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Figure S1. Nucleotide and amino acid sequence of CpCCD7
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Figure S2. Nucleotide and amino acid sequence of CpCCD8








Table S1. Primers used for CpCCD7 and CpCCD8 PCR and quantitative real-time PCR (qRT-PCR)
	Primer sequences (5’-3’)
	Primer sequence (5’-3’)
	Purpose of
primers
	Annealing
temperatures℃

	CpCCD7-F
	GATCTCTCGATATTATATCGTGAGTT
	Full-length amplification
	56

	CpCCD7-R
	TACAAGTGATTATGATTTCCATTATC
	
	

	CpCCD8-F
	CATTCTGGCCATGGCTTCTCTATC
	
	56

	CpCCD8-R
	CATCCATGCTCATCATCATTGTCG
	
	

	qRT-CpCCD7-F
	GGAATGTTCTCCGACGACTATGG
	Real-time quantification
	58

	qRT-CpCCD7-R
	CATCACCTTCGTGTTCCCCAAC
	
	

	qRT-CpCCD8-F
	CGTATTGCCCGATGCTAAAGTTG
	
	58

	qRT-CpCCD8-R
	TCCGCAAGCATAAGCGTATCTGT
	
	

	CpActin-F
	AGGCTAAGATTCAAGACAAGG
	
	58

	CpActin-R
	TTGGTCGCAGCTGATTGCTGTG
	
	

	CpTublin-F 
	GTGCATCTCTATCCACATCG
	
	58

	CpTublin-R 
	CAAGCTTCCTTATGCGATCC
	
	

	qRT-AtBRC1-F
	TTCCCAGTGATTAACCACCAT
	
	56

	qRT-AtBRC1-R
	TCCGTAAACTGATGCTGCTC
	
	

	AtActin-F
	GACTCAGATCATGTTTGAGACCTTT
	
	59

	AtActin-R
	CCAGAGTCCAACACAATACCG
	
	



Table S2. Primers used for plasmid construction
	Primer 
name
	Primer sequences (5’-3’)
	Purpose of 
primers
	Annealing 
temperatures℃

	CpCCD7-F
	GGGGACAAGTTTGTACAAAAAAGCAGGCT
attB1
TATCAGATGTCTCTCTCAGTGCCAGC
	PGWB551
	66

	CpCCD7-R
	GGGGACCACTTTGTACAAGAAAGCTGGGT
attB2
TACAAGTGATTATGATTTCCATTATC
	
	

	CpCCD8-F
	GGGGACAAGTTTGTACAAAAAAGCAGGCT  
attB1
ATGGCTTCTCTATCAGTCTCTGTTG
	
	65

	CpCCD8-R
	GGGGACCACTTTGTACAAGAAAGCTGGGT attB2
ATTCTTTGGAACCCAACATCCATGG
	
	

	CpCCD7-F
	GGGGTACC TATCAGATGTCTCTCTCAGTGCCAG
	pCAMBIA
1300
	63.5

	CpCCD7-R
	GCTCTAGA  ATGTGGTGCCCAAATTCCATGGAAT
	
	

	CpCCD8-F
	GGGGTACC CATTCTGGCCATGGCTTCTCTATC
	
	63.5

	CpCCD8-R
	[bookmark: _GoBack]GCTCTAGA  ATTCTTTGGAACCCAACATCCATG
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ATGICTICTCTCAGTGCCAGCCCACTTTCTTCCARCTAGACTCACAGGATGGGC TACAAAGRAGCCGGTGEAS
M S LS VPAHRFLPTRLTGWATEKEKTPUVQ
AGRARTCCCTCAGGCAAARRTARATAGG GCAGT CTCAGGARCTG TGGGEGCGCCGECARTCCACGTCCCTGAT
RIPQAKINRAYSGTUVGAPRATILIEHLYVED
GACGTCGACGTGGTTGARGACGATGCGGTGGCTGCCTT TTGAGACTACCAGTTCTTGT TTGTCTCGCAGSAS
DVDVVEDDAVAAREBWDYOQFLEVSQR
ACCGAGTCCCGGGAACCCOTGGCGCTGCGACTAT TGARGGAGCAGTCCOGTCGGACTTCCCTCGAGGRRCE
TESREPVALRTIEGAYVPSDFEPRRSGHT
TACTACCTGACCGGGCCCGGARTGTTCTCCGACGACTATGGGTCGACGGTGCACCCGCTTGACGGGCATGAS
Y YL TGPGMEFSDDYGSTVHPLDEGEHSG
TACCTCAGGGCT TTTACARTTGACGGAATARCGGGAGAAGCCAGCTTCACAGCARGSTACGTGGCAACGGAG
Y LRAFTIDGITGERASTFTARTYVYATE
GCGCAGAAGGRGGAGTGGGATGGAGAGACCGGCAGGTGEAGST TTACGCACCGGGGACCGTTTTCGTGOTG
A QKEGEWDGETGRWRETHRG?®DEFS VL
AGGGGGGGGAGGAAGTTGGGGAACACGAAGGT GATGAAGARTGTGGCCARCACCAGTGTCTTGAGGTGGGGA
RGGREKLGNTE KLY MEKNVANTSUVLERUEG
TCTCACCTCCTCTGCTTGTGGGAGGGCGRAGCCCCCTACCAGATTCATCCACGAACAT TGGATACGATTGGC
S HLLCLWEGGAEPRYOQIHRPRPRTLDTIG
CTGTTCGACETGCTTGGAGGCGGT T GGTOGTGGCAAAGTGGAGGCAGAGGCGRTGGCGGAGGTGTCTCAS
L FDVLIGGGGGGGKYVERERAVAELYVSDQ
CTTTCAGATAGTCCGAGTAAGATTTCGGGARGAGGGRTCOTGETTGCCGTCGCTGRCT TGTTGRAGCCGATT
LS DS PSKISGRGIVUVAVYAGELLEKDGP.I
CTGRACGGTGTATTCARGATGCCTCCARRGAGACTCTT GTCTCATTACAAGATAGATGCTCGRAGARATCGA
L NGV FEKMPPEKRLLSHYKIDARERDNGR
CTTCTTATGATCACTTGCARTGCTGAGGACATGCTTCTCCCTATTAGCARTT T TACTT TTCATGARTTTGAT
L LMITCNAEDMLLGPISNTETFEHEEFD
TTGARTTTCAAGTTACTACAARAGCAGGAGTTTAGCATCCCTGACCAT TTGATGATCCACGAT TGGGCCTTC
L NFKLDLOQEKGQETFSTIPDHLMIGHEDUWRATF
ACTGRCACTCACTATATCATCT TTGGCARTCGGATCARGCTTGATGTGCCTGGATCTTTGTTAGCAGTGTCT
TDTHYIIFGNRTIKLDYGPGSILILAVS
GGACTATCTCCAATGATTTCTGCGTTGTCTGTARATCCARGCARGCCCACATCACCCATTTATTTACTGCCA
G LS PMISALSYNEPSEKEPTSP?IYLLGEP
AGATTTTCARAGAAGAATCATATARATAGAGAATGGCARGTGCCACTGGAGGTTCCATCACAATTATGGTTG
R F S KKNHINREW®WOVPLEV®PSOQLUNTL
CTACATGTTGGCARTGCATTTGAGAGAAGGGATGATCAAGGARACTTGGGART TCARATATATGCAGCTGCT
L HVGNAFERRDDO GNTLGIQIYARR
TGCTCCTATCARTGGTTCAACT TTCACARARTGTTTGGATATGATTGGCARAGTGGCARACTAGATCCCTCA
C S YQWFNFEHEKMEGYDWOSGEKTLDES
TTCATGAACGCAAGAGATGGTGARGAGTCCTCGTTGCCTCATCTTGTTAAGCTATCTATTGARGTARATGCA
FMNARDGETESSZLEPHLVEKLSTIELVNRA
AATGGRGTATGTGAGAARTGTTCAGTAGATCC CTTARRTCARTGGCACAGACCATCGGRTTTCCCTGCCATC
NGV CEEKCSVDPLNGQWEHRGPSDEFGPATI
AATCCAGCCTTCTCCGRTGGCAARRACARRTACATCTACGCGGCGACAACTICAGGATCTCGACAGAACTTA
NPAFSGGKNEKTYIYAATTSGSRGOQNTL
CCGCATTTTCCTTTTGATAGTGTGGCARAGAT CAACAT CTCCGATGGGTCAGTATCAACATGGTCCTCCAGA
PHFPFDSVAKINTISDGSUYST®SS SR
AGCCEACGATTCATCGGTGAGCCTGTCTTCAT TCCCARAGGCGGGGACGAGGATGACGGATACCTTCTCGTT
S RRFIGEGPVFIPKGGDEDDGETYLLYV
GTAGAGTATGCAGTGTCARTACAGAGATGTTATCTGGT GRTTT TGGATCCGARACGCATAGGARRRGCTGGA
VEYAVSIOQRCYLVILDEPEKRTIGEKADG
GCAGTTGTGGCARAGCTGGARGTTCCCARACAGCTCARTTTTCCACTCGGATT CCATGGRRTTTGGGCACCA
AV UVAKLEUV®PKQLNEPLGEFEHGTIUWA P
catTAG

Hor
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ATGGCTICICTATCAGTCTCTGT TGCCGS ARARAG TATCTT TCCGGC TACCICATCOGATICATT TGARTCC
MAS15VSVAGESTIFE®ATSSDSFEES
GATCGTCGAGGGARTGCTICTCT CICRT GGGTCCATCACCARTGOCGOGTCGCATGCT AGGCTCACATCT T
DRRGNGAZSLSMGES®PHMNARRMNLGSHL
GTGAGCGTCGCAACCCGGOCGTCATCAT TGCTCC GTCTGARACAAT GEAGACGTACGA TGGARAGARACTA
vsVaiTR®S5IIABPSETINMETGTYDGEKEKL
GCAGCATGGAAGAGCAT TCAAAATGARAG ATGGGAAGGAGAGCTCGACGTIGAAGGCGARATICCATTATGG
AAWKSIQNERGWEGETLDYEGETI?LGW
CTGARAGGCACATATCTAAGGAATGGGCCTGGGCT TTGEAACATTGGAGACTATAATTTCCGCCACCTICTIC
LKGTYLRNGS®?GLWNTIGDTYNTERETLTE
GATGGCTATGCAACCCT TETCCGCCTCCACTTTGARRATGECOGGCT GETGRCAGGCCACCGGCARRTTGAR
DG YATLVRLEFEDNGRLUYVAGETRGOQTIE
TCACAAGCATACAAGGC TGCAAT GAAGAACAACAA GCTATGCTACAGAGAATT TTCCGAGGCGCCGARGATG
S QAY KAAMKNNKLCGYRETFSERA?SPEKHM
GACRATTTICTAGCGTATATGGGTGASCT GRCCAGCCTCTT CTCCGG CRCATCGCTGAC TGATAATGCCAAC
DN FLAYMGELZASTLESGASLTIDNADN
ACCGGTGTCRT TAGSCT TGGGGATGRCCEGRTTGT CIGCTT GACGGAGACART CRAGGGCTCGATCGAASTG
TG6VVRLGDGRYVYV CLTETIEKGSTIESY
GATCCAAACACATTAGARACAATTGGTAAGTTTGAGTACACGGACGAATTAGG TGGGCT GATCCACTCRGCT
DeNTLETIGEKEFETYTDETLGEGLIESHSAZ
CACCCTATTGT GACGOGCTCAGAGTICTT GACACT TCTGCCAGACTTGTGAGGCCCOGGTACACTGTGRTC
HeIvVvicsEFLTLLEDLVERE2GYTIUVY
CGGATGGAGCCCARTAGTAATGARAGGAAGGTGAT TGGAAGGGTGGACTGOCEGOGTOOGOC6ECCCCTRRE
RMEPNSNEREKYIGRYDCRGGEPRAPZESG
TGGGTCCATICATICCCTETGACTGAGCACTATAT CATTGT GCCAGAGATGCCACTGAGGTATIGCGCCCAG
WV ESFPVTEERYIIVPEMSPLRYCEAQ
AATCTGCTAAGGGCTGAGCCCACACCATT GTACRAGTTTGAGTGGCACCCTCACTCCARAGCATT CATGCAT
N1 LRAE®TP®LYEKEFEGWES ?EHSKAEFDMNE
GTGGTCTGTAGAGCCAGTGGARAGATTGT GGCAAGTGTGEAGGTTCCATTATT IGTGACATICCATTICATC
VVCRASGEKIVASVEYVE®LFVTFEETI
AATGCCTACGAGGAGAARGATGAGEATGE AAGGGT GACGECGATCAT AGCCGACTGTTGCGAGCACARTGCC
NAYEEKDEDGRYVTTAILIIADCCETEHDENGA
GACGCCACCATACTCGACAAGCT TCGGCT GCRRRATCICCGGTCGTT TICCGGCGARGACGTATT GCCCEAT
DATIL1DEKLRLOQNLRSESGEDGYLZR?D
GCTRRAGTTGGGCGTTT TATART TCCATT GGATGGAAGTCC TARAGG ARAGCT ACTGGCAGCATT GEAGCCT
A KVGRFIIP?LDGSGE?EKGEKLVAALLE?E
GAGCAACATGGGARAGGCATGGATATGTGCAGTAT CAACCCTGCCTACTTAGG ARAGAAGTACAGATACGCT
EQ HGKGMDMNCSINGPAYLGEKEKETYRZYER
TATGCTTGOGGAGCCCARCGOCCCTGCAACTTTCC CAACACCATTAC ARAGAT CGATTTGGTGGAGAAGAAR
Y ACGAQRPCNGEFRNTITEKIDLUYEEKEK
GCRRAGAACTGGCATGATGAGGGAGCTGT ACCCTC CRAGCCCTTCTT CRTAGC TAGGCC TGRTGCARCTGAR
LK NWEDEGAVY ?SEREFFVAREGATE
GAAGATGATGGTGTIGT AATTTCCATGAT TAGTGACAARAATGGAGAAGGCTATGCATTGTTGTTGRATGSA
EDDGVVISNMISDEKNGEGTYALLLDSG
TCCACATICGAAGAACT TGCAAGAGCARAGTTCCCATATGE TCTTCCCTATGG TCTCCA TGATGTTGRETT
ST rEELARALEKTEETYGLERYGLEGE CH YV
CCARAGAATIAA
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