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Fungi
3

Heme Oxigenase (HO)

XP_011078320_Sesamum_indicum_eudicots_HO1

XP_011564519_Plutella_xylostella_moths_HO1

XP_009037979_Aureococcus_anophagefferens_pelagophytes_NA

XP_017752259_Eufriesea_mexicana_bees_HO2

PIN74556_Candidatus_Woesearchaeota_archaea_NA

YP_007675066_Cyanophage_P_RSM6_viruses_HO

PIP11237_Sulfurimonas_sp_e_proteobacteria_NA

ASF00634_uncultured_virus_viruses_HO

XP_013109932_Stomoxys_calcitrans_flies_HO1

XP_012284901_Orussus_abietinus_hymenopterans_NA

XP_009827403_Aphanomyces_astaci_oomycetes_NA

XP_009031201_Helobdella_robusta_segmented_worms_NA

XP_003064581_Micromonas_pusilla_CCMP1545_green_algae_HO

XP_014300882_Microplitis_demolitor_wasps_c._HO1

WP_093345034_Variovorax_sp._PDC80_b_proteobacteria_HO

EFX85559_Daphnia_pulex_crustaceans_NA

XP_013138362_Papilio_polytes_butterflies_HO1

WP_014776793_Thiocystis_violascens_g_proteobacteria_HO

Vbra_14541_Vitrella_brassicaformis_Chromerids_HO1

RMX62137_Peronospora_effusa_NA

PRP81804_Planoprotostelium_fungivorum_eukaryotes_HO

XP_017477672_Rhagoletis_zephyria_flies_HO2

XP_013191005_Amyelois_transitella_moths_HO1

GAX20371_Fistulifera_solaris_diatoms_HO1

XP_002973072_Selaginella_moellendorffii_club_mosses_HO1

CDH58925_Lichtheimia_corymbifera_JMRC

XP_012193144_Pseudozyma_hubeiensis_SY62_basidiomycetes_HO1

PZQ18434_Rhodanobacter_denitrificans_g_proteobacteria_HO

YP_001293565_Rhodomonas_salina_cryptomonads_HO

RJU92738_Marine_Group_II_euryarchaeote_euryarchaeotes_NA

ORY39814_Rhizoclosmatium_globosum_chytrids_NA

WP_061835418_Bdellovibrio_bacteriovorus_proteobacteria_HO

RJP93709_Desulfobacteraceae_bacterium_d_proteobacteria_HO

XP_011185566_Zeugodacus_cucurbitae_flies_HO1

SCU73175_rypanosoma_equiperdum_Kinetoplastida_NA

XP_006294759_Capsella_rubella_eudicots_HO1

PVY68110_Pusillimonas_noertemannii_b_proteobacteria_HO

XP_005854834_Nannochloropsis_gaditana_CCMP526_eukaryotes_HO
RAW42466_Phytophthora_cactorum_oomycetes_NA

WP_082230002_Metallosphaera_yellowstonensis_crenarchaeotes_NA

WP_022845903_Acidobacteriaceae_bacterium_TAA166_bacteria_HO

XP_026274489_Frankliniella_occidentalis_thrips_HO

PCHAS_1211000_Plasmodium_chabaudi_Apicomplexa_HO

ELS45029_Microcystis_aeruginosa_DIANCHI905_cyanobacteria_HO1

XP_006849627_Amborella_trichopoda_flowering_plants_HO1

XP_020295426_Pseudomyrmex_gracilis_ants_HO2

ELU13716_Capitella_teleta_segmented_worms_NA

OLQ07580_Symbiodinium_microadriaticum_dinoflagellates_HO2

XP_004833458_Theileria_equi_Apicomplexa_NA

ASO75946_Storeatula_sp._CCMP1868_cryptomonads_HO

OUV17483_Euryarchaeota_archaeon_euryarchaeotes_NA
ADD92897_uncultured_archaeon_archaea_NA

Vbra_20700_Vitrella_brassicaformis_Chromerids_HO2

XP_026467311_Ctenocephalides_felis_fleas_HO2

AAK63014_Pinus_taeda_seed_plants_HO1

PWK11480_Tumebacillus_permanentifrigoris_firmicutes_HO

PSC74963_Micractinium_conductrix_green_algae_HO

XP_024581736_Plasmopara_halstedii_oomycetes_HO

XP_021955086_Folsomia_candida_springtails_NA

AXY63416_Paulinella_micropora_cercozoans_HO

XP_822855_Trypanosoma_brucei_Kinetoplastida_NA

XP_022199065_Nilaparvata_lugens_bugs_NA

XP_012755739_Acytostelium_subglobosum_LB1_cellular_slime_molds_NA

XP_015435115_Dufourea_novaeangliae_bees_HO2

OEU09048_Fragilariopsis_cylindrus_diatoms_HO

BBD98768_Sphingobium_amiense_a_proteobacteria_HO

BAY51985_Thermosynechococcus_vulcanus_NIES_2134_cyanobacteria_HO1

OIO15172_Helicobacteraceae_bacterium_e_proteobacteria_NA

XP_017874663_Drosophila_arizonae_flies_HO2

PFX11045_Stylophora_pistillata_stony_corals_NA

PF3D7_1011900_Plasmodium_falciparum_Apicomplexa_HO

XP_024393106_Physcomitrella_patens_mosses_HO1

ODM95621_Orchesella_cincta_springtails_HO1

XP_008610865_Saprolegnia_diclina_oomycetes_NA

WP_015896058_Acidobacterium_capsulatum_bacteria_HO

ORZ34206_Catenaria_anguillulae_PL171_blastocladiomycetes_NA

BAY50784_Thermosynechococcus_vulcanus_NIES_2134_cyanobacteria_HO2

KOO31539_Chrysochromulina_sp._CCMP291_haptophytes_HO1

ETP40739_Phytophthora_parasitica_oomycetes_NA

GAN09420_Mucor_ambiguus_fungi_HO1

XP_001629679_Nematostella_vectensis_sea_anemones_NA

XP_018011158_Hyalella_azteca_amphipods_HO1

YP_009159243_Teleaulax_amphioxeia_cryptomonads_HO

XP_008337292_Malus_domestica_eudicots_HO1

Cvel_1959_Chromera_velia_Chromerids_HO1

XP_014207503_Copidosoma_floridanum_wasps_c._HO1

XP_022117802_Pieris_rapae_butterflies_HO1

XP_013902446_Monoraphidium_neglectum_green_algae_HO

RKP03338_Caulochytrium_protostelioides_chytrids_NA

XP_006620087_Apis_dorsata_bees_HO1
XP_003703646_Megachile_rotundata_bees_HO1

XP_023705331_Cryptotermes_secundus_termites_HO1

WP_116303043_Alkalilimnicola_ehrlichii_g_proteobacteria_HO

EPR62876.1_Toxoplasma_gondii_GT1_Apicomplexa_NA

GBG33552_Hondaea_fermentalgiana_slime_nets_HO

WP_120644019_Corallococcus_sp._CA051B_d_proteobacteria_HO

BMR1_03g04100_Babesia_microti_Piroplasma_HO

XP_014784795_Octopus_bimaculoides_cephalopods_HO1

OWZ14046_Phytophthora_megakarya_oomycetes_HO

OQR99969_Thraustotheca_clavata_oomycetes_HO1

GAX12304_Fistulifera_solaris_diatoms_HO1

EHP70253_Metallosphaera_yellowstonensis_MK1_crenarchaeotes_NA

XP_020906855_Exaiptasia_pallida_sea_anemones_NA

PSN57003_Blattella_germanica_roaches_NA

XP_025093250_Pomacea_canaliculata_gastropods_HO1

XP_011211189_Bactrocera_dorsalis_flies_HO1

EQB72799_Ferroplasma_sp._Type_II_euryarchaeotes_NA

BAF02519_Adiantum_capillus_veneris_ferns_HO

XP_026316136_Hyposmocoma_kahamanoa_moths_HO2

WP_083457247_Sandaracinus_amylolyticus_d_proteobacteria_HO

XP_013236463_Mitosporidium_daphniae_microsporidians_HO1

XP_009042793_Aureococcus_anophagefferens_pelagophyte_NA

OYZ34795_Sulfuricurvum_sp_e_proteobacteria_NA

OLP76681_Symbiodinium_microadriaticum_dinoflagellates_HO1

AAK63009_Glycine_max_eudicots_HO3

BBD72030_Sulfodiicoccus_acidiphilus_crenarchaeotes_NA

XP_018899777_Bemisia_tabaci_whiteflies_HO1

CBJ29262_Ectocarpus_siliculosus_brown_algae_HO1

ARF12365_Klosneuvirus_KNV1_viruses_HO

XP_009857539_Ciona_intestinalis_tunicates_HO

AIF82546_Candidatus_Nitrososphaera_archaea_NA

PWH18897_Anaerolineae_bacterium_GNS_bacteria_HO

PAV68127_Diploscapter_pachys_nematodes_NA

OQR91022_Achlya_hypogyna_oomycetes_HO1

XP_015172070_Polistes_dominula_wasps_c._HO1
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XP_021337928_Babesia_microti_strain_RI_apicomplexans_SOD_Fe

WP_049219207_Trichuris_trichiura_nematodes_SOD

XP_001735760_Entamoeba_dispar_SAW760_eukaryotes_SOD_Fe

WP_089374249_Methylobacillus_rhizosphaerae_b_proteobacteria_SOD_Fe

AAB17668_Trichoderma_harzianum_ascomycetes_SOD_Mn2

EPY39764_Angomonas_deanei_kinetoplastids_SOD_Fe

OMH85180_Zancudomyces_culisetae_fungi_SOD_Mn

WP_107571148_Conexibacter_sp_actinobacteria_SOD

ORZ39258_Catenaria_anguillulae_blastocladiomycetes_SOD

WP_115090754_Myroides_odoratus_CFB_group_bacteria_SOD_Fe

XP_001519389_Ornithorhynchus_anatinus_monotremes_SOD_Mn

WP_115901837_Tenacibaculum_gallaicum_CFB_group_bacteria_SOD_Fe

PXF46961_Gracilariopsis_chorda_red_algae_SOD_Mn

OSX76072_Porphyra_umbilicalis_red_algae_NA

WP_099365431_Nephila_clavipes_spiders_SOD
KXK06210_Chlorobi_bacterium_green_sulfur_bacteria_SOD

XP_014277434_Halyomorpha_halys_bugs_SOD_Mn

PQQ07963_Prunus_yedoensis_var_nudiflora_eudicots_SOD_Fe1

EEQ82623_Nosema_ceranae_BRL01_microsporidians_NA

WP_019397935_Pseudoxanthomonas_g_proteobacteria_SOD

OAJ43230_Batrachochytrium_dendrobatidis_JEL423_chytrids_SOD_Mn

XP_011860579_Vollenhovia_emeryi_ants_SOD_Fe

SHE12744_Chlamydia_abortus_chlamydias_SOD

AAB17667_Trichoderma_harzianum_ascomycetes_SOD_Mn1

WP_010929673_Bordetella_pertussis_b_proteobacteria_SOD_Mn

SBT38691_Plasmodium_ovale_wallikeri_apicomplexans_SOD_Fe

XP_008883333_Hammondia_hammondi_apicomplexans_SOD

XP_020432950_Heterostelium_album_PN500_cellular_slime_molds_NA

PDH28673_Puniceicoccaceae_bacterium_MED_G31_verrucomicrobia_SOD_Mn

BAZ98219_Methanothermobacter_sp_EMTCatA1_euryarchaeotes_SOD

RFT16340_Candidatus_Aminicenantes_bacterium_bacteria_SOD

Cvel_26697_Chromera_velia_Chromerids_Mn_SOD

XP_023662447_Paramormyrops_kingsleyae_bony_fishes_SOD_Mn

WP_018414980_Teredinibacter_turnerae_g_proteobacteria_SOD_Fe

XP_015102058_Vicugna_pacos_even_toed_ungulates_SOD_Mn

OYW88332_Sphingobium_sp_a_proteobacteria_SOD_Fe

WP_028357093_Brackiella_oedipodis_b_proteobacteria_SOD

P28763_Listeria_ivanovii_firmicutes_SOD_Mn

ACD66869_Sulfurihydrogenibium_sp_YO3AOP1_aquificales_SOD

AAX99422_Symbiodinium_sp_dinoflagellates_SOD_Fe

BBE72096_Pleomorphomonas_sp_SM30_a_proteobacteria_SOD

XP_014160712_Sphaeroforma_arctica_JP610_eukaryotes_SOD_Mn

CCO03026_Gymnocephalus_cernua_bony_fishes_SOD2

WP_023183124_Salmonella_enterica_enterobacteria_SOD_Fe

XP_009478909_Pelecanus_crispus_birds_SOD_Mn

WP_004025270_Mycoplasma_iowae_mycoplasmas_SOD

WP_116304144_Alkalilimnicola_ehrlichii_g_proteobacteria_SOD_Fe

AJO53612_Panonychus_citri_mites_ticks_SOD_3

WP_010882707_Chlamydia_pneumoniae_chlamydias_SOD_Mn

AXY63010_Paulinella_micropora_cercozoans_SOD

XP_009037702_Aureococcus_anophagefferens_pelagophyte_NA

AXA48822_Malassezia_restricta_basidiomycetes_SOD

XP_007536263_Erinaceus_europaeus_insectivores_SOD_Mn

P28767_Petromyzon_marinus_lampreys_SOD_Mn

PPR47407_Alphaproteobacteria_bacterium_MarineAlpha5_Bin9_a_proteobacteria_SOD

RKG56324_Corallococcus_sp_AB043A_d_proteobacteria_SOD_Fe

ABQ23892_Crypthecodinium_cohnii_dinoflagellates_SOD_Fe

P18868_Methanothermobacter_thermautotrophicus_euryarchaeotes_SOD_Fe

CUA71558_Rhizoctonia_solani_basidiomycetes_SOD_Mn

KPI90097_Leptomonas_seymouri_kinetoplastids_SOD

Vbra_23058_Vitrella_brassicaformis_Chromerids_Fe_SOD

GAA57495_Clonorchis_sinensis_flatworms_SOD

EPY14969_Strigomonas_culicis_kinetoplastids_SOD_Fe

OCT77852_Xenopus_laevis_frogs__toads_NA

XP_026192313_Cyclospora_cayetanensis_apicomplexans_SOD_Fe

Vbra_9665_Vitrella_brassicaformis_Chromerids_Fe_SOD

XP_001433955_Paramecium_tetraurelia_ciliates_NA

GAQ87983_Klebsormidium_nitens_green_plants_SOD_Mn

WP_093118555_Thermoleophilum_album_actinobacteria_SOD

WP_116421591_Pyrobaculum_aerophilum_crenarchaeotes_SOD

XP_020432952_Heterostelium_album_PN500_cellular_slime_molds_SOD

ERE86399_Cricetulus_griseus_rodents_SOD

WP_024267975_Salinispira_pacifica_spirochetes_SOD

XP_001750075_Monosiga_brevicollis_MX1_choanoflagellates_NA

XP_012791732_Schistosoma_haematobium_flatworms_SOD_Mn

OYX70069_Caulobacter_sp_a_proteobacteria_SOD_Fe

OSO88108_Cylindrospermopsis_raciborskii_CENA303_cyanobacteria_SOD_Fe

WP_012992230_Thermocrinis_albus_aquificales_SOD

XP_018118464_Xenopus_laevis_frogs_toads_SOD_Mn

SCA64274_Chlamydiales_bacterium_SCGC_AG_110_P3_chlamydias_SOD_Mn

KZX22372_Rathayibacter_tanaceti_high_GC_Gram_SOD

GBL24167_Opitutae_bacterium_verrucomicrobia_SOD

XP_004990675_Salpingoeca_rosetta_choanoflagellates_SOD_Mn2

OAF65934_Intoshia_linei_mesozoans_NA

P50060_Leptolyngbya_boryana_cyanobacteria_SOD_Mn

KPM11940_Sarcoptes_scabiei_mites_ticks_SOD_Mn

RDJ31583_Crenarchaeota_archaeon_crenarchaeotes_SOD

XP_005784075_Emiliania_huxleyi_CCMP1516_haptophytes_SOD_Mn

AAQ88426_Leptocheirus_plumulosus_amphipods_SOD_Fe

KRT62086_Thaumarchaeota_archaeon_archaea_SOD

RIK04498_Acidobacteria_bacterium_bacteria_SOD_Fe

XP_013420016_Lingula_anatina_brachiopods_NA

PCJ23918_Rickettsiales_bacterium_a_proteobacteria_SOD_Fe

OJU93854_Solirubrobacterales_bacterium_actinobacteria_SOD

XP_007777778_Coniosporium_apollinis_CBS_100218_ascomycetes_SOD_Mn

CAZ52763_Amphora_acutiuscula_diatoms_SOD_Mn_

Vbra_1709_Vitrella_brassicaformis_Chromerids_Mn_SOD

ORY50076_Rhizoclosmatium_globosum_chytrids_SOD_Mn

XP_002364798_Toxoplasma_gondii_apicomplexans_SOD

XP_002180497_Phaeodactylum_tricornutum_diatoms_SOD

XP_016085499_Sinocyclocheilus_grahami_bony_fishes_SOD_Mn

ACP43525_Nosema_bombycis_microsporidians_SOD_Fe1

KRX05778_Pseudocohnilembus_persalinus_ciliates_SOD

XP_005998122_Latimeria_chalumnae_coelacanths_SOD_Mn

XP_008875849_Aphanomyces_invadans_oomycetes_NA

PAA87125_Macrostomum_lignano_flatworms_NA

WP_110886197_Deinococcus_yavapaiensis_bacteria_SOD_Mn

PDH68139_Acidimicrobiales_bacterium_MED_G01_actinobacteria_SOD_Fe

CBJ28064_Ectocarpus_siliculosus_brown_algae_SOD_Mn

GAX24421_Fistulifera_solaris_diatoms_SOD_Fe

WP_029912285_Pelobacter_seleniigenes_d_proteobacteria_SOD

P19666_Tetrahymena_pyriformis_ciliates_SOD

XP_009548658_Heterobasidion_irregulare_basidiomycetes_SOD_Mn3

KXX78788_Madurella_mycetomatis_ascomycetes_SOD_Mn

WP_069809705_Chlorobaculum_limnaeum_green_sulfur_bacteria_SOD

AAX62124_Bacillus_thuringiensis_phage_MZTP02_viruses_SOD_Mn

CVK32161_Methanoculleus_bourgensis_euryarchaeotes_SOD_Fe

Cvel_3019_Chromera_velia_Chromerids_Fe_SOD2

XP_001845445_Culex_quinquefasciatus_mosquitos_SOD

Vbra_9701_Vitrella_brassicaformis_Chromerids_Mn_SOD

ACP43526_Nosema_bombycis_microsporidians_SOD_Fe2

ADD24558_Lepeophtheirus_salmonis_crustaceans_SOD

XP_001619321_Nematostella_vectensis_sea_anemones_NA

EDY38415_Cyanobium_sp_PCC_7001_cyanobacteria_SOD_Mn

WP_093971260_Pusillimonas_sp_T2_b_proteobacteria_SOD_Fe

SUW98044_Campylobacter_jejuni_subsp_doylei_e_proteobacteria_SOD_Fe

XP_005980146_Pantholops_hodgsonii_even_toed_ungulates_SOD_Fe

WP_010950947_Mycobacterium_tuberculosis_high_GC_Gram_SOD

OEU17064_Fragilariopsis_cylindrus_CCMP1102_diatoms_SOD_Mn

XP_001846743_Culex_quinquefasciatus_mosquitos_SOD_3

REM31715_Mycobacterium_tuberculosis_high_GC_Gram_SOD_Fe

AAU89471_Aedes_aegypti_mosquitos_SOD

Cvel_7136_Chromera_velia_Chromerids_Fe_SOD1

XP_003215814_Anolis_carolinensis_lizards_SOD_Mn

ACV32533_Rattus_norvegicus_rodents_SOD2

ORC87336_Trypanosoma_theileri_kinetoplastids_SOD

AUX81336_Brachionus_plicatilis_rotifers_SOD_Mn

PIK42700_Apostichopus_japonicus_sea_cucumbers_NA

RIB04073_Gigaspora_rosea_glomeromycetes_SOD

AAK01863_Lingulodinium_polyedra_dinoflagellates_SOD_Fe

CBY21613_Oikopleura_dioica_tunicates_NA

XP_791826_Strongylocentrotus_purpuratus_sea_urchins_SOD_Mn

GBL18608_Anaerolineaceae_bacterium_GNS_bacteria_SOD_Mn

CUG93491_Bodo_saltans_kinetoplastid_SOD

XP_002288307_Thalassiosira_pseudonana_CCMP1335_diatoms_SOD_Mn

XP_015911335_Parasteatoda_tepidariorum_spiders_SOD_Mn

WP_107743841_Opitutaceae_bacterium_EW11_verrucomicrobia_SOD_Mn

EPY37688_Angomonas_deanei_kinetoplastids_SOD

NP_001273816_Musca_domestica_flies_SOD_2

WP_081126631_Metallibacterium_scheffleri_g_proteobacteria_SOD_Fe

Q9Y8H8_Aeropyrum_pernix_crenarchaeotes_SOD

PIP89383_Bdellovibrionales_bacterium_proteobacteria_SOD_Fe

WP_108474384_Pseudocitrobacter_faecalis_enterobacteria_SOD_Fe

Cvel_4244_Chromera_velia_Chromerids_Mn_SOD

XP_019525851_Aedes_albopictus_mosquitos_SOD_Mn

XP_013903537_Monoraphidium_neglectum_green_algae_SOD2

PBJ80447_Trypanosoma_cruzi_kinetoplastids_SOD_Fe

WP_027128642_Fusobacterium_perfoetens_fusobacteria_SOD

XP_024586773_Plasmopara_halstedii_oomycetes_SOD

GAN06872_Mucor_ambiguus_fungi_SOD2

WP_023496333_Methyloglobulus_morosus_g_proteobacteria_SOD3

CED90640_Actinomyces_succiniciruminis_high_GC_Gram_SOD_Mn

EOB15373_Nosema_bombycis_CQ1_microsporidians_SOD_Mn

XP_016607626_Spizellomyces_punctatus_chytrids_NA

EUC60385_Rhizoctonia_solani_AG_3_Rhs1AP_basidiomycetes_SOD_Mn

BAN20578_Riptortus_pedestris_bugs_SOD_2

XP_010701877_Leishmania_panamensis_kinetoplastids_SOD_Fe

CAZ52766_Phaeodactylum_tricornutum_diatoms_SOD_Mn

OLS17259_Candidatus_Odinarchaeota_archaea_SOD_Fe_

CBN76241_Ectocarpus_siliculosus_SOD_Fe

ERL95590_Dendroctonus_ponderosae_beetles_NA

XP_010771234_Notothenia_coriiceps_bony_fishes_SOD_Mn

OQR92573_Achlya_hypogyna_oomycetes_SOD2

GBL27862_Verrucomicrobia_bacterium_verrucomicrobia_SOD

XP_014260674_Cimex_lectularius_bugs_SOD_Mn

ABR23160_Ulva_fasciata_green_algae_SOD_Fe2

OUM66281_Piromyces_sp_E2_chytrids_NA

XP_002427902_Pediculus_humanus_lice_SOD

XP_003863690_Leishmania_donovani_kinetoplastids_SOD

XP_020376535_Rhincodon_typus_sharks_and_rays_SOD_Mn

XP_011396987_Auxenochlorella_protothecoides_green_algae_SOD_Mn

PHY03569_Planctomycetaceae_bacterium_planctomycetes_SOD_Mn

P28762_Eptatretus_stoutii_hagfishes_SOD_Mn

XP_005706204_Galdieria_sulphuraria_red_algae_SOD

WP_066899475_Streptobacillus_notomytis_fusobacteria_SOD

AAQ04679_Conticribra_weissflogii_diatoms_SOD_Mn

Vbra_19404_Vitrella_brassicaformis_Chromerids_Mn_SOD

DAA25967_Bos_taurus_even_toed_ungulates_SOD_Mn2

AFO11499_Brachionus_calyciflorus_rotifers_SOD_Mn

KNE57875_Allomyces_macrogynus_blastocladiomycetes_NA

XP_009551110_Heterobasidion_irregulare_TC_32_1_basidiomycetes_SOD_Mn1

XP_005841396_Guillardia_theta_CCMP2712_cryptomonads_NA

c_Chlamydomonas_reinhardtii_green_algae_SOD_Fe4

ABO31435_Plasmodium_berghei_apicomplexans_SOD_Fe2

WP_069293596_Fervidobacterium_thailandense_thermotogales_SOD

PHM18232_Sulfuricurvum_sp_PD_MW2_e_proteobacteria_SOD_Fe

XP_020665027_Pogona_vitticeps_lizards_SOD_Mn

Vbra_10461_Vitrella_brassicaformis_Chromerids_Fe_SOD

XP_023330822_Eurytemora_affinis_crustaceans_SOD_Mn

XP_026306979_Piliocolobus_tephrosceles_primates_SOD_Fe

OON16188_Opisthorchis_viverrini_flatworms_SOD_Mn

ALA96652_Leptotrichia_sp_fusobacteria_SOD

OLP88777_Symbiodinium_microadriaticum_dinoflagellates_SOD_Mn

O93724_Pyrobaculum_aerophilum_crenarchaeotes_SOD_Fe

Vbra_13639_Vitrella_brassicaformis_Chromerids_Fe_SOD1

XP_013237287_Mitosporidium_daphniae_microsporidians_SOD

ETO22649_Reticulomyxa_filosa_forams_SOD

ACZ37255_Chlamydomonas_reinhardtii_green_algae_SOD_Mn5

XP_009029364_Helobdella_robusta_segmented_worms_NA

GAJ31869_Bradyrhizobium_sp_DOA9_a_proteobacteria_SOD_Mn

Q9X6W9_Aquifex_pyrophilus_aquificales_SOD_Fe

AKR15723_Volvariella_volvacea_basidiomycetes_SOD_Mn2

CCO03040_Platichthys_flesus_bony_fishes_SOD2

Q694A3_Glossina_morsitans_morsitans_flies_SOD_Mn

XP_010597146_Loxodonta_africana_placentals_SOD_Mn

XP_002110053_Trichoplax_adhaerens_placozoans_NA

XP_008615129_Saprolegnia_diclina_VS20_oomycetes_SOD_Mn

XP_020892835_Exaiptasia_pallida_sea_anemones_SOD

KMM64900_Coccidioides_posadasii_ascomycetes_SOD_Mn2

ETO20340_Reticulomyxa_filosa_forams_SOD_Fe

XP_013181812_Papilio_xuthus_butterflies_NA

KXT53606_Akkermansia_sp_verrucomicrobia_SOD

EJK75419_Thalassiosira_oceanica_diatoms_NA

SMH72495_Nitrosotalea_sp_CS_archaea_SOD_Mn

BAU44484_Leptolyngbya_sp_O_77_cyanobacteria_SOD_Fe

EDL02019_Mus_musculus_rodents_SOD2

PZU93697_Pseudanabaena_sp_cyanobacteria_SOD_Fe

WP_091642372_Aquisalimonas_asiatica_g_proteobacteria_SOD

XP_004639596_Octodon_degus_rodents_SOD_Mn

XP_008606120_Saprolegnia_diclina_VS20_oomycetes_SOD_Fe

XP_012787768_Sorex_araneus_insectivores_SOD_Mn

XP_017478302_Rhagoletis_zephyria_flies_SOD_Mn

KXS19319_Gonapodya_prolifera_JEL478_monoblepharidomycetes_SOD_Fe

WP_002556752_Borreliella_burgdorferi_spirochetes_SOD

PZP90688_Variovorax_paradoxus_b_proteobacteria_SOD_Mn

XP_002604137_Branchiostoma_floridae_lancelets_NA

KTG06619_Cyprinus_carpio_bony_fishes_NA

KFV75555_Picoides_pubescens_birds_NA

AAY86980_Ictalurus_punctatus_bony_fishes_SOD2

ETN64551_Anopheles_darlingi_mosquitos_SOD

CEO96504_Plasmodiophora_brassicae_cercozoans_NA

OJV11473_Chlamydiales_bacterium_38_26_chlamydias_SOD

EYE62946_Bacteroides_fragilis_str_S6L5_CFB_group_bacteria_SOD_Mn

AGV06211_Protopterus_annectens_lungfishes_SOD_Mn

NP_001279581_Callorhinchus_milii_chimaeras_SOD2

AFQ91156_Terpsiphone_batesi_birds_SOD2

AAQ05797_Conticribra_weissflogii_diatoms_SOD

XP_015795062_Tetranychus_urticae_mites_ticks_SOD_Mn

PLW92500_Marinilabiliales_bacterium_CFB_group_bacteria_SOD_Fe

GBG33253_Hondaea_fermentalgiana_slime_nets_SOD_Mn

AFQ91148_Aglaiocercus_kingi_birds_SOD2

AAK84036_Sus_scrofa_even_toed_ungulates_SOD2

XP_009521496_Phytophthora_sojae_oomycetes_NA

CUF58200_Bodo_saltans_kinetoplastids_SOD_Fe

WP_032617808_Leclercia_adecarboxylata_enterobacteria_SOD_Fe

KII67335_Thelohanellus_kitauei_myxozoans_SOD_Mn

XP_014677089_Priapulus_caudatus_priapulids_SOD_Mn

XP_024331168_Nosema_ceranae_microsporidians_NA

AFC35160_Saccharina_japonica_brown_algae_SOD_Mn

CEA03714_Lysinibacillus_saudimassiliensis_firmicutes_SOD_Mn

WP_073508014_Streptobacillus_notomytis_fusobacteria_SOD

PZP59162_Pseudoxanthomonas_spadix_g_proteobacteria_SOD_Mn

AEH95578_Neocloeon_triangulifer_mayflies_SOD_Mn

XP_005363447_Microtus_ochrogaster_rodents_SOD_Mn

NP_001306807_Camelus_bactrianus_even_toed_ungulates_SOD2

PWU17657_Bdellovibrio_sp_proteobacteria_SOD_Fe

OON10108_Batrachochytrium_salamandrivorans_chytrids_NA_

KFM67687_Stegodyphus_mimosarum_spiders_SOD_Mn

XP_012590628_Condylura_cristata_insectivores_SOD_Mn

KHO54452_archaeon_GW2011_AR21_archaea_SOD

AKR15722_Volvariella_volvacea_basidiomycetes_SOD_Mn1

DAB31596_Sulfurospirillum_sp_UBA11407_e_proteobacteria_SOD_Fe

OMJ88128_Stentor_coeruleus_ciliates_NA

NP_001085776_Xenopus_laevis_frogs__toads_SOD2

XP_006817838_Saccoglossus_kowalevskii_hemichordates_SOD_Mn

XP_002290645_Thalassiosira_pseudonana_diatoms_SOD_Mn

RHZ79502_Diversispora_versiformis_glomeromycetes_NA

XP_007065758_Chelonia_mydas_turtles_SOD_Mn

XP_014090782_Bactrocera_oleae_flies_SOD_Mn

WP_003131560_Lactococcus_lactis_firmicutes_SOD_Mn

OGA13380_Betaproteobacteria_bacterium_b_proteobacteria_SOD

AAR90328_Anopheles_gambiae_mosquitos_SOD_Mn1

WP_077561181_Polaromonas_sp_C04_b_proteobacteria_SOD_Fe

CAZ52773_Entomoneis_paludosa_diatoms_SOD_Mn

XP_020842384_Phascolarctos_cinereus_marsupials_SOD_Mn

PIW39310_Hydrogenophilales_bacterium_proteobacteria_SOD_Fe

KNH05153_Perkinsela_sp_kinetoplastids_NA

CCB86686_Parachlamydia_acanthamoebae_UV_7_bacteria_SOD

GBC75108_archaeon_HR06_archaea_SOD

RKP09943_Thamnocephalis_sphaerospora_fungi_SOD2

XP_002128490_Ciona_intestinalis_tunicates_SOD_Mn

ONH68063_Cyberlindnera_fabianii_ascomycetes_SOD_Mn

XP_007446419_Lipotes_vexillifer_whales__dolphins_SOD_Fe

XP_022808557_Stylophora_pistillata_stony_corals_NA
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OSX79530_Porphyra_umbilicalis_red_algae_NA

WP_077133057_Spirosoma_montaniterrae_CFB_group_bacteria_NA

CUI15225_Bodo_saltans_kinetoplas�ds_P450R

GAN11277_Mucor_ambiguus_fungi_P450R

PTQ28608_Marchan�a_polymorpha_liverworts_NA

CCU74368_Blumeria_graminis_f._sp._hordei_DH14_ascomycetes_P450R

WP_092190490_Desulfomicrobium_norvegicum_d_proteobacteria_NA

CEO95280_Plasmodiophora_brassicae_cercozoans_NA

ABU69065_Vibrio_campbellii_ATCC_BAA_1116_g_proteobacteria_NA

XP_014152887_Sphaeroforma_arc�ca_JP610_eukaryotes_NA

OQR93293_Thraustotheca_clavata_oomycetes_P450R

RFR86699_Salmonella_enterica_enterobacteria_P450R

OJW06796_Chloroflexi_bacterium_54_19_GNS_bacteria_NA

XP_001744757_Monosiga_brevicollis_choanoflagellates_NA

AKF95581_Brevibacillus_laterosporus_firmicutes_P450R

OQY21259_Anaerolineaceae_bacterium_4572_32.2_GNS_bacteria_NA

XP_024356082_Echinococcus_granulosus_flatworms_P450R

PIK50845_Apos�chopus_japonicus_sea_cucumbers_NA

OPX23212_Planctomycetales_bacterium_4484_123_planctomycetes_NA

OYT62799_Thermofilum_sp._crenarchaeotes_NA

OJU79899_Chlamydia_sp._32_24_chlamydias_NA

PKN91318_Chloroflexi_bacterium_HGW_Chloroflexi_6_GNS_bacteria_NA

XP_024514731_Selaginella_moellendorffii_club_mosses_P450R

KRZ77410_Trichinella_papuae_nematodes_P450R

KXB98261_Chlorobi_bacterium_NICIL_2_green_sulfur_bacteria_NA

SCU71828_Trypanosoma_equiperdum_kinetoplas�ds_P450R

ETN60994_Anopheles_darlingi_mosquitos_NA

PLV61895_Erwinia_sp._B116_enterobacteria_NA

OLP99579_Symbiodinium_microadria�cum_dinoflagellates_P450R

XP_002429527_Pediculus_humanus_corporis_lice_NA

CCP12025_Stenotrophomonas_maltophilia_g_proteobacteria_P450R

XP_016609485_Spizellomyces_punctatus_chytrids_NA

XP_005783339_Emiliania_huxleyi_CCMP1516_haptophytes_NA

XP_004992995_Salpingoeca_rose�a_choanoflagellates_NA

OIO21990_Candidatus_Micrarchaeota_archaeon_archaea_NA

KXJ40199_Methylothermaceae_bacteria_B42_g_proteobacteria_NA

WP_111678715_Tatumella_ptyseos_enterobacteria_NA

AQS29397_uncultured_archaeon_archaea_NA

WP_083575288_Desulfovibrio_piger_d_proteobacteria_NA

EJY87198_Oxytricha_trifallax_ciliates_NA

XP_018022917_Hyalella_azteca_amphipods_P450R1

SCP05780_Plasmodium_falciparum_apicomplexans_P450R

WP_108664584_Euzebya_rosea_ac�nobacteria_NA

ACO15661_Caligus_clemensi_crustaceans_P450R

GBG27660_Hondaea_fermentalgiana_slime_nets_P450R

PYO57575_Candidatus_Rokubacteria_bacterium_bacteria_P450R

OQV25162_Hypsibius_dujardini_tardigrades_P450R

GBG87695_Chara_braunii_green_plants_NA

WP_083233451_Planctopirus_hydrillae_planctomycetes_NA

PNH07830_Tetrabaena_socialis_green_algae_P450R

ODT62124_bacterium_SCN_bacteria_P450R

XP_009038284_Aureococcus_anophagefferens_pelagophytes_NA

XP_023322726_Eurytemora_affinis_crustaceans_P450R

AGE55670_Acanthocys�s_turfacea_Chlorella_virus_MN0810.1_viruses_NA

GAQ90485_Klebsormidium_nitens_green_plants_NA

Cvel_14639_DN11036_c0_g1_Chromera_velia_Chromerids_P450R1

XP_001460994_Paramecium_tetraurelia_ciliates_NA

XP_024383239_Physcomitrella_patens_mosses_P450R

PIN79710_Candidatus_Woesearchaeota_archaeon_archaea_NA

Vbra_10009_Vitrella_brassicaformis_Chromerids_P450R1

XP_013901877_Monoraphidium_neglectum_green_algae_P450R

PIO47829_Chlorobium_sp._445_green_sulfur_bacteria_NA

EJK44868_Thalassiosira_oceanica_diatoms_NA

KNH06352_Perkinsela_sp_kinetoplas�ds_P450R

WP_110023385_Prosthecochloris_sp._V1_green_sulfur_bacteria_NA

CEO97717_Plasmodiophora_brassicae_cercozoans_NA

SCU76979_Cupriavidus_necator_b_proteobacteria_P450R

OAF65392_Intoshia_linei_mesozoans_NA

KOO34261_Chrysochromulina_sp._CCMP291_haptophytes_NA
CBJ31206_Ectocarpus_siliculosus_brown_algae_NA

PIN84721_Candidatus_Diapherotrites_archaeon_archaea_NA

GBG66666_Chara_braunii_green_plants_NA

OQX10178_Desulfobulbaceae_bacterium_A2_d_proteobacteria_NA

ATP71941_Pinus_pinaster_seed_plants_NA

ETO20946_Re�culomyxa_filosa_forams_NA
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75/-
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99/72

27/-

65/57

33/-

100/67

81/37

100/71

100/76

100/100

100/82

100/72

98/35

100/83

58/-

77/37

96/-

100/95

76/30

100/76

100/100

100/32

94/32
100/100

93/-

84/-

97/47

96/-

93/9

99/-

64/23

100/100

100/45

69/25

62/29

86/-

82/-

97/64

99/30

46/10

100/-

59/-

69/47

100/92

100/99

86/49

99/-

100/99

94/-

100/100

100/100

76/30

100/57

81/-

50/30

100/67

55/14

29/-

67/32

100/96

64/11

100/83

100/65

96/14

100/100

45/11

100/79

94/50

100/100

90/-

78/-

100/76

100/96

100/100

100/72

46/29

66/28

100/84

100/100

64/-

100/100

100/43

100/100

79/31

70/-

100/100

100/50

100/100

75/37

100/99
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100/42

98/48

93/70
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111 Insecta

Insecta

Animalia

Animalia

Opisthokonta

Animalia

Arthropoda2

Arthropoda7

Nematodes2

Flatworms2

Mosses

Mosses
Liverwort

2

Amoebozoa5

Cryptophyta2

Bacteriophages8

Flatworms16

Green plants

Green plants
Green algae

24

e-Proteobacteria2

Apicomplexa2

Apicomplexa

Apicomplexa

2

2 Ciliophora
4 Oomycetes

Oomycetes

6

4 β-protobacteria

β-protobacteria
Green algae

Green plants

Green plants

Green plants

Fungi

2

α-protobacteria

Firmicutes

Firmicutes

2 Cyanobacteria

2 Diatoms

Diatoms
Rhizaria

Flatworms
Haptophytes

8

2

2

2

CFB bacteria

CFB bacteria

Enterobacteria

Enterobacteria

Chlamydias

Enterobacteria

2

4 Euryarchaeota

δ-protobacteria

Verrucomicrobia

2 Archaea

3 Gram+ bacteria

3 Diatoms
Heterokonta

Heterokonta
Haptophyta

5 Cyanobacteria

3 Crenarchaeotes

Crenarchaeotes

3 Actinobacteria

3
Archaea

Archaea

Archaea

Archaea

Archaea

E.R.(DeepLo)cc)

E.R.(DeepLo)cc) Chromerids

Unclassified Bacteria

Insecta
Kinetoplastida

Kinetoplastida

δ-protobacteria

Rhodophyta

Rhizaria

Rhizaria

Stramenopiles
Fungi

Fungi

Choanoflagellida

Kinetoplastida

Ciliophora

Ciliophora

δ-protobacteria
Dinoflagellates

GNS bacteria

GNS bacteria

GNS bacteria

GNS bacteria

GNS bacteria

Actinobacteria
Giant dsDNA virus

δ-protobacteria

δ-protobacteria

Animalia

Planctomycetes

NADPH-cytochrome P450 reductase (P450R)



Vbra_413_Vitrella_brassicaformis_Chromerids_CYP

Cvel_7998_DN17213_c0_g1_Chromera_velia_Chromerids_CYP

RKO96928_Caulochytrium_protostelioides_chytrids_CYP

XP_024633674_Medicago_truncatula_eudicots_CYP3

CEO96519_Plasmodiophora_brassicae_cercozoans_NA

XP_021316980_Sorghum_bicolor_monocots_CYP4
XP_013100719_Stomoxys_calcitrans_flies_CYP4

BAX73990_Euglena_gracilis_euglenoids_NA

XP_013752729_Thecamonas_trahens_ATCC_50062_eukaryotes_CYP

Cvel_941_DN103160_c0_g1_Chromera_velia_Chromerids_CYP

WP_053378368_Nitrospira_moscoviensis_bacteria_CYP

ORZ40690_Catenaria_anguillulae_PL171_blastocladiomycetes_CYP

WP_013564490_Isosphaera_pallida_planctomycetes_CYP

WP_066300892_Haloterrigena_mahii_euryarchaeotes_CYP

WP_023174402_Gloeobacter_kilaueensis_JS1_cyanobacteria_CYP

Vbra_13086_Vitrella_brassicaformis_Chromerids_CYP
Vbra_13111_Vitrella_brassicaformis_Chromerids_CYP

WP_023493820_Methyloglobulus_morosus_g_proteobacteria_CYP

AWM95791_Sarocladium_sp._ascomycetes_CYP

PWT80120_Blastocatellia_bacterium_bacteria_CYP

WP_034558421_Helicobacter_muridarum_e_proteobacteria_CYP

WP_010098339_Ornithinibacillus_scapharcae_firmicutes_CYP

XP_009039705_Aureococcus_anophagefferens_pelagophytes_NA

XP_019929993_Crassostrea_gigas_bivalves_CYP3

Cvel_31586_DN54179_c0_g1_Chromera_velia_Chromerids_CYP

XP_014017571_Salmo_salar_bony_fishes_CYP7

XP_009032928_Aureococcus_anophagefferens_pelagophytes_NA

Vbra_11766_Vitrella_brassicaformis_Chromerids_CYP

WP_020739795_Sorangium_cellulosum_d_proteobacteria_CYP

Cvel_9452_DN10519_c0_g1_Chromera_velia_Chromerids_CYP
XP_015643254_Oryza_sativa_Japonica_Group_monocots_CYP3

Cvel_4675_DN57132_c0_g1_Chromera_velia_Chromerids_CYP

WP_012680573_Acidobacterium_capsulatum_bacteria_CYP

WP_055423153_Tepidiphilus_thermophilus_proteobacteria_CYP

AEH49862_Navicula_minima_diatoms_CYP

RIA92002_Glomus_cerebriforme_glomeromycetes_CYP

XP_005819654_Guillardia_theta_CCMP2712_cryptomonads_CYP

XP_002178830_Phaeodactylum_tricornutum_CCAP_1055_1_diatoms_CYP

Cvel_11530_DN57702_c0_g1_Chromera_velia_Chromerids_CYP

XP_001745327_Monosiga_brevicollis_choanoflagellates_NA

PSC76750_Micractinium_conductrix_green_algae_CYP1

Cvel_26699_DN110970_c1_g1_Chromera_velia_Chromerids_CYP

WP_109094573_Arcanobacterium_sp._sk1b4_high_GC_Gram_CYP

Vbra_5538_Vitrella_brassicaformis_Chromerids_CYP

BAX73989_Euglena_gracilis_euglenoids_NA

Vbra_22347_Vitrella_brassicaformis_Chromerids_CYP

Vbra_10092_Vitrella_brassicaformis_Chromerids_CYP

WP_116720073_Anaerolineales_bacterium_GNS_bacteria_CYP

WP_046829188_Afipia_massiliensis_a_proteobacteria_CYP

GBG33335_Hondaea_fermentalgiana_slime_nets_NA

Vbra_1326_Vitrella_brassicaformis_Chromerids_CYP

PRW58849_Chlorella_sorokiniana_green_algae_CYP

GBG27617_Hondaea_fermentalgiana_slime_nets_NA

APW83735_Dunaliella_salina_green_algae_CYP

KXK52094_Chlorobi_bacterium_OLB7_green_sulfur_bacteria_NA

AJN91182_Cnaphalocrocis_medinalis_moths_CYP

Cvel_28088_DN106578_c0_g1_Chromera_velia_Chromerids_CYP

Vbra_11869_Vitrella_brassicaformis_Chromerids_CYP

Cvel_16376_DN88899_c0_g1_Chromera_velia_Chromerids_CYP

WP_051223051_Conexibacter_woesei_actinobacteria_CYP

Vbra_3993_Vitrella_brassicaformis_Chromerids_CYP

WP_012246638_Renibacterium_salmoninarum_high_GC_Gram_CYP

WP_007414922_Pedosphaera_parvula_Ellin51_verrucomicrobia_CYP

OQR90410_Thraustotheca_clavata_oomycetes_CYP

WP_052569323_Ktedonobacter_racemifer_GNS_bacteria_CYP

Cvel_14318_DN49034_c0_g1_Chromera_velia_Chromerids_CYP

ABU82799_Gracilaria_textorii_red_algae_CYP

AUL77762_Tupanvirus_soda_lake_viruses_CYP2

XP_005538398_Cyanidioschyzon_merolae_strain_10D_red_algae_CYP

XP_025831018_Agrilus_planipennis_beetles_CYP

YP_009120101_Pandoravirus_inopinatum_viruses_CYP

WP_035602304_Haloferula_sp._BvORR071_verrucomicrobia_CYP

WP_027000465_Eisenibacter_elegans_CFB_group_bacteria_CYP

EIM75395_Nitritalea_halalkaliphila_LW7_CFB_group_bacteria_CYP

XP_002899667_Phytophthora_infestans_T30_4_oomycetes_CYP

OWK35133_Fimbriiglobus_ruber_planctomycetes_CYP

EKJ99322_Rhodopirellula_baltica_SH28_planctomycetes_CYP

OQR84830_Achlya_hypogyna_oomycetes_CYP

XP_012650802_Tetrahymena_thermophila_SB210_ciliates_CYP

PZS08839_Acidimicrobiales_bacterium_actinobacteria_CYP

WP_075055015_Nitrososphaera_viennensis_archaea_CYP

WP_054492905_Ardenticatena_maritima_GNS_bacteria_CYP

AVL94498_Moumouvirus_australiensis_viruses_CYP

EJY74963_Oxytricha_trifallax_ciliates_CYP

AVZ23834_Thanatephorus_cucumeris_basidiomycetes_CYPAVZ23834_Thanatephorus_cucumeris_basidiomycetes_CYP

Cvel_6456_DN68189_c0_g1_Chromera_velia_Chromerids_CYP

WP_017713729_Prochlorothrix_hollandica_cyanobacteria_CYP

WP_077264330_Klebsiella_pneumoniae_enterobacteria_CYP

Cvel_3759_DN110530_c0_g1_Chromera_velia_Chromerids_CYP

XP_005787203_Emiliania_huxleyi_CCMP1516_haptophytes_CYP

GAX27294_Fistulifera_solaris_diatoms_CYP

Vbra_11469_Vitrella_brassicaformis_Chromerids_CYP

WP_113945809_Pseudochrobactrum_asaccharolyticum_a_proteobacteria_CYP

WP_100212289_Salmonella_enterica_enterobacteria_CYP

Cvel_17367_DN97807_c0_g1_Chromera_velia_Chromerids_CYP

Vbra_21587_Vitrella_brassicaformis_Chromerids_CYP

RCH81580_Rhizopus_azygosporus_fungi_CYP

Cvel_21934_DN49836_c0_g1_Chromera_velia_Chromerids_CYP

ACD54772_Adineta_vaga_rotifers_CYP

WP_019050564_Nocardia_asteroides_high_GC_Gram_CYP

ACT78688_Caenorhabditis_brenneri_nematodes_CYP

Vbra_16262_Vitrella_brassicaformis_Chromerids_CYP

WP_020395768_Thiolinea_disciformis_g_proteobacteria_CYP

Vbra_14298_Vitrella_brassicaformis_Chromerids_CYP

Cvel_21347_DN46825_c0_g1_Chromera_velia_Chromerids_CYP

XP_011654018_Cucumis_sativus_eudicots_CYP3

BAV93915_Chamberlinius_hualienensis_millipedes_CYP

EFV09780_Campylobacter_jejuni_subsp._jejuni_305_e_proteobacteria_CYP

XP_002160840_Hydra_vulgaris_hydrozoans_CYP

Vbra_15420_Vitrella_brassicaformis_Chromerids_CYP

RKP25594_Syncephalis_pseudoplumigaleata_fungi_CYP

GAN03750_Mucor_ambiguus_fungi_CYP2

Cvel_21070_DN100624_c0_g1_Chromera_velia_Chromerids_CYP

XP_011627831_Amborella_trichopoda_flowering_plants_CYP

WP_094786738_Zooshikella_ganghwensis_g_proteobacteria_CYP

Cvel_13782_DN35954_c0_g1_Chromera_velia_Chromerids_CYP

PDM82581_Pristionchus_pacificus_nematodes_CYP

WP_108438386_Glaciimonas_sp._PCH181_b_proteobacteria_CYP

WP_100127610_Klebsiella_pneumoniae_enterobacteria_CYP

WP_114843031_Arcobacter_mytili_e_proteobacteria_CYP

RKQ86752_Solirubrobacter_pauli_actinobacteria_CYP

WP_027125680_Gelidibacter_mesophilus_CFB_group_bacteria_CYP

KXX82889_Madurella_mycetomatis_ascomycetes_CYP

WP_082101094_Filomicrobium_insigne_a_proteobacteria_CYP

KXS19848_Gonapodya_prolifera_JEL478_monoblepharidomycetes_CYP

PWU80002_Thaumarchaeota_archaeon_archaea_CYP

ETO29445_Reticulomyxa_filosa_forams_CYP

XP_004365021_Capsaspora_owczarzaki_ATCC_30864_eukaryotes_CYP

ACS36169_Tigriopus_japonicus_crustaceans_CYP

RCL33516_Puniceicoccaceae_bacterium_verrucomicrobia_CYP

Vbra_21871_Vitrella_brassicaformis_Chromerids_CYP

Vbra_861_Vitrella_brassicaformis_Chromerids_CYP

GAQ92807_Klebsormidium_nitens_green_plants_CYP

OLP82030_Symbiodinium_microadriaticum_dinoflagellates_CYP

CBJ48572_Ectocarpus_siliculosus_brown_algae_CYP

XP_001701069_Chlamydomonas_reinhardtii_green_algae_CYP

XP_005713842_Chondrus_crispus_red_algae_CYP

Cvel_19377_DN35386_c0_g1_Chromera_velia_Chromerids_CYP

RDD43570_Trichoplax_sp._H2_placozoans_CYP

WP_115607027_Bradymonadaceae_bacterium_TMQ3_d_proteobacteria_CYP

GAN06283_Mucor_ambiguus_fungi_CYP1

XP_004355103_Cavenderia_fasciculata_cellular_slime_molds_CYP

WP_083438155__Polyangium__brachysporum_b_proteobacteria_CYP

ARF10296_Hokovirus_HKV1_viruses_CYP

Cvel_3895_DN40057_c0_g1_Chromera_velia_Chromerids_CYP

Vbra_22291_Vitrella_brassicaformis_Chromerids_CYP

AKV03598_Labilithrix_luteola_d_proteobacteria_CYP

Vbra_15271_Vitrella_brassicaformis_Chromerids_CYP
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0.7

WP_009053368_Nitritalea_halalkaliphila_Nitritalea_halalkaliphila_LW7_CFB_group_bacteria_catalase_peroxidase

OSX77267_Porphyra_umbilicalis_red_algae_NA

WP_029520381_Persephonella_sp_IF05_L8_aquificales_catalase_peroxidase

RHY32313_Aphanomyces_invadans_oomycetes_NA

Cvel_23495_Chromera_velia_Chromerids_KatG2

EJK64596_Thalassiosira_oceanica_diatoms_NA

WP_035611655_Haloferula_sp_BvORR071_verrucomicrobia_catalase_peroxidase

WP_095607618_Aliifodinibius_sp_WN023_bacteria_catalase_peroxidase

WP_059306962_Leclercia_Leclercia_adecarboxylata_Leclercia_sp_LSNIH3_Leclercia_sp_LSNIH4_enterobacteria_catalase_peroxidase

EJY74724_Oxytricha_trifallax_ciliates_NA

ORY33272_Rhizoclosmatium_globosum_chytrids_catalase_peroxidase

CBJ27732_Ectocarpus_siliculosus_brown_algae_NA

WP_092067750_Dendrosporobacter_quercicolus_firmicutes_catalase_peroxidase

XP_013891565_Monoraphidium_neglectum_green_algae_catalase_peroxidase

OWZ17667_Phytophthora_megakarya_oomycetes_catalase_peroxidase

WP_116719446_Anaerolineales_bacterium_GNS_bacteria_catalase_peroxidase

WP_106523421_Taibaiella_chishuiensis_CFB_group_bacteria_catalase_peroxidase
ACJ73807_Cordyceps_tenuipes_ascomycetes_catalase_peroxidase

PAV93450_Diploscapter_pachys_nematodes_NA

ETO23409_Reticulomyxa_filosa_forams_NA

PID73375_Desulfobacterales_bacterium_d_proteobacteria_catalase_peroxidase

XP_011567382_Plutella_xylostella_moths_catalase_peroxidase

XP_002294642_Thalassiosira_pseudonana_CCMP1335_diatoms_catalase_peroxidase

XP_005828601_Guillardia_theta_CCMP2712_cryptomonads_NA

OLP88774_Symbiodinium_microadriaticum_dinoflagellates_catalase_peroxidase

ESS10562_uncultured_archaeon_A07HR60_archaea_catalase_peroxidase

OUV79482_Verrucomicrobiaceae_bacterium_TMED137_verrucomicrobia_catalase_peroxidase

XP_013754323_Thecamonas_trahens_ATCC_50062_eukaryotes_catalase_peroxidase

WP_049992635_Halapricum_salinum_euryarchaeotes_catalase_peroxidase

PDH29560_Puniceicoccaceae_bacterium_MED_G30_verrucomicrobia_catalase_peroxidase

OLP86810_Symbiodinium_microadriaticum_dinoflagellates_catalase_peroxidase

WP_114575543_Saliphagus_sp_LR7_euryarchaeotes_catalase_peroxidase

RLN32011_Nothophytophthora_sp_oomycetes_NA

XP_005973357_Pantholops_hodgsonii_even_toed_ungulates_catalase_peroxidase

DAB35393_Sulfurospirillum_sp_UBA12182_e_proteobacteria_catalase_peroxidase

OUU22117_Planctomycetia_bacterium_TMED53_bacteria_catalase_peroxidase

XP_002186090_Phaeodactylum_tricornutum_diatoms_catalase_peroxidase

WP_019047195_Actinobacteria_Nocardia_asteroides_Nocardia_asteroides_NBRC_15531_high_GC_Gram_catalase_peroxidase

WP_034260246_Altibacter_lentus_CFB_group_bacteria_catalase_peroxidase

WP_028843978_Pseudothermotoga_elfii_thermotogales_catalase_peroxidase

XP_009037291_Aureococcus_anophagefferens_pelagophytes_NA

XP_827447_Trypanosoma_brucei_kinetoplastids_NA

AHI54360_Symbiodinium_microadriaticum_dinoflagellates_catalase_peroxidase

WP_006023524_Afipia_broomeae_Afipia_broomeae_ATCC_49717_a_proteobacteria_catalase_peroxidase

OYZ34982_Sulfuricurvum_sp_17_40_25_Campylobacterales_bacterium_16_40_21_e_proteobacteria_catalase_peroxidase

XP_021869731_Kockovaella_imperatae_basidiomycetes_catalase_peroxidase

WP_107567303_Conexibacter_sp_Seoho_28_actinobacteria_catalase_peroxidase

XP_005769794_Emiliania_huxleyi_CCMP1516_haptophytes_catalase_peroxidase

PSR80327_Coniella_lustricola_ascomycetes_catalase_peroxidase

GBB85571_Rhizophagus_clarus_glomeromycetes_NA

XP_001689728_Chlamydomonas_reinhardtii_green_algae_catalase_peroxidase

WP_006648990_Haloterrigena_thermotolerans_Haloterrigena_thermotolerans_DSM_11522_euryarchaeotes_catalase_peroxidase

RJQ43307_Gaiellales_bacterium_actinobacteria_catalase_peroxidase

XP_005828076_Guillardia_theta_CCMP2712_cryptomonads_NA

CCC50985_Trypanosoma_vivax_kinetoplastids_NA

PRD35953_Nephila_clavipes_spiders_catalase_peroxidase

XP_017105681_Drosophila_bipectinata_flies_catalase_peroxidase

WP_115269402_Fusobacterium_necrogenes_fusobacteria_catalase_peroxidase

WP_017145906_Klebsiella_Klebsiella_oxytoca_10_5248_Klebsiella_sp_HMSC09D12_enterobacteria_catalase_peroxidase

KPI85270_Leptomonas_seymouri_kinetoplastids_NA

WP_013553153_Nitratifractor_salsuginis_Nitratifractor_salsuginis_DSM_16511_e_proteobacteria_catalase_peroxidase

RMX70141_Peronospora_effusa_oomycetes_NA

AFO84288_Prorocentrum_minimum_dinoflagellates_catalase_peroxidase

WP_038501867_Rhodoluna_lacicola_high_GC_Gram_catalase_peroxidase

WP_068549778_Thermosulfidibacter_takaii_Thermosulfidibacter_takaii_ABI70S6_aquificales_catalase_peroxidase

Cvel_14436_Chromera_velia_Chromerids_KatG

WP_023173242_Gloeobacter_kilaueensis_JS1_Gloeobacter_kilaueensis_cyanobacteria_catalase_peroxidase

WP_119818701_archaeon_AArc_Sl_archaea_catalase_peroxidase

WP_014624518_Spirochaeta_thermophila_Spirochaeta_thermophila_DSM_6578_spirochetes_catalase_peroxidase

AFO84287_Prorocentrum_minimum_dinoflagellates_catalase_peroxidase

AIA81311_Symbiodinium_sp_clade_E_dinoflagellates_catalase_peroxidase

KXS21477_Gonapodya_prolifera_monoblepharidomycetes_catalase_peroxidase

CEO94418_Plasmodiophora_brassicae_cercozoans_NA

WP_097546382_Klebsiella_pneumoniae_enterobacteria_catalase_peroxidase

XP_004031144_Ichthyophthirius_multifiliis_ciliates_NA

XP_001744806_Monosiga_brevicollis_MX1_choanoflagellates_NA

XP_003840959_Leptosphaeria_maculans_JN3_ascomycetes_catalase_peroxidase

XP_003087218_Caenorhabditis_remanei_nematodes_NA

ETO78263_Phytophthora_parasitica_P1976_oomycetes_catalase_peroxidase
RAW21371_Phytophthora_cactorum_oomycetes_catalase_peroxidase

OEU15240_Fragilariopsis_cylindrus_CCMP1102_diatoms_catalase_peroxidase

XP_024578011_Plasmopara_halstedii_oomycetes_catalase_peroxidase

CEO99391_Plasmodiophora_brassicae_cercozoans_NA

OIP97950_Syntrophobacteraceae_bacterium_CG2_30_61_12_d_proteobacteria_catalase_peroxidase

XP_003722740_Leishmania_major_kinetoplastids_NA

WP_074654358_Terriglobus_roseus_bacteria_catalase_peroxidase

OZA13905_Hydrogenophilales_bacterium_17_62_8_proteobacteria_catalase_peroxidase
WP_108667499_Euzebya_rosea_actinobacteria_catalase_peroxidase

WP_101509853_Thermotoga_sp_KOL6_thermotogales_catalase_peroxidase

WP_015402605_Desulfocapsa_sulfexigens_Desulfocapsa_sulfexigens_DSM_10523_d_proteobacteria_catalase_peroxidase

WP_043392119_Mycobacteriaceae_Mycolicibacterium_llatzerense_high_GC_Gram_catalase_peroxidase

OLS13706_Candidatus_Lokiarchaeota_archaeon_CR_4_archaea_catalase_peroxidase

EPY36660_Strigomonas_culicis_kinetoplastids_NA

WP_114483312_Extensimonas_vulgaris_b_proteobacteria_catalase_peroxidase
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γ-protobacteria
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Green plants

5 Green plants

Extra. ( Wolf PSORT: 12)
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