File S1: List of significant terms and the related genes involved in the KEGG, GO Biological
Process, Reactome pathway and GO immune system process databases network enrichment showed
in Figure 3 (a) and (b).
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Supplementary Figure 1. Survival curves for OS and RFS comparing NP° patients
stratified according to aDC enrichments.
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Supplementary Figure 2. The proliferation of PANC-1 and MIAPaca-2 after XAV-939
treatment was evaluated by MTT assay at 0, 24, 48 h. Bars represent the mean + SD, n=5.



Supplementary Table 1. Gene Expression profile summary comparison between survival
characteristics from 176 patients divided in high- and low-expressers from TCGA dataset
[62-64].

Total cohort patients

(n=176)
5-years
Gene P score survival
high vs low
WNT-2 0.014 10% vs 36%

(n=133 vs 43)

ANGPTL4 0.0097 20% vs 53%
(n=137 vs 39)

Dkk-1 0.00013 19% vs 57%
(n=135 vs 41)

FGF basic 0.00098 9% vs 36%
(n=48 vs 128)

MST1 0.00071 53% vs 12%
(n=49 vs 127)




