Supplementary materials

Supplementary Table 1. Primer sequences for all genes analyzed in the study

Gene Product | Forward primer Reverse primer
size (bp)

Control | POLR2A | 73 GCAAATTCACCAAGAGAGACG | CACGTCGACAGGAACATCAG

Target | DSG2 211 GAAGCAAGAGATGGCAATGG | GGTTCTGATAATTGGCTGGC

genes
DSG3 164 CCGAATCTCTGGAGTGGGAA | GCCCAAGGACTAGATGTAGA
DSC2 207 CCACTTGCCAACATTTACTCG | GCCAAAACCAATGAAGGAGT
DSC3 207 GTACAAGACATGGATGGCCA | CACTGCCAATTGGAGAGTCA
DSP 221 GCAGTCTACTGAAGCATACC | CGTAACCCAGACTACAGAAG
JUP 305 GGCCATTGTGCATCTCATCA | CTGCTCGCCATCTTCAAGTC
PKP1 249 CAGTTGATTGGGCTGAAGGA | CTACACTGTGAGGAACCTGA
PKP2 238 GCTACTTTCATACAGCACGAGT| GAAGCAAACCAGAGACTTGG
CDH1 96 GCCAGACACATTTATGGAACAG GTGGAAATGGCACCAGTGT
CTNNAL1 | 130 GCCTACCTGCAACGCATC CCTGGATCAGGGACATGG
CTNNB1 | 137 TTGGATATCGCCAGGATGAT CCCATCAACTGGATAGTCAGC
CCNA2 108 CCATACCTCAAGTATTTGCCAT( TCCAGTCTTTCGTATTAATGATTCAG
CCNB1 102 CATGGTGCACTTTCCTCCTT AGGTAATGTTGTAGAGTTGGTGTCC
CENPA 104 GCACCCAGTGTTTCTGTCAGT | CCAGACAGCATCGCAGAAT
FOXM1B | 279 CCAGGTGTTTAAGCAGCAGA | TCCTCAGCTAGCAGCACCTTG
MYC 138 CACCAGCAGCGACTCTGA CTGTGAGGAGGTTTGCTGTG
NEK2 90 CATTGGCACAGGCTCCTAC GAGCCATAGTCAAGTTCTTTCCA
BIRC5 104 AGAACTGGCCCTTCTTGGA ACACTGGGCCAAGTCTGG
TOP2A 96 CAGTGAAGAAGACAGCAGCAA/ AAGCTGGATCCCTTTTAGTTCC
YAP1 83 CCCAGATGAACGTCACAGC GATTCTCTGGTTCATGGCTGA
CYR61 190 GAGTGGGTGTGTGACGAGGAT| GGTTGTATAGGATGCGAGGCT
CTGF 249 CGACTGGAAGACACGTTTGG | AGGCTTGGAGATTTTGGGAG

The primer sequences f6lYR61andCTGFis from[1].
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Figure S1.Comparison of the peripheral protein expression betweerdskined and oral mucosa
derived keratinocytes in response to cyclic stiapi-fluorescent microscopy of HaCaT and SqCC/Y1
cells seededt confluent dendisin Flexcell wellsfor overnightandthensubjected to cyclic strajior

no strainfor 6 hours before fixation with formaldehyde followed by immunostaifongheindicaied
junctional proteins. Quantitation for each protein in both cell lines are displagddrneath of the
images(n=4, mean £S.D., NS: no significance; *p<0.05, ***p<0.001* *p<0.0001). Scale bars are

20 pm.
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Figure S2. Enhanced pMLCexpression in HaCaT cells in response to cyclic str@ionfocal
microscopy ofcells seededat confluent densityn Flexcell wells and subjected to cyclic strain no
strain for 6 hours before fixation for total protein analy@gt3riton) of the indicéed proteinsArrows
indicate enhanced pMLC at the periphery of strained cells. Evident cordcdiilFoundles were shown
in strained cells compared to netrained cellsScale bar is 10 pm.
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Figure S3. RT-gPCR and Western blotting analysesvafious junctional components in siRNA pre
treated HaCaT cells subjected to strain, or no strain, for 4 hPeoled data from two independent
experiments in HaCaT cells with siRNA transfectiorg, mean +S.D. *p<0.05). Overall, onlyDSC2
showed a significant increase ftine Dsg3 knockdowrcells relative to control siRNA treated cells
regardless of the mechanical loadiB$P, howevershowed an increase in response to cyclic strain in
cells with Dsg3 depletiarSimilar findings were also observed in sampléth cyclic strain for 24 hours
(data not shown)B, Western blding analysisof total and Triton soluble/insoluble fractionssiiRNA
pretreated HaCaTells and lysates werextracted immediately after cyclic ain for 6 hours owith

no strain.Some variations were observed in different preparations. However, consistently, the residual
Dsg3 in Dsg3 depleted cells still showed an incréaseesponse to strainnd PKP1 exhibited a
reduction in RNAI treated cells with no response to mechanicahigad






