Supplementary Figure Legends

Supplementary Figure 1. Multiple alignment of Indian SARS-CoV19-2 spike protein

sequences showing mutation site at amino acid position 614.

Supplementary Figure 2. Comparison of 3D view of A. SARA spike glycoprotein PDB ID-
6CS2 (Krichdoerfer et al. 2018) and B. SARA CoV-2 spike glycoprotein [homology model

generated using spike protein sequence (QHU36864)] PDB-6acg as template.
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Supplementary Figure 2.



