Supp Fig. 1

Heat map of all differentially expressed genes (fold change>2.0 and p<0.095) in fibroblasts treated with TGF-3 versus control.
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Supp Fig. 2

Heat map of all differentially expressed genes (fold change>2.0 and p<0.05)
in fibroblasts treated with WNT3a/TGF-[3 versus TGF-[3 alone.
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