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Supplementary Figure S1. Net photosynthetic rate (Pn) recovery coefficient of K. obovata seedling leaf under the treatments of series concentration of NaHS. Bars with different letters are signiﬁcantly different at P < 0.05 according to Duncan’s multiple range test.
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Supplementary Figure S2. H2S and/or HS-, but not other compounds derived from NaHS, contribute to (A) chlorophyll content and (B) endogenous H2S accumulation. K. obovata seedlings were treated by 200 μM of NaHS, Na2SO4, NaHSO3, NaHSO4, or CH3COONa, respectively, together with 400 mM NaCl for 7 days. The sample without any above sulfur-containing chemical but with 400 mM NaCl was regarded as the control (Con). CK represents the seedlings without NaCl and any above sulfur-containing chemical. Values are means ± SE of three independent experiments with at least three replicates for each. Bars with different letters are signiﬁcantly different at P < 0.05 according to Duncan’s multiple range test.
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Supplementary Figure S3. Effects of NaHS on chlorophyll fluorescence characteristics of K. obovata seedling leaves. CK stands for the control which treated only by 1/4 strength Hoagland’s nutrient solution. NaCl stands for 400 mM NaCl treatment. NaCl+H2S stands for 400 mM NaCl + 200 μM NaHS treatment. Error bars are SE (n=3). The columns labeled with different letters are significantly different at P < 0.05.
[image: image4.png]/4‘5}‘%

N S
57/ y\."‘q&’{/
W





Supplementary Figure S4. Protein–protein interactions (PPIs) network analysis of 27 identified proteins from NaCl and NaHS treated K. obovata leaves. The association network was developed by STRING software using the homologous protein accessions from Arabidopsis thaliana. (A) the PPI network in NaCl vs CK, (B) the PPI network in NaCl+H2S vs CK. Nodes in red color represent up-regulated, green color represents down-regulated, white represent no change.
[image: image5.png]5x102

5x107

generation of pre

metabolites and  phot

response




Supplementary Figure S5. Gene ontology analysis of the proteins identified from the leaves of K. obovata. Hierarchical directed acyclic graph in the aspect of biological process was performed. The yellow color represents the enriched GO terms.
