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           GL2L17          ------LLVFLAPVTQV SSNVEGDKMSVTRAT GSSLVITCDLT QNT.......NY IHWYRFRE GTVPQRLLY YDVS..SSKV TLESGISPG RYHAYQS.AG KSYQFVISNLEE SDSGTYYC AVWE...............I FGKALELIVAPY   3-1     C3
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   TRGV10           MVIQTRLTNFAIALNLSGRQYTSG DILTTHPVASITKKR GNTAFLECQIK TDTLK...RNVY THWYRQKP DQPLKRILY ISSN...ENI VYEQGISEE KYEARKWLSN SLVNLRIHGVTE EDTGLYYC ACWN
           AB185443 MVIQTRLTNFAIALNLSGRQYTSG DILTTHPVASITKKR GNTAFLECQIK TDTLK...RNVY THWYRQKP DQPLKRILY ISSN...ENI VYEQGISEE KYEARKWLSN SLVNLRIHGVTE EDTGLYYC ACWNI..........DYVKV FGDGTKLAVT..   5-2     C5
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