% terms per group.

tat celldiferentiation 0.53% **
‘connective tissue development 0.53% **

positive regulation of cell proiferation involved in kidney
‘development 0,53

reguiation of cell communication 26.46% **

e b oo s 2124

o e e

i rerre ot s 175

vt 556 o 4750

tube morphogenesis 5.20%

‘anatomical structure morphogenesis 5.82% **

anatomical structure formation involved in morphogenesis

o

muscle structure development 13.23% *  ———————

response to purine-containing compound 5.0%

interleukin-1 production 20.0% **

——————— positve regulation of heart contraction 12.5% **

response to purine-containing compound 18.75% **

heart contraction 68.75% "

‘muscle contraction 35 85°% **

cholesterol biosynthefic process 18.87% **

pyruvate metabolic process 68.57% **

% terms per group

cellcel signaling
—

structural consiituent of cytoskeleton 1.89% **
regulation of fiboblast growth factor receptor signaling
pathwiay 1.89% **

regulation of multicellular organisma process 1.89% **
reguiation of signaling 3.77%
myofbril assembly 3.77% **

‘extracellular structure organization 3.77%
system development 5.66% **
response to oxygen levels 5.66%

cellular response 1o chemical stmulus 5.66% **

‘purine ribonucieotide biosynihetic process 9.43% **

% terms per group

hormone activity 2.86% **

P o puineconaning compound 2%
regulation of fat cel diferentiation 5.71%

~—— heart contraction 20.0% **

Suppl. Figure 1. Pie charts from ClueGO analysis. Input data are upregulated DEG. The pie charts show significantly overrepresented GO terms

as % terms per group at the different time points. A) 8h B) 24h C) 48h D) 72h E) 96h.



