDLDNSGSNTVSKTRKLVAQSIEDKVKEVF
PPWRGALSKGSESLTLMESHEDQKKIYADSPLNATSALEHTVPSYSSSGRAEQGIQLRHS
OSVPOQOPEDEAKPHEVEPPSVTPDTPATMFLRTTKEECELASPGTAASENDSSVSPSFAN
EVKKEDVYSAHHSISLEAASPGLAASTQDGLDPDQEQPDLTSIERAEPVSAKLTPTHPSV
KGEKEENMLEPSISLSEPLMLEEPEKEEIETSLPIAITPEPEDSNLVEEEIVELDYPESP
LVSEKPFPPHMSPEVEHKEEELILPLLAASSPEHVALSEEEREETIASVSTGSAFVSEYSV
PODLNHELQEQEGEPVPPSNVEATIAEHAVLSEEENEEFEAYSPAAAPTSESSLSPSTTEK
TSENQSPLFSTVTPEYMVLSGDEASESGCYTPDSTSASEYSVPSLATKESLKKTIDRKSP
LILKGVSEYMIPSEEKEDTGSFTPAVAPASEPSLSPSTTEKTSECQSPLPSTATSEHVVP
SEGEDLGSERFTPDSKLISKYAAPLNATQESQKKIINEASQFKPKGISEHTVLSVDGKEV
IGPSSPDLVVASEHSFPPHTTEMTSECQAPPLSATPSEYVVLSDEEAVELERYTPSSTSA
SEFSVPPYATPEAQEEEIVHRSLNLKGASSPMNLSEEDQEDIGPFSPDSAFVSEFSEFPPY
ATQEAEKREFECDSPICLTSPSEHTILSDEDTEEAELESPDSASQVSIPPFRISETEKNE
LEPDSLLTAVSASGYSCFSEADEEDIGSTAATPVSEQFSSSQKQKAETFPLMSPLEDLSL
PPSTDKSEKAEIKPEIPTTSTSVSEYLILAQKQKTQAYLEPESEDLIPSHLTSEVEKGER
EASSSVAAIPAALPAQSSIVKEETKPASPHSVLPDSVPAIKKEQEPTAALTLKAADEQMA
LSKVRKEEIVPDSQEATAHVSQDQKMEPQPPNVPESEMKY SVLPDMVDEPKKGVKPKLVL
NVTSELEQRKLSKNEPEVIKPYSPLKETSLSGPEALSAVKMEMKHDSKITTTPIVLHSAS
SGVEKQVEHGPPALAFSALSEEIKKEIEPSSSTTTASVTKLDSNLTRAVKEEIPTDSSLIT
TPVDRPVLTKVGKGELGSGLPPLVTSADEHSVLAEEDKVATIKGASPIETSSKHLAWSEAE
KEIKFDSLPSVSSIAEHSVLSEVEAKEVKAGLPVIKTSSSQHSDKSEEARVEDKQDLLES
TVCDSERLVSSQKKSLMSTSEVLEPEHELPLSLWGEIKKKETELPSSQNVSPASKHIIPK
GKDEETASSSPELENLASGLAPTLLLLSDDKNKPAVEVSSTAQGDFPSEKQDVALAELSL
EPEKKDKPHQOPLELPNAGSEFSSDLGROSGSIGTKQAKSPITETEDSVLEKGPAELRSRE
GKEENRELCASSTMPAISELSSLLREESONEEIKPFSPKIISLESKEPPASVAEGGNPEE
FOQPFTFSLKGLSEEVSHPADFKKGGNQEIGPLPPTGNLKAQVMGDILDKLSEETGHPNSS
OVLOSITEPSKIAPSDLLVEQKKTEKALHSDQTVKLPDVSTSSEDKQDLGIKQFSLMREN
LPLEQSKSFMTTKPADVKETKMEEFFISPKDENWMLGKPENVASQHEQRTAGSVQLDSSS
SNELRPGQLKAAVSSKDHTCEVRKQVLPHSAEESHLSSQEAVSALDTSSGNTETLSSKSY
SSEEVKLAEEPKSLVLAGNVERNIAEGKEIHSLMESESLLLEKANTELSWPSKEDSQEKT
KLPPERFFQKPVSGLSVEQVKSETISSSVKTAHFPAEGVEPALGNEKEAHRSTPPFPEEK
PLEESKMVQSKVIDDADEGKKPSPEVKIPTQRKPISSIHAREPQSPESPEVTOQNPPTQPK
VAKPDLPEEKGKKGISSFKSWMSSLEFFGSSTPDNKVAEQEDLETQPSPSVEKAVTVIDPE
GTIPTNFNVAEKPADHSLSEVKLKTADEPRGTLVKSGDGONVKEKSMILSNVEDLQQPKEF
ISEVSREDYGKKEISGDSEEMNINSVVTSADGENLEIQSYSLIGEKLVMEEAKTIVPPHV
TDSKRVQKPATAPPSKWNISIFKEEPRSDQKQKSLLSFDVVDKVPQQPKSASSNFASKNI
TKESEKPESIILPVEESKGSLIDFSEDRLKKEMONPTSLKISEEETKLRSVSPTEKKDNL
ENRSYTLAEKKVLAEKONSVAPLELRDSNEIGKTQITLGSRSTELKESKADAMPQHEYQN
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EDYNERPKIIVGSEKEKGEEKENQVYVLSEGKKQQEHQPYSVNVAESMSRESDISLGHSL
GETQSFSLVKATSVTEKSEAMLAEAHPE IREAKAVGTQPHPLEESKVLVEKTKTFLPVAL
SCRDETENHSLSQEGNLVLEKSSRDMPDHSEEKEQFRESELSKGGSVDITKETVKQGFEQE
KAVGTQPRPLEESKVLVEKTKTFLPVVLSCHDETENHSLSQEGNLVLEKSSRDMPDHSEE
KEQFKESELWKGGSVDITKESMKEGEFPSKESERTLARPFDETKSSETPPYLLSPVKPQTL
ASGASPEINAVKKKEMPRSELTPERHTVHTIQTSKDDTSDVPKQSVLVSKHHLEAAEDTR
VKEPLSSAKSNYAQFISNTSASNADKMVSNKEMPKEPEDTYAKGEDEFTVTSKPAGLSEDQ
KTAFSIISEGCEILNIHAPAFISSIDQEESEQMODKLEYLEEKASFKTIPLPDDSETVAC
HKTLKSRLEDEKVTPLKENKQKETHKTKEETISTDSETDLSFIQPTIPSEEDYFEKYTLID
YNISPDPEKQKAPOQKLNVEEKLSKEVTEETISFPVSSVESALEHEYDLVKLDESEFYGPEK
GHNILSHPETQSQONSADRNVSKDTKRDVDSKSPGMPLFEAEEGVLSRTQIFPTTIKVIDP
EFLEEPPALAFLYKDLYEEAVGEKKKEEETASEGDSVNSEASFPSRNSDTDDGTGIYFEK
YILKDDILHDTSLTQKDQGOGLEEKRVGKDDSYQPIAAEGEIWGKEFGTICREKSLEEQKG
VYGEGESVDHVETVGNVAMOKKAPTITEDVRVATQKISYAVPFEDTHHVLERADEAGSHGN
EVGNASPEVNLNVPVQVSFPEEEFASGATHVQETSLEEPKILVPPEPSEERLRNSPVQDE
YEFTESLHNEVVPODILSEELSSESTPEDVLSQGKESFEHISENEFASEAEQSTPAEQKE
LGSERKEEDQLSSEVVTEKAQKELKKSQIDTYCYTCKCPISATDKVEFGTHKDHEVSTLDT
ATSAVKVQLAEFLENLQEKSLRIEAFVSETIESFENTIEENCSKNEKRLEEQNEEMMKKVL
AQYDEKAQSFEEVKKKKMEFLHEQMVHFLQSMDTAKDTLETIVREAEELDEAVELTSFEE
INERLLSAMESTASLEKMPAAFSLFEHYDDSSARSDOMLKQVAVPQPPRLEPQEPNSATS
TTIAVYWSMNKEDVIDSFQVYCMEEPQDDQEVNELVEEYRLTVKESYCIFEDLEPDRCYQ
VWVMAVNFTGCSLPSERATIFRTAPSTPVIRAEDCTVCWNTATIRWRPTTPEATETYTLEY
CROHSPEGEGLRSEFSGIKGLOLKVNLOPNDNYFEFYVRAINAFGTSEQSEAALTISTRGTRE
LLLRETAHPALHISSSGTVISFGERRRLTEIPSVLGEELPSCGQHYWETTVTDCPAYRLG
ICSSSAVQAGALGQGETSWYMHCSEPQRYTFEFYSGIVSDVHVTERPARVGILLDYNNQRL
IFINAESEQLLFITRHRFNEGVHPAFALEKPGKCTLHLGIEPPDSVRHK

>sp Q92608 | DOCKZ2 HUMAN Dedicator of cytokinesis protein 2 OS=Homo
sapiens 0X=9606 GN=DOCK2 PE=1 SV=2
MAPWRKADKERHGVATIYNFQGSGAPQLSTLOIGDVVRIQETCGDWYRGYLIKHKMLQGIFEP
KSFIHIKEVTVEKRRNTENIIPAEIPLAQEVTTTLWEWGSIWKQLYVASKKERFLQOVQSM
MYDLMEWRSQLLSGTLPKDELKELKQKVTSKIDYGNKILELDLIVRDEDGNILDPDNTSV
ISLFHAHEEATDKITERIKEEMSKDQPDYAMYSRISSSPTHSLYVEVRNEVCRIGEDAEL
FMSLYDPNKQTVISENYLVRWGSRGFPKEIEMLNNLKVVETDLGNKDLNRDKIYLICQIV
RVGKMDLKDTGAKKCTQGLRRPFGVAVMDITDI IKGKAESDEEKQHFIPFHPVTAENDF L
HSLLGKVIASKGDSGGQGLWVTMKMLVGDITIQIRKDYPHLVDRTTVVARKLGFPEITIMPG
DVRNDIYITLLQGDEDKYNKTTQRNVEVIMCVCAEDGKTLPNAICVGAGDKPMNEYRSVV
YYQVKQPRWMETVKVAVPIEDMORIHLRFMFRHRSSLESKDKGEKNFAMSYVKLMKEDGT
TLHDGFHEHDLVVLKGDSKKMEDASAYLTLPSYRHHVENKGATLSRSSSSVGGLSVSSRDVE
SISTLVCSTKLTONVGLLGLLKWRMKPQLLOQENLEKLKIVDGEEVVKEFLQDTLDALENIM
MEHSQSDEYDILVFDALIYITIGLIADRKFQHENTVLEAYTQQHFSATLAYKKIMTVLKTY
LDTSSRGEQCEPILRTLKALEYVFKFIVRSRTLFSQLYEGKEQMEFEESMRRLEFESTNNL
MKSQYKTTILLQVAALKYIPSVLHDVEMVEFDAKLLSQLLYEFYTCIPPVKLQKQKVQSMN
EIVOSNLFKKQECRDILLPVITKELKELLEQKDDMQHQVLERKYCVELLNSILEVLSYQD
AAFTYHHIQEIMVQLLRTVNRTVITMGRDHILISHFVACMTAILNQMGDQHYSFYIETFQ
TSSELVDFLMETFIMFKDLIGKNVYPGDWMAMSMVONRVFLRAINKFAETMNQKFLEHTN
FEFOQLWNNYFHLAVAFITODSLQLEQFSHAKYNKILNKYGDMRRLIGEFSTIRDMWYKLGQON
KICFIPGMVGPILEMTLIPEAELRKATIPIFFDMMLCEYQRSGDFKKFENETI ILKLDHEV
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EGGRGDEQYMQLLESILMECAAEHPTIAKSVENFVNLVKGLLEKLLDYRGVMTDESKDNR
MSCTVNLLNFYKDNNREEMYTIRYLYKLRDLHLDCDNYTEAAYTLLLHTWLLKWSDEQCAS
QVMQTGQOHPOTHRQLKETLYETITIGYFDKGKMWEEATSLCKELAEQYEMETIFDYELLSQ
NLTIQQAKFYESIMKILRPKPDYFAVGYYGQOGFPSFLRNKVEFIYRGKEYERREDFQOMQLMT
QFPNAEKMNTTSAPGDDVKNAPGQYIQCFTVQPVLDEHPRFKNKPVPDQIINFYKSNYVQ
RFHYSRPVRRGTVDPENEFASMWIERTSEFVTAYKLPGILRWFEVVHMSQTTISPLENATE
TMSTANEKILMMINQYQSDETLPINPLSMLLNGIVDPAVMGGFAKYEKAFFTEEYVRDHP
EDQODKLTHLKDLIAWQIPFLGAGIKIHEKRVSDNLRPFHDRMEECFKNLKMKVEKEYGVR
EMPDFDDRRVGRPRSMLRSYROMSTITSTLASMNSDCSTPSKPTSESFDLELASPKTPRVEQ
EEPISPGSTLPEVKLRRSKKRTKRSSVVFADEKAAAESDLKRLSRKHEFMSDTNLSEHAA
IPLKASVLSQMSFASQSMPTIPALALSVAGIPGLDEANTSPRLSQTFLOLSDGDKKTLTR
KKVNQFFKTMLASKSAEEGKQIPDSLSTDL

>sp|Q8WVM8 | SCEFD1 HUMAN Secl family domain-containing protein 1
OS=Homo sapiens 0X=9606 GN=SCFD1 PE=1 SV=4
MAAAAAATAAAAASIRERQTVALKRMLNENVPHIKNSTGEPVWKVLIYDREFGQODITISPLL
SVKELRDMGITLHLLLHSDRDPIPDVPAVYFVMPTEENIDRMCODLRNQLYESYYLNETIS
ATISRSKLEDIANAALAASAVTQVAKVEFDQYLNFITLEDDMEVLCNONKELVSYRAINRPD
ITDTEMETVMDTIVDSLFCFEVTLGAVPIIRCSRGTAAEMVAVKLDKKLRENLRDARNSL
FTGDTLGAGQFSFORPLLVLVDRNIDLATPLHHTWTYQALVHDVLDFHLNRVNLEESSGV
ENSPAGARPKRKNKKSYDLTPVDKFWQKHKGSPFPEVAESVQQOELESYRAQEDEVKRLKS
IMGLEGEDEGAISMLSDNTAKLTSAVSSLPELLEKKRLIDLHTNVATAVLEHIKARKLDV
YFEYEEKIMSKTTLDKSLLDIISDPDAGTPEDKMRLFLIYYISTQOAPSEADLEQYKKAL
TDAGCNLNPLQYTKOQWKAFTKMASAPASYGSTTTKPMGLLSRVMNTGSQFVMEGVKNLVL
KOONLPVTRILDNLMEMKSNPETDDYRYEFDPKMLRGNDSSVPRNKNPFQEATVEVVGGGN
YIEYONLVDYIKGKQGKHILYGCSELEFNATQFIKQLSQLGQK
>sp|075874 | IDHC_HUMAN Isocitrate dehydrogenase [NADP] cytoplasmic
OS=Homo sapiens 0X=9606 GN=IDH1 PE=1 SV=2
MSKKISGGSVVEMQGDEMTRITWELTIKEKLIFPYVELDLHSYDLGIENRDATNDQVTKDA
AEATKKHNVGVKCATITPDEKRVEEFKLKOMWKSPNGTIRNILGGTVFREATICKNIPRL
VSGWVKPIIIGRHAYGDQYRATDEVVPGPGKVEITYTPSDGTQKVTYLVHNFEEGGGVAM
GMYNQDKSIEDFAHSSFOMALSKGWPLYLSTKNTILKKYDGRFKDIFQEIYDKQYKSQFE
AQKIWYEHRLIDDMVAQAMKSEGGFIWACKNYDGDVQSDSVAQGYGSLGMMTSVLVCPDG
KTVEAEAAHGTVTRHYRMYQKGQETSTNPIASIFAWTRGLAHRAKLDNNKELAFFANALE
EVSIETIEAGFMTKDLAACIKGLPNVQRSDYLNTFEFMDKLGENLKIKLAQAKL

>sp| Q13595 | TRA2A HUMAN Transformer-2 protein homolog alpha OS=Homo
sapiens 0X=9606 GN=TRAZ2A PE=1 SV=1
MSDVEENNFEGRESRSQSKSPTGTPARVKSESRSGSRSPSRVSKHSESHSRSRSKSRSRS
RRHSHRRYTRSRSHSHSHRRRSRSRSYTPEYRRRRSRSHSPMSNRRRHTGSRANPDPNTC
LGVFGLSLYTTERDLREVESRYGPLSGVNVVYDQRTGRSRGFAFVYFERIDDSKEAMERA
NGMELDGRRIRVDYSTITKRAHTPTPGIYMGRPTHSGGGGGGGGGGGGGGGGRRRDSYYDR
GYDRGYDRYEDYDYRYRRRSPSPYYSRYRSRSRSRSYSPRRY

>sp | QO9UKK3 | PARP4 HUMAN Protein mono-ADP-ribosyltransferase PARP4
OS=Homo sapiens 0X=9606 GN=PARP4 PE=1 SV=3
MVMGIFANCIFCLKVKYLPQOOKKKLOQTDIKENGGKFSFSLNPQCTHIILDNADVLSQYQ
ILNSTIQKNHVHIANPDFIWKSIREKRLLDVKNYDPYKPLDITPPPDQKASSSEVKTEGLCP
DSATEEEDTVELTEFGMONVEIPHLPOQDFEVAKYNTLEKVGMEGGQEAVVVELQCSRDSR
DCPFLISSHFLLDDGMETRROQFATKKTSEDASEYFENYIEELKKQGFLLREHFTPEATQL
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ASEQLQALLLEEVMNSSTLSQEVSDLVEMIWAEALGHLEHMLLKPVNRISLNDVSKAEGI
LLLVKAALKNGETAEQLOQKMMTEFYRLTIPHKGTMPKEVNLGLLAKKADLCQLIRDMVNVC
ETNLSKPNPPSLAKYRALRCKIEHVEQNTEEFLRVRKEVLONHHSKSPVDVLQTIFRVGRV
NETTEFLSKLGNVRPLLHGSPVONIVGILCRGLLLPKVVEDRGVQRTDVGNLGSGIYFSD
SLSTSIKYSHPGETDGTRLLLICDVALGKCMDLHEKDFSLTEAPPGYDSVHGVSQTASVT
TDFEDDEFVVYKTNQVKMKY I IKFSMPGDQIKDFHPSDHTELEEYRPEFSNEFSKVEDYQL
PDAKTSSSTKAGLQDASGNLVPLEDVHIKGRIIDTVAQVIVEFQTYTNKSHVPIEAKYIFP
LDDKAAVCGFEAFINGKHIVGEIKEKEEAQQEYLEAVTQGHGAYLMSQDAPDVETVSVGN
LPPKAKVLIKITYITELSTILGTVGVEFFMPATVAPWQODKALNENLODTVEKICIKEIGTK
QSFSLTMSIEMPYVIEFIFSDTHELKQKRTDCKAVISTMEGSSLDSSGFSLHIGLSAAYL
PRMWVEKHPEKESEACMLVFQPDLDVDLPDLASESEVIICLDCSSSMEGVTFLQAKQIAL
HALSLVGEKQKVNITIQFGTGYKELESYPKHITSNTMAAEFIMSATPTMGNTDEFWKTLRYL
SLLYPARGSRNILLVSDGHLODESLTLQLVKRSRPHTRLFACGIGSTANRHVLRILSQCG
AGVFEYFNAKSKHSWRKQIEDOQMTRLCSPSCHSVSVKWQOLNPDVPEALQAPAQVPSLEL
NDRLLVYGFIPHCTQATLCALIQEKEFRTMVSTTELOQKTTGTMIHKLAARALIRDYEDGI
LHENETSHEMKKQTLKSLITKLSKENSLITQFTSEFVAVEKRDENESPFPDIPKVSELIAK
EDVDFLPYMSWQGEPQEAVRNQSLLASSEWPELRLSKRKHRKIPEFSKRKMELSQPEVSED
FEEDGLGVLPAFTSNLERGGVEKLLDLSWTESCKPTATEPLEFKKVSPWETSTSSFEFPILA
PAVGSYLPPTARAHSPASLSFASYRQVASFGSAAPPRQFDASQFSQGPVPGTCADWIPQS
ASCPTGPPONPPSSPYCGIVEFSGSSLSSAQSAPLOHPGGFTTRPSAGTFPELDSPQLHFES
LPTDPDPIRGFGSYHPSASSPFHFQPSAASLTANLRLPMASALPEALCSQSRTTPVDLCL
LEESVGSLEGSRCPVFAFQSSDTESDELSEVLODSCFLQIKCDTKDDSILCFLEVKEEDE
IVCIQHWODAVPWTELLSLOQTEDGFWKLTPELGLILNLNTNGLHSFLKQKGIQSLGVKGR
ECLLDLIATMLVLQFIRTRLEKEGIVFKSLMKMDDASISRNIPWAFEATKQASEWVRRTE
GQYPSICPRLELGNDWDSATKQLLGLQPISTVSPLHRVLHYSQG
>sp|060229 | KALRN HUMAN Kalirin OS=Homo sapiens O0X=9606 GN=KALRN
PE=1 SV=3
MTDREFWDOQWYLWYLRLLRLLDRGSFRNDGLKASDVLPILKEKVAFVSGGRDKRGGPILTF
PARSNHDRIRQEDLRKLVTYLASVPSEDVCKRGEFTVIIDMRGSKWDLIKPLLKTLQEAFP
AETHVALIIKPDNEFWQKQKTNFGSSKFIFETSMVSVEGLTKLVDPSQLTEEFDGSLDYNH
EEWIELRLSLEEFFNSAVHLLSRLEDLOQEMLARKEFPVDVEGSRRLIDEHTQLKKKVLKA
PVEELDREGOQRLLQCIRCSDGFSGRNCIPGSADFQSLVPKITSLLDKLHSTRQHLHQOMWH
VRKLKLDQCFQLRLFEQDAEKMEFDWISHNKELFLOSHTETIGVSYQYALDLQTQHNHEFAMN
SMNAYVNINRIMSVASRLSEAGHYASQQTIKQISTQLDQEWKSFAAATLDERSTILAMSAVE
HOKAEQFLSGVDAWCKMCSEGGLPSEMODLELATHHHQTLYEQVTQAYTEVSQDGKALLD
VLORPLSPGNSESLTATANYSKAVHQVLDVVHEVLHHQRRLESIWQHRKVRLHQRLQLCV
FOODVQOVLDWIENHGEAFLSKHTGVGKSLHRARATLQKRHDDFEEVAQNTYTNADKLLEA
AEQLAQTGECDPEEIYKAARHLEVRIQDFVRRVEQRKLLLDMSVSFHTHTKELWTWMEDL
QKEMLEDVCADSVDAVQELTKQFQOOQTATLDATLNVIKEGEDLIQQLRSAPPSLGEPSE
ARDSAVSNNKTPHSSSISHIESVLOOLDDAQVOMEELFHERKIKLDIFLQLRIFEQYTIE
VTAELDAWNEDLLRQMNDENTEDLTLAEQRLORHTERKLAMNNMTFEVIQQGQODLHQYIT
EVOASGIELICEKDIDLAAQVQELLEFLHEKQHELELNAEQTHKRLEQCLOLRHLQAEVK
QVLGWIRNGESMLNASLVNASSLSEAEQLOQREHEQFQLATESLFHATSLOKTHQSATLQVQ
QKAEVLLQAGHYDADATIRECAEKVALHWQQLMLKMEDRLKLVNASVAFYKTSEQVCSVLE
SLEQEYRRDEDWCGGRDKLGPAAETIDHVIPLISKHLEQKEAFLKACTLARRNAEVFLKY T
HRNNVSMPSVASHTRGPEQQOQVKAILSELLQRENRVLHFWTLKKRRLDQCQQYVVFERSAK
QALDWIQETGEFYLSTHTSTGETTEETQELLKEYGEFRVPAKQTKEKVKLLIQLADSFEVE
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KGHIHATEIRKWVTTVDKHYRDEFSLRMGKYRYSLEKALGVNTEDNKDLELDIIPASLSDR
EVKLRDANHEVNEEKRKSARKKEFIMAELLQTEKAYVRDLHECLETYLWEMTSGVEEIPP
GILNKEHITFGNIQEIYDFHNNIFLKELEKYEQLPEDVGHCEVTWADKFQOMYVTYCKNKP
DSNQLTILEHAGTFFDEIQQORHGLANSISSYLIKPVQRITKYQLLLKELLTCCEEGKGELK
DGLEVMLSVPKKANDAMHVSMLEGEFDENLDVQGELILQODAFQVWDPKSLIRKGRERHLEL
FEISLVEFSKEIKDSSGHTKYVYKNKLLTSELGVTEHVEGDPCKFALWSGRTPSSDNKTVL
KASNIETKQEWIKNIREVIQERITHLKGALKEPLOLPKTPAKQRNNSKRDGVEDIDSQGD
GSSQPDTISIASRTSONTVDSDKLSGGCELTVVLODEFSAGHSSELTIQVGQTVELLERPS
ERPGWCLVRTTERSPPLEGLVPSSALCISHSRSSVEMDCFFPLVKDAYSHSSSENGGKSE
SVANLQAQPSLNSIHSSPGPKRSTNTLKKWLTSPVRRLNSGKADGNIKKQKKVRDGRKSF
DLGSPKPGDETTPQOGDSADEKSKKGWGEDEPDEESHTPLPPPMKIFDNDPTQDEMSSSLL
AARQASTEVPTAADLVNATEKLVKNKLSLEGSSYRGSLKDPAGCLNEGMAPPTPPKNPEE
EQKAKALRGRMEFVLNELVQTEKDYVKDLGIVVEGFMKRIEEKGVPEDMRGKDKIVEGNIH
QIYDWHKDFFLAELEKCIQEQDRLAQLEFIKHERKLHIYVWYCQONKPRSEYIVAEYDAYFE
EVKOQEINQRLTLSDFLIKPIQRITKYQLLLKDFLRYSEKAGLECSDIEKAVELMCLVPKR
CNDMMNLGRLQGFEGTLTAQGKLLQODTFYVIELDAGMQOSRTKERRVFLFEQIVIFSELL
RKGSLTPGYMFKRSTKMNYLVLEENVDNDPCKFALMNRETSERVVLQAANADIQQAWVQD
INQVLETQRDFLNALQSPIEYQRKERSTAVMRSQPARLPOQASPRPYSSVPAGSEKPPKGS
SYNPPLPPLKISTSNGSPGFEYHQPGDKFEASKQONDLGGCNGTSSMAVIKDYYALKENEI
CVSQGEVVQVLAVNQONMCLVYQPASDHSPAAEGWVPGSILAPLTKATAAESSDGSIKKS
CSWHTLRMRKRAEVENTGKNEATGPRKPKDILGNKVSVKETNSSEESECDDLDPNTSMET
LNPNFIQEVAPEFLVPLVDVTCLLGDTVILQCKVCGRPKPTITWKGPDONILDTDNSSAT
YTVSSCDSGEITLKICNLMPODSGIYTCIATNDHGTTSTSATVKVQGVPAAPNRPTIAQER
SCTSVILRWLPPSSTGNCTISGYTVEYREEGSQIWQQSVASTLDTYLVIEDLSPGCPYQF
RVSASNPWGISLPSEPSEFVRLPEYDAAADGATISWKENEFDSAYTELNETIGRGREFSIVKK
CIHKATRKDVAVKEVSKKMKKKEQAAHEAALLQHLOHPOQYITLHDTYESPTSYILILELM
DDGRLLDYLMNHDELMEEKVAFYTIRDIMEALQYLHNCRVAHLDIKPENLLIDLRIPVPRV
KLIDLEDAVQISGHFHIHHLLGNPEFAAPEVIQGIPVSLGTDIWSIGVLTYVMLSGVSPF
LDESKEETCINVCRVDEFSFPHEYFCGVSNAARDFINVILOQEDFRRRPTAATCLOHPWLQP
HNGSYSKIPLDTSRLACFIERRKHOQNDVRPIPNVKSYIVNRVNQGT
>sp|Q9H307 | PININ HUMAN Pinin OS=Homo sapiens O0X=9606 GN=PNN
SV=5
MAVAVRTLOQEQLEKAKESLKNVDENIRKLTGRDPNDVRPIQARLLALSGPGGGRGRGSLL
LRRGFSDSGGGPPAKQRDLEGAVSRLGGERRTRRESRQESDPEDDDVKKPALQSSVVATS
KERTRRDLIQDONMDEKGKQRNRRIFGLLMGTLOQKFKQESTVATERQKRRQEITEQKLEVQ
AEEERKQVENERRELFEERRAKQTELRLLEQKVELAQLQEEWNEHNAKITIKYIRTKTKPH
LEYTPGRMCPATQKLIEESQRKMNALFEGRRIEFAEQINKMEARPRRQSMKEKEHQVVRN
EEQKAEQEEGKVAQREEELEETGNQHNDVEIEEAGEEEEKEIATVHSDAEKEQEEEEQKQ
EMEVKMEEETEVRESEKQODSQPEEVMDVLEMVENVKHVIADQEVMETNRVESVEPSENE
ASKELEPEMEFETIEPDKECKTLSPGKENVSALDMEKESEEKEEKESEPQPEPVAQPQPQOS
QPOLOLOSOSQPVLOSQPPSQPEDLSLAVLOPTPOVTQEQGHLLPERKDFPVESVKLTEV
PVEPVLTVHPESKSKTKTRSRSRGRARNKTSKSRSRSSSSSSSSSSSTSSSSGSSSSSGS
SSSRSSSSSSSSTSGSSSRDSSSSTSSSSESRSRSRGRGHNRDRKHRRSVDRKRRDTSGL
ERSHKSSKGGSSRDTKGSKDKNSRSDRKRSISESSRSGKRSSRSERDRKSDRKDKRR
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