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Abstract 

Cystathionine gamma-lyase (CSE) is an essential Hydrogen sulphide (H2S)-producing enzyme that 

regulates diverse processes related to cardiovascular function. It is crucial to understand how 

exogenous H2S regulates CSE expression in vascular endothelial cells during hypoxia. We 

examined the regulatory effect of 100 μM H2S on the transcription and expression of CSE in 

HUVECs during hypoxia by luciferase assay, Western blotting, and quantitative RT-qPCR. 

Exogenous H2S influenced the promoter activity of CSE in HUVECs during hypoxia. Compared 

with 0 μM H2S, 100 μM H2S decreased the mRNA expression of CSE in HUVECs. Compared 

with 0 μM H2S, 100 μM H2S decreased the protein expression of CSE in HUVECs after 2 h of 

hypoxia. These findings suggest that vascular endothelial cells can respond to changes in H2S 

concentration in the blood during hypoxia. 
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Introduction 

The endogenous generation of hydrogen sulphide (H2S) is mainly mediated by the enzyme 

cystathionine-γ-lyase (CSE) in the cardiovascular system[1]. H2S is considered a signalling 

molecule and a cytoprotectant that protects various tissues and organs from oxidative stress and 

ischaemia-reperfusion injury[2]. Endothelial CSE contributes to cardiovascular homeostasis, 

primarily through the production of H2S[3]. H2S is produced in the vasculature and promotes 

vascular homeostasis, vasodilation, and endothelial cell proliferation[4]. Vascular smooth muscle 

cells (SMCs) from CSE gene-knockout mice are more susceptible to apoptosis induced by 

exogenous H2S at physiologically relevant concentrations than those from wild-type mice[5]. High 

levels of homocysteine induce endothelial cell dysfunction, and the metabolism and physiological 

functions of H2S allow it to function a protective agent[6]. After inhibiting endogenous 

background CSE expression, the direct administration of 100 μM exogenous H2S can induce the 

apoptosis of human aorta smooth muscle cells[7]. Mice overexpressing CSE in the heart exhibit 

resistance to ischaemia-reperfusion injury, and this protection is accompanied by a decrease in 

myocardial inflammation[8]. Endogenous H2S plays modulatory roles in hypoxia-induced 

cardiovascular responses, inhibiting cardiovascular disease in spontaneously hypertensive rats 

(SH)[9]. 

Several studies have investigated the effects of H2S in human vessels. H2S-induced relaxation 

has been demonstrated in internal mammary[10], pulmonary[11], mesenteric[12], and intrarenal 

arteries[13] as well as in perfused human placentas[14]. CSE-derived H2S production by 

endothelial cells is critical for maintaining endothelial function and exercise capacity and for 

protecting against myocardial ischaemia/reperfusion injury[15]. Upregulation of CSE expression 

during hypoxia may increase the production and concentration of H2S in cells and protect cells 
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from hypoxia[16]. A controlled release formulation of S-propargyl-cysteine exerted protective 

effects against myocardial infarction (MI) via the CSE/H2S pathway [17]. NADPH oxidase 4 is a 

positive transcriptional regulator of CSE in endothelial cells, and some researchers propose that it 

may modulate the production of endogenous H2S [18]. 

An in vitro study showed that an exogenous H2S donor attenuated hypoxia-induced apoptosis 

in primary rat nucleus pulposus (NP) cells [19]. H2S has been identified as an excitatory mediator 

of hypoxic sensing in carotid bodies [20]. Incubation with sodium hydrosulfide (NaHS), an H2S 

donor, increased the expression of miR-21 and attenuated the reduced cell viability and the 

increased apoptosis caused by ischaemia-reperfusion (I/R) in BRL cells[21]. The exogenous 

administration of NaHS might be a potential strategy for the treatment of nickel-induced lung 

cancer progression[22]. Pretreatment with NaHS or aspirin (ATB-340) in aged rats fed a high-

fructose diet (HFD) and animals exposed to water immersion restraint stress (WIRS) attenuated 

gastric damage compared to vehicle treatment [23]. 

Some studies have shown that appropriate levels of exogenous H2S can affect the regulation 

of CSE expression. Exogenous H2S at 10-80 μM downregulates the transcription and expression 

of CSE in mammalian cells. Exogenous H2S at 120 μM significantly increases the transcription 

and expression of CSE [24]. The duration of the action potential in the healthy papillary muscles 

can be reduced by exogenous H2S (50, 100, and 200 μM), and pretreatment with glibenclamide 

partially blocks the effects of 100 μM exogenous H2S[25]. CSE expression can be upregulated by 

hypoxia to a certain extent[16]. It is crucial to understand how exogenous H2S regulates CSE 

expression in vascular endothelial cells during hypoxia, so we studied the effects of 100 μM 

exogenous H2S on CSE expression in HUVECs during hypoxia. 
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Materials and Methods 

Cell culture and treatments. The 293T cell line (Cata. GNHu17) was purchased from the Cell 

Bank of the Chinese Academy of Sciences, and HUVECs were purchased from the School of 

Pharmacy of Fudan University. The cultured cells were maintained in DMEM supplemented 

with 10% foetal bovine serum (FBS, Fisher Scientific International Inc.), 100 U/mL penicillin, 

and 0.1 mg/mL streptomycin in a humidified atmosphere of 95% air and 5% CO2 at 37 °C. For 

treatment with exogenous H2S, the cells were incubated with 100 μM H2S (NaHS, a donor of 

H2S) at 37 °C under hypoxic conditions for 0 h, 1 h, 2 h, 4 h, and 6 h. After incubation and 

removal of the cell medium, luciferase assays, quantitative real-time PCR, and Western blotting 

were carried out as described below. 

Construction of a reporter plasmid under the control of the CSE promoter. HUVECs were 

cultured to 80-90% confluence, digested with trypsin, and collected at 5000 r/min. Genomic 

DNA was extracted from the HUVECs by using a 1% agarose gel. The CSE gene promoter 

sequence was obtained by the GenBank database, upstream and downstream primers were 

designed, and the target fragment DNA length was 710 bp (-696~+16 nt). According to the CSE 

sequence (NC_000001.11), we amplified the 710-bp region upstream of the CSE gene by PCR 

using pGL4.12-HuCSE710 as the template (forward primer 5'-

CGGGGTACCCATTAGGGGGAGTTTCTCTCTGT-3' and reverse primer 5'- 

CCGCTCGAGCTGCAGTCTCACGATCACAGT -3'). The thermal cycling conditions were as 

follows: initial denaturation at 94 °C/3 min; 30 cycles of 95 °C/30 sec, 60 °C/45 sec, and 72 °C/1 

min 30 sec; and a final step at 72 °C/10 min. The PCR product was digested with the restriction 

enzymes Kpn I and Xho I (Takara, China) and cloned into the promoterless vector pGL4.12 

(Promega, USA). The resultant construct was designated pGL4.12-HuCSE710, and the inserted 
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DNA fragment was confirmed by DNA sequencing by Sangon Biotech Co., Ltd. (Shanghai). The 

reporter plasmid with the mutant CSE promoter was constructed following a similar protocol 

except that an alternative forward primer (5'-

CGGGGTACCCATTAGGATCTGTTTCTCTCTGT-3') was used during the PCR amplification. 

The fragment size was identified and sequenced by Sangon Biotech Co., Ltd. (Shanghai). 

Luciferase assay. For transfection, HEK-293T cells were grown to 70-80% confluence. A total 

of 5 μg pGL4.12-HuCSE710 or 5 μg pGL4.12-HuCSE710m together with 0.028 μg pRL-CMV 

control vector was transfected into cells in 3.5 cm dishes using Xfect™ transfection reagent 

(Takara Bio, Inc., USA). After 12 h, the transfected cells were subcultured at a proportion of 1:3 

and cultured for an additional 24 h. After 6 h, we measured the firefly and Renilla luciferase 

activities 48 h after DNA transfection. 

Quantitative real-time PCR. Total RNA was isolated using TransZol Up reagent (TransGen 

Biotech, China) after the treated cells were washed twice with 1× dPBS buffer. The extracted 

RNA was dissolved in RNase-free water, passing the solution through a pipette tip a few times; 

then, the solution was incubated for 10 min at 55 to 60 °C and cooled to room temperature. First-

strand cDNA was synthesized at 42 °C for 30 min using an anchored oligo(dT)18 primer. The 20-

μL reaction mixture contained 2 μg of RNA, 1 μL of anchored oligo(dT)18 primers, 10 μL of 2× 

TS Reaction Mix and TransScriptTM RT/RI Enzyme mix (TransGen Biotech, China) and RNase-

free water. Quantitative real-time PCR was performed in a final volume of 25 μL (TransGen 

Biotech, Beijing, China). All the reactions were run with the LightCycler® 96 System (Roche 

Molecular Systems, Inc.) using a fluorescence quantification system with the following 

conditions: an initial step at 95 °C/10 min followed by 45 cycles of 30 sec/95 °C, 30 sec/60 °C, 

and 10 sec/72 °C. The Q CSE Forward Primer/Q CSE Reversed Primer (Table 1) primers were 
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designed and used to determine the relative expression of CSE. Primers specific to the cDNA 

templates were designed by the online software http://www.ncbi.nlm.nih.gov/tools/primer-blast/. 

The fluorescence was measured at the end of the extension step at 72 °C. Controls for genomic 

DNA and primer contamination were routinely performed with non-RT or no template reactions, 

respectively. Dissociation curves were generated for each set of oligonucleotides to check primer 

specificity and to confirm the presence of a unique PCR product. Standard curves generated 

based on five serial dilutions of the cDNA stock. The PCR efficiency of the primer sets was 

between 95 and 100%. Arter verifying that both the ACTB (beta-Actin gene) and CSE mRNA 

primers had similar amplification efficiencies, we used the comparative Ct method 2−ΔΔC
T to 

perform relative quantification analysis of the mRNA expression levels[26]. The relative amount 

of each mRNA in the control sample was defined as 1.0. The number of transcripts were 

estimated based on a standard curve derived from 20-fold serial dilutions of pooled cDNA from 

HUVECs treated with LPS. 

Western blotting. For total protein extraction, 0.5×106 HUVECs were incubated with 120 μL of 

PIPA lysis buffer (mild) (TransGen Biotech, China) supplemented with 1 mM PMSF, and 0.25 

U/μL Benzonase proteinase inhibitor cocktail (Takara Bio USA, Inc). The cells were incubated 

with PIPA lysis buffer on ice for 30 min, and the lysates were centrifuged at 12 000 × g at 4 °C 

for 15 min. The proteins were separated by electrophoresis on 10 % sodium dodecyl sulphate 

(SDS)-polyacrylamide gel (Sangon Biotech, Shanghai) and transferred onto PVDF membranes 

(0.45 μM, Millipore, USA) to detect CSE and ACTB expression. The membranes were incubated 

at 4 °C with anti-CSE mouse monoclonal antibodies (1:1,000 dilutions; Sangon Biotech Co., 

Ltd., Shanghai) or anti-ACTB mouse monoclonal antibodies (1:2,000 dilutions; Sangon Biotech 

Co., Ltd., Shanghai) for 12 h. We incubated the membranes with an anti-mouse antibody 
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(1:5,000) (Sangon Biotech, Shanghai). Positive CSE or ACTB bands were identified at 

approximately 43-47 or 42-43 kDa, respectively, by BeyoECL Plus chemiluminescent substrate 

(Beyotime Biotechnology, China). The results were imaged and quantified using FluorChem 

HD2-sensitive chemiluminescent imaging and its software (ProteinSimple, USA). 

Statistical analysis. All the data are expressed as the mean ± SEM of at least four experiments. 

Statistical significance was assessed with either one-way ANOVA or two-way ANOVA for 

repeated measures followed by Tukey's test. P < 0.05 was considered significant. 

Results 

Effect of exogenous H2S on CSE promoter activity during hypoxia. We analysed the effects 

of exogenous H2S on CSE promoter activity during hypoxia, and the results are shown in Figure 

1. Transfected HEK-293T cells were exposed to hypoxic conditions for 1 h, 2 h, 4 h, and 6 h, and 

these transfected cells were divided into the 0 μM H2S group and the 100 μM H2S group. 

However, the promoter activity at 4 h and 6 h increased compared to that observed at 1 h and 2 

h; in the 100 μM H2S group, the wild-type CSE promoter activity decreased at 1 h and 2 h 

compared to that in the control group. Nevertheless, the promoter activity at 4 h and 6 h 

increased slightly compared to that of the control, as shown in Figure 1. The transfected HEK-

293T cells were exposed to hypoxia for 1 h and 2 h, and these transfected cells were divided into 

the 0 μM H2S group and the 100 μM H2S group. In the 0 μM H2S group, the mutated CSE 

promoter activity decreased to 60-75% at 1 h and 2 h compared to that in the control, but the 

promoter activity at 4 h and 6 h increased compared to that observed at 1 h and 2 h. In the 0 μM 

H2S group, the mutated CSE promoter activity decreased at 1 h and 2 h compared to that in the 

control group, but the promoter activity at 4 h and 6 h slightly increased compared to that in the 
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control group. Thus, exogenous H2S influenced the promoter activity of CSE in HUVECs during 

hypoxia. 

Effect of exogenous H2S on CSE mRNA expression during hypoxia. To analyse the effects of 

exogenous H2S on CSE transcription during hypoxia, we examined CSE mRNA expression in 

HUVECs. As shown in Figure 2, HUVECs were exposed to hypoxic conditions for 1 h, 2 h, 4 h, 

and 6 h, and the HUVECs were divided into the 0 μM H2S group and the 100 μM H2S group. In 

the 0 μM H2S group, the CSE mRNA expression in HUVECs increased slightly at 1 h, 2 h, and 4 

h compared to that in the control group. However, the CSE mRNA expression at 6 h decreased 

compared to that observed at 1 h, 2 h, and 4 h. In the 100 μM H2S group, the CSE mRNA 

expression decreased at 2 h compared to that in the control group. However, the CSE mRNA 

expression at 1 h, 4 h, and 6 h increased compared to that in the control group. The results 

showed that 100 μM H2S decreased CSE mRNA expression in HUVECs compared with 0 μM 

H2S. 

Effect of exogenous H2S on CSE expression during hypoxia. We also examined the effects of 

exogenous H2S on CSE expression in HUVECs during hypoxia. As shown in Figure 3, HUVECs 

were exposed to hypoxic conditions for 1 h, 2 h, four h, and 6 h, and then, the HUVECs were 

divided into the 0 μM H2S group and the 100 μM H2S group. In the 0 μM H2S group, the 

expression of CSE in HUVECs almost doubled at 2 h compared to that in the control group. 

Nevertheless, the protein expression of CSE at 1 h, 4 h, and 6 h did not markedly change 

compared to that in the control group. In the 100 μM H2S group, the expression of CSE increased 

to approximately 50% at 1 h and 2 h compared to that in the control group, but the protein 

expression of CSE at 4 h and 6 h decreased slightly compared to that in the control group. The 
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results showed that 100 μM H2S decreased the expression of CSE in HUVECs after 2 h of 

hypoxia compared with 0 μM H2S. 

Discussion 

This experiment first investigated the mechanism by which exogenous H2S regulates CSE 

expression in HUVECs during hypoxia. We demonstrated that 100 μM exogenous H2S 

participates in regulating CSE expression in HUVECs during hypoxia. Exogenous H2S could 

affect the transcriptional activity of mouse CSE in mammalian cells[16]. As free H2S is 

maintained at a low concentration under basal conditions, CSE mainly regulates its expression 

through CSE feedback inhibition in the presence of lower levels of exogenous H2S (from 10 to 

80 μM). However, exogenous H2S (100 μM) can inhibit the proliferation of HEK-293 cells [27]. 

Exogenous H2S can inhibit the increase pulmonary arterial pressure and decrease pulmonary 

vascular structure remodelling during hypoxic pulmonary hypertension (HPH)[28]. Longchamp's 

group identified a requirement for CSE in vascular endothelial growth factor (VEGF)-dependent 

angiogenesis via increased H2S production[29]. 

The CSE/H2S pathway is indirectly linked to hypoxia, and H2S can protect mammalian cells 

against hypoxia-induced injury. Hypoxia causes apoptosis, which may play essential roles in 

ischaemic heart disease[30], and increased tissue content of H2S protects the heart from 

ischaemia/reperfusion damage[31]. There was no significant difference between the effects of 

exogenous H2S on mutated CSE promoter activity and CSE wild-type promoter activity during 

hypoxia. However, exogenous H2S influenced the promoter activity of CSE. Compared with 0 

μM H2S, 100 μM H2S decreased CSE mRNA expression in HUVECs. Compared with 0 μM 

H2S, 100 μM H2S decreased the protein expression of CSE in HUVECs after 2 h of hypoxia. 

Clearly, CSE expression in HUVECs can respond to 100 μM exogenous H2S during hypoxia, 
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and CSE expression in HUVECs is regulated by exogenous H2S during hypoxia at different 

times, from 1 h to 6 h. 

Overall, compared with the control, exogenous H2S downregulated the expression of the 

CSE gene during exposure to hypoxic conditions for 2 h. Exogenous H2S affected and 

downregulated CSE gene expression in HUVECs during hypoxia at other time points. These 

findings suggest that vascular endothelial cells can respond to changes in H2S concentrations in 

the blood during hypoxia. 

Preprints (www.preprints.org)  |  NOT PEER-REVIEWED  |  Posted: 23 June 2021                   



Acknowledgements 

The Natural Science Foundation of Guangdong Province (Grant No. 2016A030307039) and 

Guangdong Provincial Key Laboratory of Functional Substances in Medicinal Edible Resources 

and Healthcare Products (Grant No. 2021B1212040015) supported the project. 

 

Conflict of Interest 

The author declares that there are no competing interests. 

 

Ethics and Consent to Participate 

This article does not contain any studies of human participants or animals performed by any of the 

authors. In this study, we did not collect any samples from humans and animals. 

 

Data Availability Statement 

The data of this study are available from the corresponding author upon reasonable request.

Preprints (www.preprints.org)  |  NOT PEER-REVIEWED  |  Posted: 23 June 2021                   



References 

1. Geng, B., et al., H2S generated by heart in rat and its effects on cardiac function. 

Biochem Biophys Res Commun, 2004. 313(2): p. 362-8. 

2. Kimura, H., Signaling molecules: hydrogen sulfide and polysulfide. Antioxid Redox 

Signal, 2015. 22(5): p. 362-76. 

3. Leucker, T.M., et al., Cystathionine gamma-lyase protects vascular endothelium: a role 

for inhibition of histone deacetylase 6. Am J Physiol Heart Circ Physiol, 2017. 312(4): p. 

H711-H720. 

4. Osmond, J.M. and N.L. Kanagy, Modulation of hydrogen sulfide by vascular hypoxia. 

Hypoxia (Auckl), 2014. 2: p. 117-126. 

5. Yang, G., et al., Cystathionine gamma-lyase deficiency and overproliferation of smooth 

muscle cells. Cardiovasc Res, 2010. 86(3): p. 487-95. 

6. Pushpakumar, S., S. Kundu, and U. Sen, Endothelial dysfunction: the link between 

homocysteine and hydrogen sulfide. Curr Med Chem, 2014. 21(32): p. 3662-72. 

7. Yang, G., L. Wu, and R. Wang, Pro-apoptotic effect of endogenous H2S on human aorta 

smooth muscle cells. FASEB J, 2006. 20(3): p. 553-5. 

8. Elrod, J.W., et al., Hydrogen sulfide attenuates myocardial ischemia-reperfusion injury 

by preservation of mitochondrial function. Proc Natl Acad Sci U S A, 2007. 104(39): p. 

15560-5. 

9. Sabino, J.P., G.A. Traslavina, and L.G. Branco, Role of central hydrogen sulfide on 

ventilatory and cardiovascular responses to hypoxia in spontaneous hypertensive rats. 

Respir Physiol Neurobiol, 2016. 231: p. 21-7. 

10. Webb, G.D., et al., Contractile and vasorelaxant effects of hydrogen sulfide and its 

biosynthesis in the human internal mammary artery. J Pharmacol Exp Ther, 2008. 

324(2): p. 876-82. 

11. Ariyaratnam, P., M. Loubani, and A.H. Morice, Hydrogen sulphide vasodilates human 

pulmonary arteries: a possible role in pulmonary hypertension? Microvasc Res, 2013. 

90: p. 135-7. 

12. Materazzi, S., et al., Vasodilator activity of hydrogen sulfide (H2S) in human mesenteric 

arteries. Microvasc Res, 2017. 109: p. 38-44. 

13. Cacanyiova, S., et al., Nitroso-sulfide coupled signaling triggers specific vasoactive 

effects in the intrarenal arteries of patients with arterial hypertension. J Physiol 

Pharmacol, 2017. 68(4): p. 527-538. 

14. Cindrova-Davies, T., et al., Reduced cystathionine gamma-lyase and increased miR-21 

expression are associated with increased vascular resistance in growth-restricted 

pregnancies: hydrogen sulfide as a placental vasodilator. Am J Pathol, 2013. 182(4): p. 

1448-58. 

15. Xia, H., et al., Endothelial Cell Cystathionine gamma-Lyase Expression Level Modulates 

Exercise Capacity, Vascular Function, and Myocardial Ischemia Reperfusion Injury. J 

Am Heart Assoc, 2020: p. e017544. 

16. Wang, M., Z. Guo, and S. Wang, Regulation of cystathionine gamma-lyase in 

mammalian cells by hypoxia. Biochem Genet, 2014. 52(1-2): p. 29-37. 

17. Tran, B.H., et al., Cardioprotective effects and pharmacokinetic properties of a 

controlled release formulation of a novel hydrogen sulfide donor in rats with acute 

myocardial infarction. Biosci Rep, 2015. 35(3). 

Preprints (www.preprints.org)  |  NOT PEER-REVIEWED  |  Posted: 23 June 2021                   



18. Mistry, R.K., et al., Transcriptional Regulation of Cystathionine-gamma-Lyase in 

Endothelial Cells by NADPH Oxidase 4-Dependent Signaling. J Biol Chem, 2016. 

291(4): p. 1774-88. 

19. Sun, H., et al., Hydrogen sulfide is expressed in the human and the rat cultured nucleus 

pulposus cells and suppresses apoptosis induced by hypoxia. PLoS One, 2018. 13(2): p. 

e0192556. 

20. Wu, B., et al., Interaction of Hydrogen Sulfide with Oxygen Sensing under Hypoxia. Oxid 

Med Cell Longev, 2015. 2015: p. 758678. 

21. Lu, M., et al., MicroRNA-21-Regulated Activation of the Akt Pathway Participates in the 

Protective Effects of H2S against Liver Ischemia-Reperfusion Injury. Biol Pharm Bull, 

2018. 41(2): p. 229-238. 

22. Ye, M., et al., Exogenous hydrogen sulfide donor NaHS alleviates nickel-induced 

epithelial-mesenchymal transition and the migration of A549 cells by regulating TGF-

beta1/Smad2/Smad3 signaling. Ecotoxicol Environ Saf, 2020. 195: p. 110464. 

23. Pavlovskiy, Y., A. Yashchenko, and O. Zayachkivska, H2S Donors Reverse Age-Related 

Gastric Malfunction Impaired Due to Fructose-Induced Injury via CBS, CSE, and TST 

Expression. Front Pharmacol, 2020. 11: p. 1134. 

24. Wang, M., Z. Guo, and S. Wang, The effect of certain conditions in the regulation of 

cystathionine gamma-lyase by exogenous hydrogen sulfide in mammalian cells. Biochem 

Genet, 2013. 51(7-8): p. 503-13. 

25. Xu, M., et al., Electrophysiological effects of hydrogen sulfide on guinea pig papillary 

muscles in vitro. Sheng Li Xue Bao, 2007. 59(2): p. 215-20. 

26. Schmittgen, T.D. and K.J. Livak, Analyzing real-time PCR data by the comparative C(T) 

method. Nat Protoc, 2008. 3(6): p. 1101-8. 

27. Yang, G., et al., Cystathionine gamma-lyase overexpression inhibits cell proliferation via 

a H2S-dependent modulation of ERK1/2 phosphorylation and p21Cip/WAK-1. J Biol 

Chem, 2004. 279(47): p. 49199-205. 

28. Chunyu, Z., et al., The regulatory effect of hydrogen sulfide on hypoxic pulmonary 

hypertension in rats. Biochem Biophys Res Commun, 2003. 302(4): p. 810-6. 

29. Longchamp, A., et al., Amino Acid Restriction Triggers Angiogenesis via GCN2/ATF4 

Regulation of VEGF and H2S Production. Cell, 2018. 173(1): p. 117-129 e14. 

30. Takemura, G., M. Ohno, and H. Fujiwara, [Ischemic heart disease and apoptosis]. 

Rinsho Byori, 1997. 45(7): p. 606-13. 

31. Wang, R., Hydrogen sulfide: the third gasotransmitter in biology and medicine. Antioxid 

Redox Signal, 2010. 12(9): p. 1061-4. 

Preprints (www.preprints.org)  |  NOT PEER-REVIEWED  |  Posted: 23 June 2021                   



Tables 

Table 1：Primers used for quantitative real-time PCR assays 

Gene GenBank Accession 

number 

Forward Primer/Reversed Primer Exon Amplicon 

size 

CSE NM_001902.5 5’- GGCTCTACCTGCGTGCTTTA -3’ 1 118 bp 

5'- CGCGAAAGAAGAAGAGAGGA-3' 1  

ACTB NM_001101.3 5’- CTCTTCCAGCCTTCCTTCCT-3’ 2 109 bp 

5'- TGTTGGCGTACAGGTCTTTG-3' 2  
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Figure legends 

Figure 1: Effect of exogenous H S on CSE promoter activity during hypoxia. 

Transfected HEK-293T cells were exposed to hypoxia for 1 h, 2 h, 4 h, and 6 h, and these transfected 

cells were divided into the 0 μM H2S group and the 100 μM H2S group. In the 0 μM H2S group, the wild-

type CSE promoter activity decreased to 50-70% at 1 h, 2 h, 4 h, and 6 h compared to that in the control 

group. In the 0 μM H2S group, the mutated CSE promoter activity decreased to 60-75% at 1 h and 2 h 

compared to that in the control group, but the promoter activity at 4 h and 6 h increased compared to that 

observed at 1 h and 2 h. In the 0 μM H2S group, the mutated CSE promoter activity decreased at 1 h, 2 h 

compared to that in the control group, but the promoter activity at 4 h and 6 h slightly increased compared 

to that in the control group (*p<0.01; **p<0.05; # p>0.05 when compared to the control group). 

 

Figure 2: Effect of exogenous H2S on CSE mRNA expression during hypoxia. 

HUVECs were exposed to hypoxic conditions for 1 h, 2 h, 4 h, and 6 h and then divided into the 0 μM 

H2S group and the 100 μM H2S group. In the 0 μM H2S group, the CSE mRNA expression in HUVECs 

slightly increased at 1 h, 2 h, and 4 h compared to that in the control group. However, the CSE mRNA 

expression at 6 h decreased compared to that observed at 1 h, 2 h, and 4 h. In the 100 μM H2S group, the 

CSE mRNA expression decreased at 2 h compared to that in the control group. However, CSE mRNA 

expression at 1 h, 4 h, and 6 h increased compared to that in the control group (*p<0.01; **p<0.05; #p>0.05 

when compared to the control group). 

 

Figure 3: Effect of exogenous H2S on CSE expression during hypoxia. 

HUVECs were exposed to hypoxia for 1 h, 2 h, 4 h, and 6 h and divided into the 0 μM H2S group and the 

100 μM H2S group. In the 0 μM H2S group, the protein expression of CSE in HUVECs almost doubled at 

2 h compared to that in the control group. Nevertheless, the protein expression of CSE at 1 h, 4 h, and 6 h 

did not markedly change compared to that in the control group. In the 100 μM H2S group, the protein 

expression of CSE increased to approximately 50% at 1 h and 2 h compared to that in the control group, 
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but the protein expression of CSE at 4 h and 6 h slightly decreased compared to that in the control group 

(*p<0.01; **p<0.05; #p>0.05 compared to the control group). 
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