Supplemental Figure 1

The total length of the gel lane in Western blotting analysis
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The total length of the gel lane in Western blotting analysis.



Supplemental Figure2
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2l Cluster of Alph i 10S=Mus GN=A_. PO0687 [2] §8kDs & Mus musculus ° ® 100% 100% 0%
2 Serum albumin 0S=Muz musculus OX=10090 GN=Alb PE=1SV=3 P0772¢ 63k0s Mus musculus ° ve 100% 100% 100%
& Acidic i iti 0S=Mus 0X=10090 GN=C.. 091XAS §2k0s Mus musculus L4 o 100% 100%
2 Serotransferrin 05=Mus musculuz 0X=10090 GR=Tf PE=1SV=1 092111 7k0s Mus musculus . see 100%
& Complement C3 0S=Mus musculus OX=10090 GN=C3 PE=1 SV=3 P01027 186 k0s Mus musculus ) L 100%
2 Hemopexin 0S=Mus musculus OX=10090 GN=Hpx PE=1 SV=2 091X72 S1k0a Mus musculus . 94% 100%
4 Protein LEG1 homolog 0S=Mus musculus OX=10090 GN=Lec! PE..Q8C6CS 38k0s Mus musculus ° 100% 100%
W BPI fold-containing family B member 1 0S=Mus musculus OX=1.. 061114 52kDa Mus musculus . L ° 100% 100%
2 Serine protease inhibitor A3K 0S=Mus musculus OX=10090 GN=_ 47k0s & Mus ° ° ° % 100%
t] _ Cluster of Al 1-antif in_1-3 0S=Mus musculus 0X=10090..0 46k0s & Mus musculus ° e %0 A 100% 100% 100%
2l Carbonic anhydraze 6 0S=Mus musculuz OX=10090 GN=Cab PE=.. 36k0s Mus musculus . . e 100% 100%
& Gamma-glutamyl hydrolase 0S=Mus musculus OX=10090 GN=Ge... 09Z0L8 35k0s Mus musculus L4 ee L4 100% 100%
4 in-2 0S=Mus OX=10090 GN=Tcn2 PE=1 .. 088968 18k0s Mus musculus 4 ° 100% 100%
4 Complement C¢-B 0S=Mus musculus OX= GN=Cdb PE=1S_PI 193K0s Mus musculus . ° ° o 100%
4 i -1 0S=Mus oX= pincl PE=... P 52k0a Mus musculus ° * e 100%
& Actin, cytoplazmic 1 0S=Muz musculus OX=10090 GR=Actb PE=_. P60710 (+1) 42k0s Mus musculus ° o oo o ° ° 100% 100% 100%
W BPI fold-containing family A member 2 0S=Mus musculus OX=1.. P07743 25 kDa Mus musculus ° d o 100% 100%
&2 Cluster of Keratin. type I cytoskeletal 10 0S=Muz musculus OX_. P02535 2 58k0Da & Mus musculus o ° e ° 100% 100% 100%
4 Cluster of 1C 0S=Mus G.. P23953 2] 61kDs & Mus musculus . . ° 0% 0% 400%
4 Cluster of Keratin. type Il cytoskeletal 2 oral 0S=Mus musculus... 03UVI7 [3] 63kDa & Mus musculus L] . 100% 100% 100%
%) Vitamin D-binding protein 0S=Mus musculus OX=10090 GN=Gc .. P2161¢ StkDs Mus musculus ° . 100%
W Immunoglobulin heavy constant mu 0S=Mus musculus OX=10090..P01872 S0kDa Mus musculus OO 0 oo ° ° ° 100%
4] Complement component C8 beta chain 0S=Mus musculus OX=10_08BH3S 66k0s Mus musculus oG . ° ° ° 100%
W L L 0S=Mus 0X=10090 GN=Ada PE=..P03958 40k0s Mus musculus ® o000 oo o ° ° °e 100% 100%
2l Complement component C8 alpha chain 0S=Kus musculuz OX=1..08K182 66 k0o Mus musculus (A EJ O L4 . ° 100%
4 Cluster of Alpha-1-acid glycoprotein 1 0S=Mus musculus OX=1.. 060590 [2] 2kDs & Mus musculus ° o 0% 0% 100%
2l Complement component C9 0S=Muzs musculus 0X=10090 GN=C9... P06683 62k0a Mus musculus oce . . L . 100%
2 Preenancy zone protein 0S=Mus musculus OX=1 GN=Pzp P_. 061838 166 k0o Mus musculus ° oe ° o 100%
2 Sulfhydryl oxidase 1 0S=Mus musculuz 0X=10090 GN=Oszox| PE..O8BNDS 83k0a Mus musculus e o ° ° 100%
4 Serine protease inhibitor ASN 0S=Mus musculus 0X=10090 GN=_091WP6 47k0s & Mus musculus . L4 L4 . 100%
2 Gastric triacylelycerol lipase 0S=Mus musculus OX=1 GN=L..09CPP7 45k0s Mus musculus ° . 100% 100%
b4 Cluster of Keratin. type Il cytoskeletal 73 0S=Muzs musculus OX_.06NXH9 [2] S9k0s A& Mus musculus Sne s . . . L L 100% 100% 100%
54, 0X=10090 GN=Kne1 PE=1SV=1 008677 73kDs Mus e o ° ° ° o 100%

Some of the citrullinated proteins identified by proteome analysis.



