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Extended Data Fig. 2: Transcript levels of  Slc25A44 in human (From the 

human protein atlas at https://www.proteinatlas.org/; Nat. Biotechnol. 2010, 

28:1248-50).
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a, Absolute transcript levels for AtSlc25A44

Extended Data Fig. 3: Constitutive expression of Arabidopsis thaliana Slc25A44. a-f, AtSlc25A44 

absolute and relative transcript levels in comparison with the housekeeping genes Ubc9 and Gapdh. At5g15640: 

Slc25A44, At4g27960: Ubc9, At1g13440: Gapdh (Data from Nat. Genet. 37:501-6). g, AtSLC25A44 protein levels 

(Data from Science 320, 938-41).
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Extended Data Fig. 3: Constitutive expression of Arabidopsis 

thaliana Slc25A44. a-f, AtSlc25A44 absolute and relative transcript 

levels in comparison with the housekeeping genes Ubc9 and Gapdh. 

At5g15640: Slc25A44, At4g27960: Ubc9, At1g13440: Gapdh (Data from 

Nat. Genet. 37:501-6). g, AtSLC25A44 protein levels (Data from Science 

320, 938-41).

c, Developmental stages

b, Hormone treatments
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d, Biotic stress

e, Abiotic stress

Extended Data Fig. 3: Constitutive expression of Arabidopsis 

thaliana Slc25A44. a-f, AtSlc25A44 absolute and relative transcript 

levels in comparison with the housekeeping genes Ubc9 and Gapdh. 

At5g15640: Slc25A44, At4g27960: Ubc9, At1g13440: Gapdh (Data from 

Nat. Genet. 37:501-6). g, AtSLC25A44 protein levels (Data from Science 

320, 938-41).
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g, Protein levels

f, Light stress

Extended Data Fig. 3: Constitutive expression of Arabidopsis 

thaliana Slc25A44. a-f, AtSlc25A44 absolute and relative transcript 

levels in comparison with the housekeeping genes Ubc9 and Gapdh. 

At5g15640: Slc25A44, At4g27960: Ubc9, At1g13440: Gapdh (Data 

from Nat. Genet. 37:501-6). g, AtSLC25A44 protein levels (Data from 

Science 320, 938-41).
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Extended Data Fig. 4: The effects of FOXK1 and FOXK2 on

the cellular levels of SLC25 transporter proteins (Data from

Nature, 566:279–83). Blue: downregulation (p < 0.05), White: no

significant changes, Red: upregulation (p < 0.05).
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Extended Data Fig. 5: The Slc25A44 (a) and Foxk2 (b) co-expressed genes 

in human (Data from Nucleic Acids Res. 45,D389-D396). 
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Extended Data Fig. 5: The Slc25A44 (a) and Foxk2 (b) co-expressed 

genes in human (Data from Nucleic Acids Res. 45,D389-D396). 
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