
 

 

 

Supplementary Figure S1 



 

 

 

 

 

Supplementary Figure S2 



Supplementary Table S1. Multiple regression analysis of cohort proteome 

profile show protein factors relevant for the prediction model and their 

statistical significance 
 

 
 



Supplementary Table S2. Analyses of the quality of our novel patient specific mathematical ICBT response prediction 

algorithm 

 


