score

Tcell.score CD8.Tcell Dendrite.marker.HNSCC Immune.marker.HNSCC

K.ruskal-Wallie, p = 0.0013 ® IZrl.J*.}UI—‘|.l"|||'a||ia. p = 0.00034 kruskal-Walliz, p = 4.3e-08 4 ﬁrua@l—WaIlia, p =0.0025

2 - 4 -
4- s
1 = subtype HPVint
3- B3 IMUHPVint-
‘ IMU/HPVIint+
0- - KRT/HPVint—

1 -

T+
T+
— (T +—

®
® ®

| | | | | | | | | | | | | | | |

[ < | + I + I + I + | + I 4 I +
E E€ E E E E E E £ E € E E E € E
= = = = = = = = = = = = = = = =
[ [ (' (0 o (W (W (W (W (' [ o o (W (W (W
£z £ L <L Xz £ L <L Xz £ L XL £z £ I X
= = E Pn—: = - Pn—: Pn—: = = I'n—: |r:_|: - = IEE IEE
= =2 T 0% = =2 £ 3 = =2 5 v = =2 T v

Supplementary Figure 1 Comparisons of pathway scores of T cell differentiation (Tcell.score), CD8 T cell (CD8.Tcell),
Dendrite cell marker for head neck cancer (Dentrite.marker. HNSCC) and Immune Marker for Head Neck Cancer
(Immune.marker.HNSCC) among the 84 HPV(+) HNSCC samples from combined TCGA and UM cohorts, which were

stratified by IMU/KRT subtypes and HPV integration status.
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Supplementary Figure2 Comparisons of average fanconi anemia (FA) genes among the 84 HPV(+) HNSCC
samples from combined TCGA and UM cohorts between (A) IMU/KRT subtypes and (B) IMU/KRT subtypes
and HPV integration status.
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