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Figure S1. Single-cell transcriptomics of bronchial epithelium cells.
A shows tSNE plots of single-cell transcriptome profiles from never smokers and current smokers. B shows identified cell types. C shows detection rates of markers in each cell cluster. D and E show ACE2 gene expression in cells of current smokers and never smokers, separately.
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Figure S2. Correlation of genes ACE2, CLEC4M and CD209, in four datasets.
Lower panel shows pairwise scatter plots of data mean of each gene expression across samples. Upper panel shows their corresponding Pearson correlation coefficients.
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