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Supplemental Table 1: List of monoclonal antibodies for Spike protein of SARS-CoV 

 

Supplemental Figure 1: Scheme of Spike proteins of 2019-nCoV, SARS-CoV and MERS-

CoV. 

 

Supplemental Figure 2: Structure-based alignment of 2019-nCoV and SARS-CoV Spike 

proteins. The sequences are directly extracted from PDB 5X58 and 2019-nCoV homology 

model, and the sequence alignment was based on above two structures by ENDscript and 

ESPRIPT with default settings ( http://espript.ibcp.fr/ESPript/ENDscript/index.php ).  

 

Supplemental Figure 3: Accessible surface area profiling of Spike proteins of 2019-nCoV 

and SARS-CoV.  A) The epitopes predicted on the S protein structure for SARS-CoV, Epi 

(yellow) denotes the epitopes screened by simple ASA profiling (the same for nCoV), and EpiS 

(red) denotes the epitopes were calculated by excluding the glycosylation sites and the glyco-

interacting amino acids;  B) The epitopes predicted for nCoV. The values of Y axis means nm2 

of ASA. 

 

Supplemental Figure 4: Connecting region (CR) of 2019-nCoV and SARS-CoV Spike 

proteins.  

 
Supplemental Figure 5: Furin recognition site of 2019-nCoV Spike protein.  

 



Supplemental Table 1: List of monoclonal antibodies for Spike protein of SARS-CoV 
Antibody binding site Nearby N-glycosylation  Clone Ref 

N-terminal domain (NBD)    
130 FELCDNPFFAVSKPMGTQTHT 150 158NCT 68 3 
236 TAFSPAQDIWGTSAAAYF 253 227NIT 114E3,115H2,116F8,11

2F9,120D9 
14 
 

Receptor binding domain (RBD)    
W423,N424  S-9-11,N-176-15 7 
435 NYNYKYRYLRHGKLRPF 451  4D5 8 442 YLRHGKLRPFERDISNVPFSPDGK 465  17H9 
460 FSPDGKPCTPPALNCYW 476  F26G18 

9 Unknown sites in SARS RBD  F26G9,F26G10,F26G1
9 

F360,Y442, L472, D480, T487 357NST CR3006 10 Unknown sites in SARS RBD  CR3013 CR3014 
L472,N479,D480  80R 

11 N479  CS5、CS84、FM6 
R395, R426, F483, Y484,I489, Y491, Q492  m396 
T332,N479, D463 330NAT FM39 12 
P462,N479  CR3014 13 Unknown sites outside of SARS RBD  CR3022 
T359,G391,D392,N424,R426,N427,T486,488 
GIGYQ 492 357NST F26G19 16 

T359,T363,K365,390 KGD 
392,V394,R395,R426,S432, 
Y436,G482,484 YTTTGIGYQ 492 

357NST m396 17 

R426,S432,T433,Y436,N437,K439,Y440,Y442,
470 PALNCYWPLND 480,484 YTTTGI 489, 
Y491,Q492 

 

80R 18 

490 GYQPYRVVVLSFELLNAPATV 510  201 3 

S1 (non-RBD) and S2 subunits    

536 GVLTPSSKRFQPFQQFG 552   114G5 14 
 

612 ADQLTPAWR 620 602NCT F26G8 9 

549 QQFGRDVSDF 558 
 101F10,103F2,104D4,1

11A7, 121B8 
14 

731 CANLLLQYGSFCTQL 745  65B3,63B10 6 

791 PLKPTKRSFIEDLLF 805 783NFS 5H10* 6 

814 GFMKQYGECL 823  102D7 14 

1125 PELDSFKEELDKYFKNH 1141 1116NNT 119F6 14 
 
*Generated by immunizing mice with recombinant Spike protein produced in Escherichia coli.  
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            jjjk                 jjjjjjjk     jjjjk  jjjk    jjk     jk    jjjjjjk       jjjk       jjjjjjk    jjjjjjk        jjk      iiii                  TT                        TT                                                    TT                                         nCovm2_A

iiii         jjjk                jjjjjjjjjk  jjjjjk                  jjjjjk       jjjk  jjk                  jjjjjk jjjjjjjjk     jjjjjk                                               TT                                                   TT                            TT            nCovm2_A

iiiiiiiii       jjjjjjjjk    jjjk          iiii        lll jjjjk  jk             jjjk       lll     jjjjjjjk   llll                      jjj                                                                                                                         TTT                nCovm2_A

jjk              jjk                                     jjk        lll  jjjjjjk         jk            jjjjjk  jjjjjjjjk                              TT                TT          TT    TT   TT                                                        TT               TT            nCovm2_A

         jjjk    jjjjjjjk         jjjk      iiiiiii               jk      jjk jjjk       jk     jjk                  jjjk     jjk                                                                                                                                                       nCovm2_A

   jjjjjjjjjjk     jjk           iiiiiii    iiiiiiiiiiiiiiiiiiiiiiii    jjk                           iiiiiiiii   lll             lll                                                                                          TT         TT                                            nCovm2_A

   jjk      iiiiiiiiiiiiiiii                iiiiiii        iiiii iiiiiiiiiiiiiiiiiiii      iiiiiiiiiiiiiiiiiiiiii            lll     iiiiiiiTT                                                                                                                                          nCovm2_A

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii                 jjjjjjk  jjjjjjjjjjk           jk    jjk      jk     jk        jk  lll jjk                                                        TT               TT                                                                   TT       nCovm2_A

                                                                                                                                                                                                                                                                                        nCovm2_A

β1 β2 β3 β4 β5 β6 β7 β8 β9 β10 β11 α1 

α2 β12 β13 β14 β15 β16 β17 β18 β19 β20 

α3 β21 β22 α4 η1 β23 β24 β25 η2 β26 η3 β27 

β28 β29 η4 β30 β31 β32 β33 

β34 β35 β36 α5 β37 β38 β39 β40 β41 β42 β43 

β44 β45 α6 α7 β46 α8 η5 η6 

β47 α9 α10 α11 α12 α13 η7 

α14 β48 β49 β50 β51 β52 β53 β54 η8 β55 

             jjk  jjjjk    jjk   jjjjjjjk     jjjjjjk                jk    jjjjjjk       jjjk        jjjjjk   jjjjjjjjk       jjk          j                                           TT                           TT                                                        TTT       5X58_A  

jjk     jjjjjjjjjjjk             jjjjjjjjjk  jjjjjjjk            jjjjjjjjjjk      jjjk                      jjjjjjk jjjjjjjk        jjjk                                               TT                                                                                           TT  5X58_A  

iiiiiiiii       jk          jjk        jk lll              jjjjk  jk             jjjk               jjjjjjjk iiiiii                      jjj                                                        TT              TTT                                             TT                  5X58_A  

jjk                                                                 lll  jjjjjjk                        jjk         jjjk          jjk     jj                            TT                 T.T TT           TT                                                            TT            5X58_A  

jjk      jjjjk        jjk          jjjk    iiiiiii                        jk   jk        jjjk  jjjk                   jjjk    jjk       jjjj    TTT                    TTT                                         TT                    TT                                             5X58_A  

k      jjjjjjk         iiiiii    iiiiiilll      iiiiiiiiiiiiiiiiiiii    jjk                           iiiiiiii                                                                                                                 TT                                                       5X58_A  

            iiiiiiiiiiiiiiiii   iiii       iiiiiiiiiiii    iiiii iiiiiiiiiiiiiiiiiiiii   iiiiiiiiiiiiiiiiiiiii            iiiii       iiiiiiTT                                                                                                                 TT                       5X58_A  

iiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiiii                jjk  jjjk  jjjjjjjk     jjjjjk           jk     jjk  jjk                jk                                                                           TT                                        TT      TT         TT               5X58_A  

                                                                                                                                                                                                                                                                                        5X58_A  

     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A    15 c               c  ccccccc  ccc  c  cccccccc cccc cc c          ccccc cc cc ccc ccccc  ccc cc c   c cc  c cc ccccc  c c  c  cc  c             c    c       c           c                c                 c      c     c         cc   c  c c c c  cc c        cc                  c     A A    A       DF  DEEEEEF DEEF  A  DEEEEEEEEEEEF DF A        A DEEEEEEF DEEEEF DEEEEEEEEEEEEEEF DEEEEEEEEEF DEEEEEEF A  A  DF  A     A     C               S  RGVYYPD  FRS  L  TQDLFLPF SNVT FH I          FDNPV PF DG YFA TEKSN  RGW FG T   K QS  I NN TNVVI  C F  C  PF  V             N    T       N           V                F                 K      L     V         II   I  T L S T  LL V        KV                  N      V LTTR QLPPAYT  FT       K    SV HS             W  A HVSGTNGT R        N      S                D           A        E QF ND  LG YYHKN KSWME

5X58_A       6 c               c  ccccccc  ccc  c  cccccccc cccc cc c          ccccc cc cc ccc ccccc  ccc cc c   c cc  c cc ccccc  c c  c  cc  c             c    c       c           c                c                 c      c     c         cc   c  c c c c  cc c        cc                  c     C C    C       JH  JIIIIIH JIIH  C  JIIIIIIIIIIIH JH C        C JIIIIIIH JIIIIH JIIIIIIIIIIIIIIH JIIIIIIIIIH JIIIIIIH C  C  JH  C     C     C               S  RGVYYPD  FRS  L  TQDLFLPF SNVT FH I          FDNPV PF DG YFA TEKSN  RGW FG T   K QS  I NN TNVVI  C F  C  PF  V             T    Q       T           I                Y                 H      I     I         VV   V  S M N S  VI I        RA                  T      T FDDV APNYTQH  SM       E    DT YL             G  T N....... T        K      A                N           S        N EL DN  FA SKPMG ....Q

     acc    c  c  c  c c  cc     cccc  c ccc c cc    c   c  c c  c    ccc   c  c             cc       c cc         ccc  cc c  c  cc  cc   c    ccc  c
ccc cc cc cc c c               c   c c        c        c cccc       c   cc                    c  cc          c         c  c       ccc    cc
LMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMM


     hyd      ccc      cc   c    cc    c    ccc                    ccccccc c      c      cccc    c        cccc      c              cc      ccccccc
 c cc   cccccc  ccc cccc  cccc c  c   cc   c ccccccccc ccc       c c   cc cc ccc    c  c c  ccccc    c    c ccc    ccccccc  c   cc       ccc
c c                             cc      ccc c         c             ccc     c        cc   cc          cccc     cccc          ccc


                                                                                                                    1 
nCovm2_A                        c  ccccccc                                        c                        c c


                       B   BB BBB

                          B  B                                           B                        B B





     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A   155         c cccccc c  c  c   c cccc cccccccc cc    c    cc  ccccc cc  c c   cc ccccc c   c               c   cccc cccc c cc ccc ccccccccccc   c   cc c        c     c c   c                c  c    c   c     c  c    c    c         c  c          c          c         c                  A   DF DF DEEEEEEF  A DEF  DEEEEF DEEEEEEF DEF  DF   DEF DEEEEEEEEF A DF  DEEEEEEF A  DF A          A  A   DEEEEEEEF A DEEEEF DEEEEEEEEEF           A NCTFEY S  F  D   K GNFK LREFVFKN DG    Y    PI  VRDLP GF  L P   LP GINIT F   L               W   AAAY VGYL P TF LKY ENGTITDAVDC   S   VY S        V     M L   Q                Y  I    T   L     Q  S    L    I         L  L          S          Y         L                   EFR  S  N        QP L   EG      N        I   FK  SKH   N          A E  VD        R QT  A HRSYLTPGDS SG TAG         Q R      N           ALD

5X58_A     135         c cccccc c  c  c   c cccc cccccccc cc    c    cc  ccccc cc  c c   cc ccccc c   c               c   cccc cccc c cc ccc ccccccccccc   c   cc c        c     c c   c                c  c    c   c     c  c    c    c         c  c          c          c         c                  C   JH JH JIIIIIIH  C JIH  JIIIIH JIIIIIIH JIH  JH   JIH JIIIIIIIIH C JH  JIIIIIIH C  JH C          C  C   JIIIIIIIH C JIIIIH JIIIIIIIIIH           A NCTFEY S  F  D   K GNFK LREFVFKN DG    Y    PI  VRDLP GF  L P   LP GINIT F   L               W   AAAY VGYL P TF LKY ENGTITDAVDC   T   IF N        I     L V   S                F  V    Q   V     S  N    I    L         I  A          Q          F         M                   HTM  D  F        DA S   SE      H        K   LY  KGY   D          T K  FK        N RA  T FS......PA DT GTS         K T      D           SQN

     acc c   ccc      c   c    c cc     c c c c   cccc  c  cc c c c  ccc c     c cc c   c c        cc            ccc c     ccc cc   c c c c cc   cc c
 cc    cccccc ccc cccc c  ccccc c                   c c c cc   c c   c c          c         ccccccccccc    c         c        c
MMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMM
                     B                                                                          B


     hyd c c      cc       c       cccc cc   c   c   c     cccc         c                   c       cc    ccc                 cc     ccccc
 c cccccc  c ccccc c  cccc    c  ccc c c ccc ccccc    cc  ccccc ccc ccc   c c c ccc cc   cc  cccc   cccccccc cccccccc  c  cc     cccccccc cc
            c       cc                c                 cc         c   ccc c c c      ccc                   c           cc               c


           1                                                                                                                            2 
nCovm2_A             c                              ccc                        c    c c c                                               c


                                           B                          B      B B

            B                               BB                             B                                                   B





     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A   295 cc c cc  ccc   ccccccccccc c    ccccccccccccccccccc c ccccc cc cccccccccccccc  cccccccccc cccccccc cccccccc  cc cccccccccc cccccccccccc ccc        cc    cc             c  c                   c          c                                   c        cc  c                           cDF A DEEEEEF DEEEEEEEEEEEF DF  DEEEEEEEEEEEEEEEEEEEEF DEEEF DEEEEEEEEEEEEEEEF  DEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEEEF DEEEPL E KC  KSF   KGIYQTSNFRV P    VRFPNITNLCPFGEVFNAT F SVYAW RK ISNCVADYSVLYNS  FSTFKCYGVS TKLNDLCF NVYADSFV  GD VRQIAPGQTG IADYNYKLPDDF GCV        TL    VE             T  I                   R          R                                   T        IR  E                           I  S T       T             Q  ES                      A     N                 AS          P                                K            T    

5X58_A     269 cc c cc  ccc   ccccccccccc c    ccccccccccccccccccc c ccccc cc cccccccccccccc  cccccccccc cccccccc cccccccc  cc cccccccccc cccccccccccc ccc        cc    cc             c  c                   c          c                                   c        cc  c                           cJH C JIIIIIH JIIIIIIIIIIIH JH  JIIIIIIIIIIIIIIIIIIIIH JIIIH JIIIIIIIIIIIIIIIH  JIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIIIH JIIIPL E KC  KSF   KGIYQTSNFRV P    VRFPNITNLCPFGEVFNAT F SVYAW RK ISNCVADYSVLYNS  FSTFKCYGVS TKLNDLCF NVYADSFV  GD VRQIAPGQTG IADYNYKLPDDF GCV        SV    ID             S  V                   K          K                                   S        VK  D                           L  A L       E             V  GD                      P     E                 TF          A                                V            M    

     acc  ccc c c  cc   cccccc c cc c c  c  c c   c       c   c  cc  c   c  c c    c    c cc ccccc  c cc    c        c c c c ccc c  cccc  c     c
        cc  c c      c    c c c     c ccc c cc  c cc       c cc  c     cc  cccc c  c     cc                      c     c cc         ccc
MMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMM


     hyd    cc          c   ccc c   ccc                             ccc        c    c              c                  cc       cccc    ccc   c
ccc  cc cccc cc ccc   c ccc   c ccccccccc cccccccccccc c cc   ccccc cc c  c cccccccccccccc ccccc  ccc ccc  cc  ccccc c    cccc   ccc cccc
       c    c                  c         c            c c          c    cc                      cc   c   cc         c                    ccc


      2                                  3                        3                 4           5                                        4 
nCovm2_A                       c c                                   c              c          ccc cc   c     c                 c  c           c


                                                            C                         CCC C    C     C                 B

                      C C                                                  B               C                              C           C





     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A   435 ccc  c c    ccccc cc  c   c ccccccc         cc      ccc cc  ccc  c c ccccccccccccccc ccccccccc cc c cc cccccccccccccccc c c c cccccccc  c cc   c  c                c   c       c  cc      cc       c  c       c c                              c                     c c          c     EEEF DEF    DEEEF DF  DF  DEEEEEEEEF  DF    DEEF    DEEEEEF DEF  DEEEEEEEEEEEEEEEEEF DEEEEEEEF DF DEEF DEEEEEEEEEEEEEEF DEEEF DEEEEEEEF A DFAWN  N D    GNYNY YR  R   L PFERDIS         PC      NCY PL  YGF  T G GYQPYRVVVLSFELL APATVCGPK ST L KN CVNFNFNGLTGTGVLT S K F PFQQFGRD  D TD   S  L                K   K       T  YQ      NG       F  Q       N V                              V                     N K          I         N   SKVG     L  LF  SN          EI  AGST    VEGF       S   QP                   H         K  N    K                E     L         A T  

5X58_A     409 ccc  c c    ccccc cc  c   c ccccccc         cc      ccc cc  ccc  c c ccccccccccccccc ccccccccc cc c cc cccccccccccccccc c c c cccccccc  c cc   c  c                c   c       c  cc      cc       c  c       c c                              c                     c c          c     IIIH JIH    JIIIH JH  JH  JIIIIIIIIH  JH    JIIH    JIIIIIH JIH  JIIIIIIIIIIIIIIIIIH JIIIIIIIH JH JIIH JIIIIIIIIIIIIIIH JIIIH JIIIIIIIH C JHAWN  N D    GNYNY YR  R   L PFERDIS         PC      NCY PL  YGF  T G GYQPYRVVVLSFELL APATVCGPK ST L KN CVNFNFNGLTGTGVLT S K F PFQQFGRD  D TD   T  I                H   R       N  FS      TP       W  N       T I                              I                     S R          V         R   ATST     K  YL  GK          VP  PDGK    .PAL       D   YT                   N         L  D    Q                P     Q         S F  

     acc     c  cc   c   cc  c       c   cc   ccc     c c  c  c   c c c  c c  c c c         ccc  c       c cc     c c  cc cc c c c c cc c  c cccc ccc
  c  cc  ccc  cc     c ccc c       cc   ccccc c cc cc cc  c    c c cc c           c   c     cccc c  ccc         c      c c c  c         c
MMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMM
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     hyd   ccc   c    ccc      ccc     cc   c                       c    ccc   cccc                  ccccc    cc                ccccc        c    cc
 c   ccc cccc   cccccc   ccccc  ccc cccccccccccccccccccc cc cccc   ccc    cc    cccccccc   c     c cc  ccccccccccccc  c     c  ccccc cccc  c
c                                                       c                   cccc        ccc       c                 cc       cc


                                             6       6                                    5            7 
nCovm2_A                       c    ccccc cc                                              cc c                           c          cc  cccccc c cc


                      C     C C  C                                                C                             C           C  CC   C   C

                           C C C  C                                              C  C                                      C     CCC  C  C





     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A   575  cccc c ccccc ccccccccccccccc c  ccccccccccc c  ccccccccc cc cccc ccccc cccccccccc  cccccccccccccccc c        cc    cc cccccccc  c ccccc ccc             c                 c            c               c    c                 c                   c     c    c   c        cc c     c    DEEF A DEEEEEEEEEEEEEEEEEEEF DF DEEEEEEEEEEEF  DEEEEEEEF DEEEEEEEEEEEF DEEEEEEEEF DEEEEEEEEEEEEEEEF A A     DEF  A DEEEEEEEEEEEEEEEEEEEEEEE VRDP T EILDI PCSFGGVSVITPGTN S  VAVLYQDVNCT V  AIHADQLTP WR YSTG NVFQT AGCLIGAEHV  SYECDIPIGAGICASY T        RS    SI AYTMSLGA  S AYSNN IAI             T                 N            E               V    S                 N                   T     A    S   I        EN V     S   A    Q L                     T  Q             PV         T             R          N                 Q Q NSPRR   VA Q                        

5X58_A     548  cccc c ccccc ccccccccccccccc c  ccccccccccc c  ccccccccc cc cccc ccccc cccccccccc  cccccccccccccccc c        cc    cc cccccccc  c ccccc ccc             c                 c            c               c    c                 c                   c     c    c   c        cc c     c    JIIH C JIIIIIIIIIIIIIIIIIIIH JH JIIIIIIIIIIIH  JIIIIIIIH JIIIIIIIIIIIH JIIIIIIIIH JIIIIIIIIIIIIIIIH C C     JIH  C JIIIIIIIIIIIIIIIIIIIIIII VRDP T EILDI PCSFGGVSVITPGTN S  VAVLYQDVNCT V  AIHADQLTP WR YSTG NVFQT AGCLIGAEHV  SYECDIPIGAGICASY T        RS    SI AYTMSLGA  S AYSNN IAI             S                 S            D               I    N                 T                   S     L    Q   V        DS I     T   S    K S                     A  E             ST         A             Q          D                 H V L....   TS K                        

     acc   c cc cc c cc    c        c  c  c    cc  c c c  c   c  c c  c c cc c c      c c c  cc cc   ccc    cc c    c    c ccc     cccc  c c c  cc
      c                     cc cc        c c   c  ccc  c c cc c c    c c        c cc  c   c          c cccc cccc c       c    cc c c cc
MMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMMM
                                                                                  B


     hyd    ccc                     ccccc      c            cc     c      c    c        c   ccc c           ccccccccccc     c           cc    ccc
ccc   cc    cccc cccc   ccc     cc   c ccccccc c cc  ccccc cccccc cccc ccc    c ccc   c cc c c   cc           cc  c c   ccc c c  c  c   c
        cccc    c    ccc          ccc         c c                         cccc            c c ccc               cc   ccc   c c    cc     ccc


               7                          8                               8            9        9 
nCovm2_A              cc  c                    ccc                              cc                 c ccc                             ccccc ccc   ccc


                                      C C                              CC                    CC                              CCCC CC    C C

             CC  C                     C                                                  C C                               C       C    C





     X         X         X         X         X         X         X         X         X         X         X         X         X         X    
nCovm2_A   715 cccc cc ccc  cccc cccccc cccccccccc ccccccccccccccccc ccc ccc cc cccccccc cccc  c ccccccccccccc cc cccccccccccccccccccc cccc ccccc ccccccccc    c  c   cc           c                            c   c   c           c     c                  c                    c    c               EEEEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEEEEF DF DEEEEEEEEEEEF DEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEF DEEEEEEEEPTNF IS TTE  PVSM KTSVDC MYICGDSTEC NLLLQYGSFCTQLNRAL GIA EQD NT EVFAQVKQ YKTP  K FGGFNFSQILPDP KP KRSFIEDLLFNKVTLADAGF KQYG CLGDI ARDLICAQK    T  V   IL           T                            T   V   K           I     I                  S                    I    D                                T                 S                            Q             P  D             S                                  A         

5X58_A     684 cccc cc ccc  cccc cccccc cccccccccc ccccccccccccccccc ccc ccc cc cccccccc cccc  c ccccccccccccc cc cccccccccccccccccccc cccc ccccc ccccccccc    c  c   cc           c                            c   c   c           c     c                  c                    c    c               IIIIIIIIIIIIIIIIH JIIIIIIIIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIIIIH JH JIIIIIIIIIIIH JIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIH JIIIIIIIIPTNF IS TTE  PVSM KTSVDC MYICGDSTEC NLLLQYGSFCTQLNRAL GIA EQD NT EVFAQVKQ YKTP  K FGGFNFSQILPDP KP KRSFIEDLLFNKVTLADAGF KQYG CLGDI ARDLICAQK    S  I   VM           N                            S   A   R           M     L                  T                    M    E                                A                 A                            R             T  Y             L                                  N         

     acc  c    cccccc   c    c   cc   ccc   c cc  ccc c c c c c  c c c  cc   cc  c   cc  c c c c cc  cc    ccc    cc c c     c c  c c c     c   cc c
  c c                           cc  c  cc     c   c   c  c   c   c     c   c  cc c c          cccc    c      c  cccc c cc c c ccccc ccc  c c
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SARS RBD

2019-nCoV

Zhou et al., Figure S3



HR1(S3) 
N935-39: 
NQNAQ

CR nCoV(close epitope)
T866-69: 
TDEM

CR nCoV(n3)
I834-54:
IKQYGCLGDIAARDLICAQK

The fragment of CR 
for SARS is missing, 
thus the buried HR1(S3)
fragment is exposed

CR(n3) is exposed, and located 
exactly outside of  S3 

Zhou et al., Figure S4



Furin site:
RRAR

Zhou et al., Figure S5




