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Experimental Data Snapshot

Method: ELECTRON MICROSCOPY
Resolution: 3.31 A

Aggregation State: PARTICLE
Reconstruction Method: SINGLE PARTICLE

wwPDB Validation @ 3D Report = Full Report
Metric Percentile Ranks Value
Clashscore N 0 )
Ramachandran outliers [N | W 0.3%
Sidechain outliers N I 0.5%
Worse Better

0 Percentile relative to all structures

[l Percentile relative to all EM structures
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Sequence Organism Details

Length

1468 Feline infectious Mutation
peritonitis virus (s): 0

No corresponding UniProt sequence found.
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Experimental Data & Validation

Experimental Data

Method: ELECTRON MICROSCOPY

Resolution: 3.31 A

Aggregation State: PARTICLE

Reconstruction Method: SINGLE PARTICLE

Structure Validation
View Full Validation Report
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