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NSP8 (Non-structural protein 8)

NSP13 (NTPase/Helicase)
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NSP14 (Non- structural protein 14, Guanine N7 methyltransferase)
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ORF14 (Uncharacterized protein 14)

ORF3b (3b protein)
ORF7b (7b protein)
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2. 0RF14 CoV2(73)



