Sequence: pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)
Unique 6+ Cutters (109 of 654 total) Unique Cutters Bold

Enzymes:
Features:
Primers:

9 visible, 9 total
5 visible, 5 total

10 20 30 40 50 60

gaattctattttcgatttcaaattttccaaacttaaatatgattgaatgcctgagaaaggtaata

e e

cttaagataaaagctaaagtttaaaaggtttgaatttatactaacttacggactctttccattat

gaattctattttcgatttcaaattttccaaacttaaatatgattgaatgcctgagaaaggtaata

70 80 90 100 110 120 130

gagatgttttagtttattatgaagtattaggggcgtcttttaaattcaatctatcaatttgtgaa

e i —————————— -

ctctacaaaatcaaataatacttcataatccccgcagaaaatttaagttagatagttaaacactt

gagatgttttagtttattatgaagtattaggggcgtcttttaaattcaatctatcaatttgtgaa

140 150 160 170 180 190

atatattactcaaaacccaataccattctaaaacttattcaaaatatatattgctttaaaagagc

e e

tatataatgagttttgggttatggtaagattttgaataagttttatatataacgaaattttctcg

atatattactcaaaacccaataccattctaaaacttattcaaaatatatattgctttaaaagagc

200 210 220 230 240 250 260

Sful
Asull
NspV
BstBI
Bpu1l4l
Csp45I
Bsp119I
BspT104I

atacatactaaaaaaacaggcatctttcgaactatagcgcatagaatactacggtgaatcaaaaa

L et B O e e B o o At et B o B Tt e &

tatgtatgatttttttgtccgtagaaagcttgatatcgcgtatcttatgatgccacttagttttt

atacatactaaaaaaacaggcatctttcgaactatagcgcatagaatactacggtgaatcaaaaa

270 280 290 300 310 320

caaataaaatttaggaggtatattcaagtatacaaaaaaactttagtgtgaggggatttagataa

e -

gtttattttaaatcctccatataagttcatatgtttttttgaaatcacactcccctaaatctatt

caaataaaatttaggaggtatattcaagtatacaaaaaaactttagtgtgaggggatttagataa

330 340 350 360 370 380 390

aaagtattcgttatccttataaattaattcttaaacatgcaccaatgtatacattaaataatatt

L et B O e e B o o At et B o B Tt e &

tttcataagcaataggaatatttaattaagaatttgtacgtggttacatatgtaatttattataa

aaagtattcgttatccttataaattaattcttaaacatgcaccaatgtatacattaaataatatt
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

400 410 420 430 440 450

atgtgaattaagtctatcaatttaatttattatgttactttatatttgattaataattgcaagtt

A

tacacttaattcagatagttaaattaaataatacaatgaaatataaactaattattaacgttcaa

atgtgaattaagtctatcaatttaatttattatgttactttatatttgattaataattgcaagtt

460 470 480 490 500 510 520

EcolCRI
Ecl136ll
Eco53kl

taaaatcataatttaatgttgaaaggccactattctaattaacttaaggagttgtttatttgagc

e -

attttagtattaaattacaactttccggtgataagattaattgaattcctcaacaaataaactcg

His GIn Phe Ala Val lle Arg |Ile Leu Lys Leu Leu GIn Lys Asn Ser Ser
taaaatcataatttaatgttgaaaggccactattctaattaacttaaggagttgtttatttgagc
530 540 550 560 570 580
Aval
Cfrol
Ssti Xmal
Sacl BsoBI
FriOl TspMli
Banli XmacCl

Eco24l Eco88I
EcoT38] Ama87I
Psp124BlI BsiHKCI | Smal

-

BmeT110I

tcggtacccggggataatcttgaaaggagggatgcctaaaaacgaagaacattaaaaacatatat

L B S S e e B e I ot L e L et B o B e e

agccatgggcccctattagaactttcctccctacggatttttgecttcttgtaatttttgtatata
Pro Val Arg Pro Tyr Asp GIn Phe Ser Pro His Arg Phe Val Phe Phe Met Leu Phe Met Tyr

tcggtacccggggataatcttgaaaggagggatgcctaaaaacgaagaacattaaaaacatatat

590 600 610 620 630 640 650

ttgcaccgtctaatggatttatgaaaaatcattttatcagtttgaaaattatgtattatgataag

o e ——— —————————— -

aacgtggcagattacctaaatactttttagtaaaatagtcaaacttttaatacataatactattc
Lys Cys Arg Arg lle Ser Lys His Phe Ile Met Lys Asp Thr GIn Phe Asn His Ille lle lle Leu

ttgcaccgtctaatggatttatgaaaaatcattttatcagtttgaaaattatgtattatgataag
TTTGAAA=[TTATGTATTATGATAAG
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

660 670 680 690 700 710
Ncol Smil
Bsp19l Swal

Cry7Aa2_Fw_Ncol

MC¥orrssermmrrmmTTs T

aaagaggaggaaaaacbatgggtaattt%aataatttaggtggatatgaagatagtaatagaaca

tttctcctecctttttggtacccattaaatttattaaatccacctatacttctatcattatcttgt

1 L L L 5 L L L L 10 L L L L 15 L
Met Gly Asn Leu Asn Asn Leu Gly Gly Tyr Glu Asp Ser Asn Arg Thr

Cry7Aa2_MB39_NA311.1 >

Met Gly Asn Leu Asn Asn Leu Gly Gly Tyr Glu Asp Ser Asn Arg Thr —
- Phe Leu Leu Phe Phe Trp Pro Tyr Asn Leu Tyr Asn Leu His |lle His Leu Tyr Tyr Tyr Phe Met

aaagaggaggaaaaaccatgggtaatttaaataatttaggtggatatgaagatagtaatagaaca
1> AAAGAGGAGGAAAAACCATGGGTAATTTAAATAATTTAGGTGGATATGAAGATAGTAATAGAACA

720 730 740 750 760 770 780

ttaaataattctctcaattatcctactcaaaaagcattatcaccatcattaaaggatatgaacta

e e -

aatttattaagagagttaataggatgagtttttcgtaatagtggtagtaatttcctatacttgat

L L L 20 L L L L 25 L L L L 30 L L L L 35 L L L
Leu Asn Asn Ser Leu Asn Tyr Pro Thr GIn Lys Ala Leu Ser Pro Ser Leu Lys Asp Met Asn Tyr

Cry7Aa2_MB39_NA311.1 >

Leu Asn Asn Ser Leu Asn Tyr Pro Thr GIn Lys Ala Leu Ser Pro Ser Leu Lys Asp Met Asn Tyr -—)

ttaaataattctctcaattatcctactcaaaaagcattatcaccatcattaaaggatatgaacta
1> TTAAATAATTCTCTCAATTATCCTACTCAAAAAGCATTATCACCATCATTAAAGGATATGAACTA

790 800 810 820 830 840

ccaggattttttatctataactgagagggaacaacctgaagcactcgctagtggtaatacagcta

e e

ggtcctaaaaaatagatattgactctcccttgttggacttcgtgagcgatcaccattatgtcgat

L 40 L L L L 45 L L L L 50 L L L L 55 L L L L
GlIn Asp Phe Leu Ser lle Thr Glu Arg Glu GIn Pro Glu Ala Leu Ala Ser Gly As Thr Ala

Cry7Aa2_MB39_NA311.1 >

Gln Asp Phe Leu Ser |Ile Thr Glu Arg Glu GIn Pro Glu Ala Leu Ala Ser Gly Asn Thr Ala —

ccaggattttttatctataactgagagggaacaacctgaagcactcgctagtggtaatacagcta
1> CCAGGATTTTTTATCTATAACTGAGAGGGAACAACCTGAAGCACTCGCTAGTGGTAATACAGCTA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

850 860 870 880 890 900 910

Adel
Dralll

ttaatactgtagttagtgttacaggggctacactaagtgcgttaggtgtcccaggtgcaagtttt

aattatgacatcaatcacaatgtccccgatgtgattcacgcaatccacagggtccacgttcaaaa

60 L L L L 65 L L L L 70 L L L L 75 L L L L 80 L
lle Asn Thr Val Val Ser Val Thr Gly Ala Thr Leu Ser Ala Leu Gly Val Pro Gly Ala Ser Phe

Cry7Aa2_MB39_NA311.1 >

lle Asn Thr Val Val Ser Val Thr Gly Ala Thr Leu Ser Ala Leu Gly Val Pro Gly Ala Ser Phe —

ttaatactgtagttagtgttacaggggctacactaagtgcgttaggtgtcccaggtgcaagtttt
1> TTAATACTGTAGTTAGTGTTACAGGGGCTACACTAAGTGCGTTAGGTGTCCCAGGTGCAAGTTTT

920 930 940 950 960 970
Pcel Ball
Aatl Misl
Stul Mscl
SseBI MIuNI
Ecol47I Msp20l

atcactaacttttacctgaaaattgcaggccttttatggccaaaagataaaaatatttgggatga

tagtgattgaaaatggacttttaacgtccggaaaataccggttttctatttttataaaccctact

L L 85 L L L 90 L L L 95 L L L 100 L L
lle Thr Asn Phe Tyr Leu Lys lle Ala Gly Leu Leu Trp Pro Lys Asp Lys Asn lle Trp Asp Glu

Cry7Aa2_MB39_NA311.1 >

lle Thr Asn Phe Tyr Leu Lys 1lle Ala Gly Leu Leu Trp Pro Lys Asp Lys Asn lle Trp Asp Glu —

atcactaacttttacctgaaaattgcaggccttttatggccaaaagataaaaatatttgggatga
1> ATCACTAACTTTTACCTGAAAATTGCAGGCCTTTTATGGCCAAAAGATAAAAATATTTGGGATGA

980 990 1000 1010 1020 1030 1040
atttatgacagaagtagaaacacttattgatcaaaaaatagaagaatatgtaaggaataaagcga

taaatactgtcttcatctttgtgaataactagttttttatcttcttatacattccttatttcgct

L 105 L L L L 110 L L L L 115 L L L L 120 L L L L
Phe Met Thr Glu Val Glu Thr Leu lle Asp GIn Lys lle Glu Glu Tyr Val Arg Asn Lys Ala

Cry7Aa2_MB39_NA311.1

Phe Met Thr Glu Val Glu Thr Leu 1lle Asp GIn Lys lle Glu Glu Tyr Val Arg Asn Lys Ala —

atttatgacagaagtagaaacacttattgatcaaaaaatagaagaatatgtaaggaataaagcga
1> ATTTATGACAGAAGTAGAAACACTTATTGATCAAAAAATAGAAGAATATGTAAGGAATAAAGCGA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

1050 1060 1070 1080 1090 1100

ttgcagaattaaatggattaggagcagccttagataaatatcaaaaagcacttgcagattggctyg

A

aacgtcttaatttacctaatcctcgtcggaatctatttatagtttttcgtgaacgtctaaccgac

125 L L L L 130 L L L L 135 L L L L 140 L L L L 145 L
lle Ala Glu Leu Asn Gly Leu Gly Ala Ala Leu Asp Lys Tyr GIn Lys Ala Leu Ala Asp Trp Leu

Cry7Aa2_MB39_NA311.1 >

lle Ala Glu Leu Asn Gly Leu Gly Ala Ala Leu Asp Lys Tyr GIn Lys Ala Leu Ala Asp Trp Leu —)

ttgcagaattaaatggattaggagcagccttagataaatatcaaaaagcacttgcagattggctg
1> TTGCAGAATTAAATGGATTAGGAGCAGCCTTAGATAAATATCAAAAAGCACTTGCAGATTGGCTG

1110 1120 1130 1140 1150 1160 1170

ggcaaacaagatgatccagcagctatatttgctgtggcaactgaatttcgtataatagattctct

A

ccgtttgttctactaggtcgtcgatataaacgacaccgttgacttaaagcatattatctaagaga

L L L 150 L L L L 155 L L L L 160 L L L L 165 L L L
Gly Lys GIn Asp Asp Pro Ala Ala lle Phe Ala Val Ala Thr Glu Phe Arg Ille lle Asp Ser Leu
Cry7Aa2_MB39_NA311.1 >
Gly Lys GIn Asp Asp Pro Ala Ala lle Phe Ala Val Ala Thr Glu Phe Arg Ille lle Asp Ser Leu —)

ggcaaacaagatgatccagcagctatatttgctgtggcaactgaatttcgtataatagattctct
1> GGCAAACAAGATGATCCAGCAGCTATATTTGCTGTGGCAACTGAATTTCGTATAATAGATTCTCT

1180 1190 1200 1210 1220 1230

ttttgaatttagtatgccttcatttaaggttactggatatgaaataccattactaacagtttacg

A

aaaacttaaatcatacggaagtaaattccaatgacctatactttatggtaatgattgtcaaatgc

L 170 L L L L 175 L L L L 180 L L L L 185 L L L L
Phe Glu Phe Ser Met Pro Ser Phe Lys Val Thr Gly Tyr Glu Ille Pro Leu Leu Thr Val Tyr
Cry7Aa2_MB39_NA311.1 >
Phe Glu Phe Ser Met Pro Ser Phe Lys Val Thr Gly Tyr Glu 1lle Pro Leu Leu Thr Val Tyr —)

ttttgaatttagtatgccttcatttaaggttactggatatgaaataccattactaacagtttacg
1> TTTTGAATTTAGTATGCCTTCATTTAAGGTTACTGGATATGAAATACCATTACTAACAGTTTACG

1240 1250 1260 1270 1280 1290 1300

cacaagcggcaaaccttcatctagctttattaagagattctactctttatggagataaatgggga

A

gtgttcgccgtttggaagtagatcgaaataattctctaagatgagaaatacctctatttacccct

190 L L L L 195 L L L L 200 L L L L 205 L L L L 210 L
Ala GIn Ala Ala Asn Leu His Leu Ala Leu Leu Arg Asp Ser Thr Leu Tyr Gly Asp Lys Trp Gly

Cry7Aa2_MB39_NA311.1 >

Ala GIn Ala Ala Asn Leu His Leu Ala Leu Leu Arg Asp Ser Thr Leu Tyr Gly Asp Lys Trp Gly —)

cacaagcggcaaaccttcatctagctttattaagagattctactctttatggagataaatgggga
1> CACAAGCGGCAAACCTTCATCTAGCTTTATTAAGAGATTCTACTCTTTATGGAGATAAATGGGGA

Printed from SnapGene®: 16 May 2019 13:38 Page 5



pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

1310 1320 1330 1340 1350 1360

ttcactcagaacaacattgaggaaaattataatcgtcaaaagaaacatatttctgaatattcagg

A

aagtgagtcttgttgtaactccttttaatattagcagttttctttgtataaagacttataagtcc

L 215 L L L L 220 L L 225 L L L L 230 L L
Phe Thr Gln Asn Asn lle Glu Glu Asn Tyr Asn Arg Gln Lys Lys His lle Ser Glu Tyr Ser GIy

Cry7Aa2_MB39_NA311.1 >

Phe Thr GIn Asn Asn le Glu Glu Asn Tyr Asn Arg GIn Lys Lys His lle Ser Glu Tyr Ser CGly —)

ttcactcagaacaacattgaggaaaattataatcgtcaaaagaaacatatttctgaatattcagg
1> TTCACTCAGAACAACATTGAGGAAAATTATAATCGTCAAAAGAAACATATTTCTGAATATTCAGG

1370 1380 1390 1400 1410 1420 1430

ccattgtaccgagtggtataatagtggtcttagcagattgaacggttccacttatgaacaatgga

ggtaacatggctcaccatattatcaccagaatcgtctaacttgccaaggtgaatacttgttacct

L 235 L L L L 240 L L L L 245 L L L L 250 L L L L
His Cys Thr Glu Trp Tyr Asn Ser Gly Leu Ser Arg Leu Asn Gly Ser Thr Tyr Glu GIn Trp

Cry7Aa2_MB39_NA311.1 >

His Cys Thr Glu Trp Tyr Asn Ser Gly Leu Ser Arg Leu Asn CGly Ser Thr Tyr Glu GIn Trp —)

ccattgtaccgagtggtataatagtggtcttagcagattgaacggttccacttatgaacaatgga
1> CCATTGTACCGAGTGGTATAATAGTGGTCTTAGCAGATTGAACGGTTCCACTTATGAACAATGGA

1440 1450 1460 1470 1480 1490
Bglll

taaattataatcgttttcgtagagaaatgatattaatggtattagatcttgtcgctgtatttcct

e -

atttaatattagcaaaagcatctctttactataattaccataatctagaacagcgacataaagga

255 L L L L 260 L L L L 265 L L L L 270 L L L L 275 L
lle Asn Tyr Asn Arg Phe Arg Arg Glu Met Ile Leu Met Val Leu Asp Leu Val Ala Val Phe Pro

Cry7Aa2_MB39_NA311.1 >

lle Asn Tyr Asn Arg Phe Arg Arg Glu Met |lle Leu Met Val Leu Asp Leu Val Ala Val Phe Pro —

taaattataatcgttttcgtagagaaatgatattaatggtattagatcttgtcgctgtatttcct
1> TAAATTATAATCGTTTTCGTAGAGAAATGATATTAATGGTATTAGATCTTGTCGCTGTATTTCCT

1500 1510 1520 1530 1540 1550 1560

attcatgaccctcgaaggtattcaatggaaacaagtacgcagttaacgagagaagtgtataccga

taagtactgggagcttccataagttacctttgttcatgcgtcaattgctctcttcacatatggcet

L L L 280 L L 285 L L L 290 L L L 295 L L
His Asp Pro Arg Arg Tyr Ser Met Glu Thr Ser Thr GIn Leu Thr Arg Glu Vval Tyr Thr Asp

Cry7Aa2_MB39_NA311.1 >

lle His Asp Pro Arg Arg Tyr Ser Met Glu Thr Ser Thr GIn Leu Thr Arg Glu Val Tyr Thr Asp —

attcatgaccctcgaaggtattcaatggaaacaagtacgcagttaacgagagaagtgtataccga
1 > ATTCATGACCCTCGAAGGTATTCAATGGAAACAAGTACGCAGTTAACGAGAGAAGTGTATACCGA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

1570 1580 1590 1600 1610 1620

Cry7Aa2-seq-Fw
|Cﬂﬂ| AGCAATCCAGA K|;gG|

tccagttatcttgtcaattagcaatccagatataggtccaagtttttctcagatggaaaatactg

e e e ——— ——— ———— ——————— ————

aggtcaatagaacagttaatcgttaggtctatatccaggttcaaaaagagtctaccttttatgac

L 300 L L L L 305 L L L L 310 L L L L 315 L L L L
Pro Val lle Leu Ser lle Ser Asn Pro Asp lle Gly Pro Ser Phe Ser GIn Met Glu Asn Thr
Cry7Aa2_MB39 _NA311.1 >
Pro Val lle Leu Ser lle Ser Asn Pro Asp 1lle Gly Pro Ser Phe Ser GIn Met Glu Asn Thr —

tccagttatcttgtcaattagcaatccagatataggtccaagtttttctcagatggaaaatactg
1> TCCAGTTATCTTGTCAATTAGCAATCCAGATATAGGTCCAAGTTTTTCTCAGATGGAAAATACTG

3 > AAN=ITACTG

1630 1640 1650 1660 1670 1680 1690

cgattagaacaccacaccttgttgattatttagatgagctttatatatatacatcaaaatataaa

L et B O e e B o o At et B o B Tt e &

gctaatcttgtggtgtggaacaactaataaatctactcgaaatatatatatgtagttttatattt

320 L L L 325 L L L 330, L L L 335 L L L 340,
Ala lle Arg Thr Pro His Leu Val Asp Tyr Leu Asp Glu Leu Tyr |Ile Tyr Thr Ser Lys Tyr Lys

Cry7Aa2_MB39_NA311.1 >

Ala lle Arg Thr Pro His Leu Val Asp Tyr Leu Asp Glu Leu Tyr |lle Tyr Thr Ser Lys Tyr Lys —

cgattagaacaccacaccttgttgattatttagatgagctttatatatatacatcaaaatataaa

1» CGATTAGAACACCACACCTTGTTGATTATTTAGATGAGCTTTATATATATACATCAAAATATAAA
3 > CGATTAGAACACCACACCTTGTTGATTATTTAGATGAGCTTTATATATATACATCAAAATATAAA

1700 1710 1720 1730 1740 1750

gcattttcacatgagattcaaccagacctattttattggagtgcacataaggttagctttaaaaa

e

cgtaaaagtgtactctaagttggtctggataaaataacctcacgtgtattccaatcgaaattttt

1 1 1 345 1 1 1 1 350 1 1 1 1 355 1 1 1 1 360 1 1 1
Ala Phe Ser His Glu 1lle GIn Pro Asp Leu Phe Tyr Trp Ser Ala His Lys Val Ser Phe Lys Lys

Cry7Aa2_MB39_NA311.1 >

Ala Phe Ser His Glu lle GIn Pro Asp Leu Phe Tyr Trp Ser Ala His Lys Val Ser Phe Lys Lys —

gcattttcacatgagattcaaccagacctattttattggagtgcacataaggttagctttaaaaa

1» GCATTTTCACATGAGATTCAACCAGACCTATTTTATTGGAGTGCACATAAGGTTAGCTTTAAAAA
3 > GCATTTTCACATGAGATTCAACCAGACCTATTTTATTGGAGTGCACATAAGGTTAGCTTTAAAAA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

1760 1770 1780 1790 1800 1810

atcggagcaatccaatttatatacaacagg catatatgg taaaacaagtgg atatatttcat

A+ A

tagcctcgttaggttaaatatatgttgtcc gtatatacc attttgttcacc tatataaagta

L 365 L L L L 370 L L L L 375 L L L L 380 L L L
Ser Glu GIn Ser Asn Leu Tyr Thr Thr Gly lle  Tyr Gly Lys Thr Ser Gly Tyr lle  Ser
Cry7Aa2_MB39 _NA311.1 >
Ser Glu GIn Ser Asn Leu Tyr Thr Thr Gly lle Tyr Gly Lys Thr Ser Gly Tyr lle  Ser —)

atcggagcaatccaatttatatacaacagg catatatgg taaaacaagtgg atatatttcat

1> ATCGGAGCAATCCAATTTATATACAACAGATATATGGEITAAAACAAGTGGE}AATTTCAT
3 > ATCGGAGCAATCCAATTTATATACAACAGG CATATATGG TAAAACAAGTGG ATATATTTCAT

320 1830 1840 1850 1860 1870

caggagcatattcattt agagggaatgatatc tatagaacattagcagctcca tcagttg t

e A e A -

gtcctcgtataagtaaa tctcccttactatag atatcttgtaatcgtcgaggt agtcaac a

L 385 L L L L 390 L L L 395 L L L L 400 L L L
Ser Gly Ala Tyr Ser Phe Arg Gly Asn Asp lle Tyr Arg Th Leu Ala Ala Pro Ser Val Val
Cry7Aa2_MB39_NA311.1 >
Ser Gly Ala Tyr Ser Phe Arg Gly Asn Asp lle Tyr Arg Thr Leu Ala Ala Pro Ser Val Val —

caggagcatattcattt agagggaatgatatc tatagaacattagcagctcca tcagttg t

1> CAGGAGCATATTCATTTTAGAGGGAATGGANTCCITATAGAACATTTIGCAGCTCCCCITCAGTTGGA

3 > CAGGAGCATATTCATTT AGAGGGAATGATATC TATAGAACATTAGCAGCTCCA TCAGTTG T

0 1890 1900 1910 1920 1930

agtttatccg tatactc agaattatggtg tcgagcaagtt gagttttacggtgtaaaagg

tcaaataggc atatgag tcttaataccac agctcgttcaa ctcaaaatgccacattttcc
405 L L L L 410 L L L L 415 L L L L 420 L L L L
Val Tyr Pro Tyr Thr Gln  Asn  Tyr Gly Val Glu GIn Val Glu Phe Tyr Gly Val Lys Gly
Cry7Aa2_MB39_NA311.1 >
Val Tyr Pro Tyr Thr Gln  Asn  Tyr Gly Val Glu GIn Val Glu Phe Tyr Gly Val Lys Gly —

agtttatccg tatactc agaattatggtg tcgagcaagtt gagttttacggtgtaaaagg

1> GTTTATCC AAACTCGCAAAATT|ITITGGGGGGCHQAAGCAAGTTITGAGTTTTACG
h oEJr AAR q¢]

3 > AGTTTATCCG TATACTC AGAATTATGGTG TCGAGCAAGTT GAGTTTTACGGTGTAAAAGG

0 1950 1960 1970 1980 1990 2000

acatgtacattatagaggagataacaaatatgatctgacgtatgattctattgatcaattacccc

A

tgtacatgtaatatctcctctattgtttatactagactgcatactaagataactagttaatgggg

425 L L L L 430 L L L L 435 L L L L 440 L L L L 445

His Vval His Tyr Arg Gly Asp Asn Lys Tyr Asp Leu Thr Tyr Asp Ser lle Asp GIn Leu Pro
Cry7Aa2_MB39_NA311.1 >

His Val His Tyr Arg Gly Asp Asn Lys Tyr Asp Leu Thr Tyr Asp Ser |lle Asp GIn Leu Pro —)

acatgtacattatagaggagataacaaatatgatctgacgtatgattctattgatcaattacccec

3 > ACATGTACATTATAGAGGAGATAACAAATATGATCTGACGTATGATTCTATTGATCAATTACCCC
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

2010 2020 2030 2040 2050 2060

Clal
BshVI
Banlll
BseCl
BspXI
BspDI
Bsa29l
Bsul5l
BsuTUI

cagacggagaaccaatacacgaaaaatacactcatcgattatgtcatgctacagctatatctaaa

A

gtctgcctcttggttatgtgectttttatgtgagtagctaatacagtacgatgtcgatatagattt

L L L L 450 L L L L 455 L L L L 460 L L L L 465 L L
Pro Asp Gly Glu Pro lle His Glu Lys Tyr Thr His Arg Leu Cys His Ala Thr Ala lle Ser Lys

Cry7Aa2_MB39_NA311.1 >

Pro Asp Gly Glu Pro 1lle His Glu Lys Tyr Thr His Arg Leu Cys His Ala Thr Ala Ile Ser Lys —)

cagacggagaaccaatacacgaaaaatacactcatcgattatgtcatgctacagctatatctaaa
3 > CAGACGGAGAACCAATACACGAAAAATACACTCATCGATTATGTCATGCTACAGCTATATCTAAA

0 2080 2090 2100 2110 2120 2130

tcaactccggattatgataatgctactatcccgatcttttcttggacgcatagaagtgcggagta

A

agttgaggcctaatactattacgatgatagggctagaaaagaacctgcgtatcttcacgcctcat

L L 470 L L L L 475 L L L L 480 L L L L 485 L L L L
Ser Thr Pro Asp Tyr Asp Asn Ala Thr lle Pro |Ile Phe Ser Trp Thr His Arg Ser Ala Glu Tyr

Cry7Aa2_MB39_NA311.1 >

Ser Thr Pro Asp Tyr Asp Asn Ala Thr lle Pro lle Phe Ser Trp Thr His Arg Ser Ala Glu Tyr —)

tcaactccggattatgataatgctactatcccgatcttttcttggacgcatagaagtgcggagta

3 > TCAACTCCGGATTATGATAATGCTACTATCCCGATCTTTTCTTGGACGCATAGAAGTGCGGAGTA
4 = TCAP{?ITCCGGATTATGATAATGCTAC I|T|I CCCGATCTTTTCTTGGACGCATAGAAGTGCGGAGTA

2140 2150 2160 2170 2180 2190

ttacaatagaatctatccaaacaaaatcacaaaaattccagctgtaaaaatgtataaactagatg

A e e e e

aatgttatcttagataggtttgttttagtgtttttaaggtcgacatttttacatatttgatctac

490 L L L 495 L L L 500 L L L 505 L L L 510

Tyr Asn Arg lle Tyr Pro Asn Lys lle Thr Lys 1lle Pro Ala Val Lys Met Tyr Lys Leu Asp
Cry7Aa2_MB39_NA311.1 >

Tyr Asn Arg lle Tyr Pro Asn Lys lle Thr Lys lle Pro Ala Val Lys Met Tyr Lys Leu Asp —

ttacaatagaatctatccaaacaaaatcacaaaaattccagctgtaaaaatgtataaactagatg

3 > TTACAATAGAATCTATCCAAACAAAATCACAAAAATTCCAGCTGTAAAAATGTATAAACTAGATG
4 - TTACAATAGAATCTATCCAAACAAAATCIEPAAAAATTCCAGCTGTAAAAATGTATAAACTAGATG
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

0 2210 2220 2230 2240 2250 2260

atccatctacagttgtcaaagggcctggatttacaggtggagatttagttaagagagggagtaat

taggtagatgtcaacagtttcccggacctaaatgtccacctctaaatcaattctctccctcatta

L L L L 515 L L L L 520 L L L L 525 L L L L 530 L L
Asp Pro Ser Thr Vval Vval Lys Gly Pro Gly Phe Thr Gly Gly Asp Leu Val Lys Arg Gly Ser Asn
Cry7Aa2_MB39_NA311.1 >
Asp Pro Ser Thr Val Val Lys Gly Pro Gly Phe Thr Gly Gly Asp Leu Val Lys Arg Gly Ser Asn —)

atccatctacagttgtcaaagggcctggatttacaggtggagatttagttaagagagggagtaat

3 > ATCCATCTACAGTTGTCAAAGGGCCTGGATTTACAGGTGGAGATTTAGTTAAGAGAGGGAGTAAT
4 = ATCCATCTACAGTTGTCAAAGGGCCTGGATTTACAGGTGGAGATTTAGTTAAGAGAGGGAGTAAT

2270 2280 2290 2300 2310 2320

ggttatataggagatataaaggctaccgtaaactcaccactttctcaaaattatcgtgttagagt

A e e e e

ccaatatatcctctatatttccgatggcatttgagtggtgaaagagttttaatagcacaatctca

1 1 535 1 1 1 1 540 1 1 1 1 545 1 1 1 1 550 1 1 1 1
Gly Tyr lle Gly Asp lle Lys Ala Thr Val Asn Ser Pro Leu Ser GIn Asn Tyr Arg Val Arg Val
Cry7Aa2_MB39_NA311.1 >
Gly Tyr 1lle Gly Asp le Lys Ala Thr Val Asn Ser Pro Leu Ser GIn Asn Tyr Arg Val Arg Val —

ggttatataggagatataaaggctaccgtaaactcaccactttctcaaaattatcgtgttagagt

3 > GGTTATATAGGAGATATAAAGGCTACCGTAAACTCACCACTTTCTCAAAATTATCGTGTTAGAGT
4 - GGTTATATAGGAGATATAAAGGCTACCGTAAACTCACCACTTTCTCAAAATTATCGTGTTAGAGT

0 2340 2350 2360 2370 2380 2390

tcgatacgccactaatgtttctggacaattcaacgtgtatattaatgataaagcaacgcttctaa

agctatgcggtgattacaaagacctgttaagttgcacatataattactatttcgttgcgaagatt

555 L L L L 560 L L L L 565 L L L L 570 L L L L 575

Arg Tyr Ala Thr Asn Val Ser Gly GIn Phe Asn Val Tyr |lle Asn Asp Lys Ala Thr Leu Leu
Cry7Aa2_MB39_NA311.1 >

Arg Tyr Ala Thr Asn Val Ser Gly GIn Phe Asn Val Tyr |lle Asn Asp Lys Ala Thr Leu Leu —

tcgatacgccactaatgtttctggacaattcaacgtgtatattaatgataaagcaacgcttctaa

3 > TCGATACGCCACTAATGTTTCTGGACAATTCAACGTGTATATTAATGATAAAGCAACGCTTCTAA
4 <« TCGATACGCCACTAATGTTTCTGGACAATTCAACGTGTATATTAATGATAAAGCAACGCTTCTAA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

2400 2410 2420 2430 2440 2450

gaaagtttcaaaatactgtagaaacaataggtgaaggaaaagatttaacctatgattcatttgga

A

ctttcaaagttttatgacatctttgttatccacttccttttctaaattggatactaagtaaacct

L L L L 580 L L L L 585 L L L L 590 L L L L 595 L L
Arg Lys Phe GIn Asn Thr Val Glu Thr lle Gly Glu Gly Lys Asp Leu Thr Tyr Asp Ser Phe Gly

Cry7Aa2_MB39_NA311.1 >

Arg Lys Phe GIn Asn Thr Val Glu Thr 1lle Gly Glu Gly Lys Asp Leu Thr Tyr Asp Ser Phe Gly —)

gaaagtttcaaaatactgtagaaacaataggtgaaggaaaagatttaacctatgattcatttgga

3 > GAAAGTTTCAAAATACTGTAGAAACAATAGGTGAAGGAAAAGATTTAACCTATGATTCATTTGGA
4 = GAAAGTTTCAAAATACTGTAGAAACAATAGGTGAAGGAAAAGATTTAACCTATGATTCATTTGGA

0 2470 2480 2490 2500 2510 2520

tatatagaatattctacgaccattcaatttccggatgagcatccaaaaatcactcttcatttaag

o o B A e

atatatcttataagatgctggtaagttaaaggcctactcgtaggtttttagtgagaagtaaattc

L L 600 L L L 605 L L L 610 L L L 615 L L L
Tyr lle Glu Tyr Ser Thr Thr lle GIn Phe Pro Asp Glu His Pro Lys 1lle Thr Leu His Leu Ser

Cry7Aa2_MB39_NA311.1 >

Tyr lle Glu Tyr Ser Thr Thr lle GIn Phe Pro Asp Glu His Pro Lys Ille Thr Leu His Leu Ser —

tatatagaatattctacgaccattcaatttccggatgagcatccaaaaatcactcttcatttaag

3 > TATATAGAATATTCTACGACCATTCAATTTCCGGATGAGCATCCAAAAATCACTCTTCATTTAAG
4 - TATATAGAATATTCTACGACCATTCAATTTCCGGATGAGCATCCAAAAATCACTCTTCATTTAAG

2530 2540 2550 2560 2570 2580

tgatttgagtaacaattcatcattttatgtagattcaatcgaatttatccctgtagatgtaaatt

actaaactcattgttaagtagtaaaatacatctaagttagcttaaatagggacatctacatttaa

620 L L L L 625 L L L L 630 L L L L 635 L L L L 640
Asp Leu Ser Asn Asn Ser Ser Phe Tyr Val Asp Ser Ile Glu Phe 1lle Pro Val Asp Val Asn

Cry7Aa2_MB39_NA311.1 >

Asp Leu Ser Asn Asn Ser Ser Phe Tyr Val Asp Ser le Glu Phe 1lle Pro Val Asp Val Asn —

tgatttgagtaacaattcatcattttatgtagattcaatcgaatttatccctgtagatgtaaatt

3 > TGATTTGAGTAACAATTCATCATTTTATGTAGATTCAATCGAATTTATCCCTGTAGATGTAAATT
4 <« TGATTTGAGTAACAATTCATCATTTTATGTAGATTCAATCGAATTTATCCCTGTAGATGTAAATT
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

0 2600 2610 2620 2630 2640 2650

atgatgaaaaagaaaaactagaaaaagcacagaaagccgtgaataccttgtttacagagggaaga

A

tactactttttctttttgatctttttcgtgtctttcggcacttatggaacaaatgtctcccttcet

L L L L 645 L L L L 650 L L L L 655 L L L L 660 L L
Tyr Asp Glu Lys Glu Lys Leu Glu Lys Ala GIn Lys Ala Val Asn Thr Leu Phe Thr Glu Gly Arg

Cry7Aa2_MB39 _NA311.1 >

Tyr Asp Glu Lys Glu Lys Leu Glu Lys Ala GIn Lys Ala Val Asn Thr Leu Phe Thr Glu Gly Arg —)

atgatgaaaaagaaaaactagaaaaagcacagaaagccgtgaataccttgtttacagagggaaga

3 > ATGATGAAAAAGAAAAACTAGAAAAAGCACAGAAAGCCGTGAATACCTTGTTTACAGAGGGAAGA
4 =« ATGATGAAAAAGAAAAACTAGAAAAAGCACAGAAAGCCGTGAATACCTTGTTTACAGAGGGAAGA

2660 2670 2680 2690 2700 2710
Csil
Mabl
SexAl*

aatgcactccaaaaagacgtgacagattataaagtggaccaggtttcaattttagtggattgtat

ttacgtgaggtttttctgcactgtctaatatttcacctggtccaaagttaaaatcacctaacata

L L 665 L L L 670 L L L 675 L L L 680 L L L
Asn Ala Leu GIn Lys Asp Val Thr Asp Ty Lys Val Asp GIn Val Ser lle Leu Val Asp Cys |lle
Cry7Aa2_MB39_NA311.1 >
Asn Ala Leu GIn Lys Asp Val Thr Asp Tyr Lys Val Asp GIn Val Ser |lle Leu Val Asp Cys |lle —

aatgcactccaaaaagacgtgacagattataaagtggaccaggtttcaattttagtggattgtat

3 > AATGCACTCCAAAAAGACGTGACAGATTATAAAGTGGACCAGGTTTCAATTTTAGTGGATTGTAT
4 - AATGCACTCCAAAAAGACGTGACAGATTATAAAGTGGACCAGGTTTCAATTTTAGTGGATTGTAT

0 2730 2740 2750 2760 2770 2780

atcaggggatttatatcccaatgagaaacgcgaactacaaaatctagtcaaatacgcaaaacgtt

tagtcccctaaatatagggttactctttgcgcttgatgttttagatcagtttatgcgttttgcaa

685 L L L L 690 L L L L 695 L L L L 700 L L L L 705
Ser Gly Asp Leu Tyr Pro Asn Glu Lys Arg Glu Leu GIn Asn Leu Val Lys Tyr Ala Lys Arg

Cry7Aa2_MB39_NA311.1 >

Ser Gly Asp Leu Tyr Pro Asn Glu Lys Arg Glu Leu GIn Asn Leu Val Lys Tyr Ala Lys Arg —

atcaggggatttatatcccaatgagaaacgcgaactacaaaatctagtcaaatacgcaaaacgtt

3 > ATCAGGGGATTTATATCCCAATGAGAAACGCGN:FTACAAN:FCTAGTCAN:FACGCAANEFGTT
4 - ATCAGGGGATTTATATCCCAATGAGAAACGCGAACTACAAAATCTAGTCAAATACGCAAAACGTT
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

2790 2800 2810 2820 2830 2840

tgagctattcccgtaatttacttctagatccaacattcgattctattaattcatctgaggagaat

A

actcgataagggcattaaatgaagatctaggttgtaagctaagataattaagtagactcctctta

L L L L 710 L L L L 715 L L L L 720 L L L L 725 L L
Leu Ser Tyr Ser Arg Asn Leu Leu Leu Asp Pro Thr Phe Asp Ser lle Asn Ser Ser Glu Glu Asn

Cry7Aa2_MB39 _NA311.1 >

Leu Ser Tyr Ser Arg Asn Leu Leu Leu Asp Pro Thr Phe Asp Ser |lle Asn Ser Ser Glu Glu Asn —)

tgagctattcccgtaatttacttctagatccaacattcgattctattaattcatctgaggagaat

3 > TGAGCTATTCCCGTAATTTACTTCTAGATCCAEFATTCGATTCE}ATTAATTCATCTGAGG
4 - TGAGCTATTCCCGTAATTTACTTCTAGATCCAACATTCGATTCTATTAATTCATCTGAGGAGAAT

0 2860 2870 2880 2890 2900 2910

ggttggtatggaagtaatggtattgtgattggaaatggggattttgtattcaaaggtaactattt

ccaaccataccttcattaccataacactaacctttacccctaaaacataagtttccattgataaa

L L 730 L L L 735 L L L 740 L L L 745 L L L
Gly Trp Tyr Gly Ser Asn Gly 1lle Val lle Gly Asn Gly Asp Phe Val Phe Lys Gly As Tyr Leu

Cry7Aa2_MB39_NA311.1 >

Gly Trp Tyr Gly Ser Asn Gly 1lle Val lle Gly Asn Gly Asp Phe Val Phe Lys Gly Asn Tyr Leu —

ggttggtatggaagtaatggtattgtgattggaaatggggattttgtattcaaaggtaactattt

3> GGTTGHARTGGAANAITAATGGTATTGEARTTGGAAAGIEGGGATTTTII=JTTCAAG

4 - GGTTGGTATGGAAGTAATGGTATTGTGATTGGAAATGGGGATTTTGTATTCAAAGGTAACTATTT

2920 2930 2940 2950 2960 2970

aattttttcaggtaccaatgatacacaatatccaacatatctctaccaaaaaatagatgaatcca

e

ttaaaaaagtccatggttactatgtgttataggttgtatagagatggttttttatctacttaggt

750 L L L L 755 L L L L 760 L L L L 765 L L L L 770
lle Phe Ser Gly Thr Asn Asp Thr GIn Tyr Pro Thr Tyr Leu Tyr GIn Lys lle Asp Glu Ser

Cry7Aa2_MB39_NA311.1 >

lle Phe Ser Gly Thr Asn Asp Thr GIn Tyr Pro Thr Tyr Leu Tyr GIn Lys |lle Asp Glu Ser —

aattttttcaggtaccaatgatacacaatatccaacatatctctaccaaaaaatagatgaatcca
2 « CCA
4 <« AATTTTTTCAGGTACCAATGATACACAATATCCAACATATCTCTACCAAAAAATAGATGAATCCA
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

0 2990 3000 3010 3020 3030

aactcaaagaa tatacacgctataaactgaaaggttttatcgaaagtagtcaggatt

ttgagtttctt atatgtgcgatatttgactttccaaaatagctttcatcagtcctaa
775 . . 780 . . 785 . .

Lys Leu Lys Glu Tyr Thr Arg Tyr Lys Leu Lys Gly Phe lle Glu Ser Ser GIn Asp

Cry7Aa2_MB39 _NA311.1 >

Lys Leu Lys Glu Tyr Thr Arg Tyr Lys Leu Lys Gly Phe |lle Glu Ser Ser GIn Asp —)
aactcaaagaa tatacacgctataaactgaaaggttttatcgaaagtagtcaggatt

2 <« AACTCAAAGAAATTTCCCC—————- CHTITAARAACTGAAAGGTTT GAAAGTAGTCAGGATT

4 < | AACTCAAAGAA TATACACGCTATAAACTGAAAGGTTTTATCGAAAGTAGTCAGGATT
3040 3050 3060 3070 3080 3090 3100

tagaagcttatgtgattcgctatgatgcaaaacatagaac attggatgtttctgataatctatt

b e

atcttcgaatacactaagcgatactacgttttgtatcttyg taacctacaaagactattagataa

790 L L L 795 L L L 800 L L L 805 L L L 810

Leu Glu Ala Tyr Val lle Arg Tyr Asp Ala Lys His Arg Th Leu Asp Val Ser Asp Asn Leu Leu
Cry7Aa2_MB39_NA311.1 >

Leu Glu Ala Tyr Val lle Arg Tyr Asp Ala Lys His Arg Thr Leu Asp Val Ser Asp Asn Leu Leu —

tagaagcttatgtgattcgctatgatgcaaaacatagaac attggatgtttctgataatctatt

2 « TAGAAGCTTATGTGATTCGCTATGATGCAAAACATAGAATTGGATGTTTCTGATAATCTATT
4 - TAGAAGCTTATGTGATTCGCTATGATGCAAAACATAGAAC ATTGGATGTTTCTGATAATCTATT

3110 3120 3130 3140 3150 3160

acc ggatattctccctgagaatacatgtggagaaccaaatcgctgcgcggcacaacaatacc t

tgg cctataagagggactcttatgtacacctcttggtttagcgacgcgccgtgttgttatgg a

L L L 815 L L L L 820 L L L L 825 L L L L 830 L L
Pro Asp lle Leu Pro Glu Asn Thr Cys Gly Glu Pro Asn Arg Cys Ala Ala GIn GIn Tyr Leu

Cry7Aa2_MB39_NA311.1 >

Pro Asp lle Leu Pro Glu Asn Thr Cys Gly Glu Pro Asn Arg Cys Ala Ala GIn GIn Tyr Leu —

acc ggatattctccctgagaatacatgtggagaaccaaatcgctgcgcggcacaacaatacc t

2 <« |ACCC|GGATATTCTCCCTGAGAATACATGTGGAGAACCAAATCGTTGCGCGGCACAACAATACCCIT
4 = ACC GGATATTCTCCCTGAGAATACATGTGGAGAACCAAATCGCTGCGCGGCACAACAATACC T
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

3170 3180 3190 3200 3210 3220

ggatgaaaatccaagttcagaatgtagttcgatgcaagatggaattttgtctgattcgcattcat

A

cctacttttaggttcaagtcttacatcaagctacgttctaccttaaaacagactaagcgtaagta

L L 835 L L L L 840 L L L L 845 L L L L 850 L L L
Asp Glu Asn Pro Ser Ser Glu Cys Ser Ser Met GIn Asp Gly lle Leu Ser Asp Ser His Ser
Cry7Aa2_MB39 _NA311.1 >
Asp Glu Asn Pro Ser Ser Glu Cys Ser Ser Met GIn Asp Gly lle Leu Ser Asp Ser His Ser —)

ggatgaaaatccaagttcagaatgtagttcgatgcaagatggaattttgtctgattcgcattcat

2 « GGATGAAAATCCAAGTTCAGAATGTAGTTCGATGCAAGATGGAATTTTGTCTGATTCGCATTCAT
4 =« GGATGAAAATCCAAGTTCAGAATGTAGTTCGATGCAAGATGGAATTTTGTCTGATTCGCATTCAT

30 3240 3250 3260 3270 3280 3290

tttctcttaatatagatacaggttctatcaatcacaatgagaatttaggaatttgggtgttgttt

e o e o o o o

aaagagaattatatctatgtccaagatagttagtgttactcttaaatccttaaacccacaacaaa

L 855 L L L 860 L L L 865 L L L 870 L L L 875
Phe Ser Leu Asn lle Asp Thr Gly Ser lle Asn His Asn Glu Asn Leu Gly 1lle Trp Val Leu Phe
Cry7Aa2_MB39_NA311.1 >
Phe Ser Leu Asn lle Asp Thr Gly Ser Ille Asn His Asn Glu Asn Leu Gly Ile Trp Val Leu Phe —

tttctcttaatatagatacaggttctatcaatcacaatgagaatttaggaatttgggtgttgttt

2 « TTTCTCTTAATATAGATACAGGTTCTATCAATCACAATGAGAATTTAGGAATTTGGGTGTTGTTT
4 =« TTTCTCTTAATATAGATACAGGTTCTATCAATCACAATGAGAATTTAGGAATTTGGG

3300 3310 3320 3330 3340 3350

TestCry7Aa2 (David)

[ECCTART

aaaatttcgacattagaaggatatgcgaaatttggaaatctagaagtgattgaagatggcccagt

ttttaaagctgtaatcttcctatacgctttaaacctttagatcttcactaacttctaccgggtca

L L L L 880 L L L 885 L L L 890 L L L 895 . L
Lys lle Ser Thr Leu Glu Gly Tyr Ala Lys Phe Gly Asn Leu Glu Val lle Glu Asp Gly Pro Val
Cry7Aa2_MB39_NA311.1 >
Lys lle Ser Thr Leu Glu Gly Tyr Ala Lys Phe Gly Asn Leu Glu Val 1lle Glu Asp Gly Pro Val —

gctgtaatcttcctatacgc|
Cry7Aa2-seq-Rv
aaaatttcgacattagaaggatatgcgaaatttggaaatctagaagtgattgaagatggcccagt
2 « AAAATTTCGACATTAGAAGGATATGCGAAATTTGGAAATCTAGAAGTGATTGAAGATGGCCCAGT
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

360 3370 3380 3390 3400 3410 3420
PfIMI

AccB7I
Van9ll

TestCry7Aa2 (David)
ATTGGAGAAGCA |§SC|

tdttggagaagcattagcccgtgtgaaacgccaagaaacgaagtggagaaacaagttagcccaac

ataacctcttcgtaatcgggcacactttgcggttctttgcttcacctctttgttcaatcgggttg

L L 900 L L L L 905 L L L L 910 L L L L 915 L L L
lle Gly CGClu Ala Leu Ala Arg Val Lys Arg GIn Glu Thr Lys Trp Arg Asn Lys Leu Ala GIn

Cry7Aa2_MB39_NA311.1 >

lle Gly Glu Ala Leu Ala Arg Val Lys Arg GIn Glu Thr Lys Trp Arg Asn Lys Leu Ala GIn —

tattggagaagcattagcccgtgtgaaacgccaagaaacgaagtggagaaacaagttagcccaac
2 « TATTGGAGAAGCATTAGCCCGTGTGAAACGCCAAGAAACGAAGTGGAGAAACAAGTTAGCCCAAC

3430 3440 3450 3460 3470 3480

tgacaacggaaacacaagcgatttatacacgagcaaaacaagcgctggataatctttttgcgaat

e A man o  m e e e e e o e

actgttgcctttgtgttcgctaaatatgtgctcgttttgttcgcgacctattagaaaaacgctta

L 920 L L L L 925 L L L L 930 L L L L 935 L L L L 940
Leu Thr Thr Glu Thr GIn Ala lle Tyr Thr Arg Ala Lys GIn Ala Leu Asp Asn Leu Phe Ala Asn

Cry7Aa2_MB39_NA311.1 >

Leu Thr Thr Glu Thr GIn Ala lle Tyr Thr Arg Ala Lys GIn Ala Leu Asp Asn Leu Phe Ala Asn —

tgacaacggaaacacaagcgatttatacacgagcaaaacaagcgctggataatctttttgcgaat
2 « TGACAACGGAAACACAAGCGATTTATACACGAGCAAAACAAGCGCTGGATAATCTTTTTGCGAAT

190 3500 3510 3520 3530 3540 3550

gcacaagactctcacttaaaaagagatgttacatttgcggaaattgcggctgcaagaaagattgt

e e e

cgtgttctgagagtgaatttttctctacaatgtaaacgcctttaacgccgacgttctttctaaca

L L L L 945 L L L L 950 L L L L 955 L L L L 960 L L
Ala GIn Asp Ser His Leu Lys Arg Asp Val Thr Phe Ala Glu 1lle Ala Ala Ala Arg Lys lle Val

Cry7Aa2_MB39_NA311.1 >

Ala GIn Asp Ser His Leu Lys Arg Asp Val Thr Phe Ala Glu Ille Ala Ala Ala Arg Lys Ille Val —

gcacaagactctcacttaaaaagagatgttacatttgcggaaattgcggctgcaagaaagattgt
2 « GCACAAGACTCTCACTTAAAAAGAGATGTTACATTTGCGGAAATTGCGGCTGCAAGAAAGATTGT
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

3560 3570 3580 3590 3600 3610

ccaatcaatacgcgaagcgtatatgtcatggttatctgttgttccaggtgtaaatcaccctattt

A

ggttagttatgcgcttcgcatatacagtaccaatagacaacaaggtccacatttagtgggataaa

L L 965 L L L L 970 L L L L 975 L L L L 980 L L L
GIn Ser lle Arg Glu Ala Tyr Met Ser Trp Leu Ser Val Val Pro Gly Val Asn His Pro lle

Cry7Aa2_MB39_NA311.1 >

GlIn Ser lle Arg Glu Ala Tyr Met Ser Trp Leu Ser Val Val Pro Gly Val Asn His Pro lle —)

ccaatcaatacgcgaagcgtatatgtcatggttatctgttgttccaggtgtaaatcaccctattt
2 « CCAATCAATACGCGAAGCGTATATGTCATGGTTATCTGTTGTTCCAGGTGTAAATCACCCTATTT

20 3630 3640 3650 3660 3670 3680

ttacagagttaagtgggcgagtacaacgagcatttcaattatatgatgtacgaaatgttgtgcecgt

aatgtctcaattcacccgctcatgttgctcgtaaagttaatatactacatgctttacaacacgca

L 985 L L L L 990 L L L L 995 L L L 1000 L L 1005
Phe Thr Glu Leu Ser Gly Arg Val GIn Arg Ala Phe GIn Leu Tyr Asp Val Arg Asn Val Val Arg

Cry7Aa2_MB39_NA311.1 >

Phe Thr Glu Leu Ser Gly Arg Val GIn Arg Ala Phe GIn Leu Tyr Asp Val Arg Asn Val Val Arg —)

ttacagagttaagtgggcgagtacaacgagcatttcaattatatgatgtacgaaatgttgtgcgt
2 « TTACAGAGTTAAGTGGGCGAGTACAACGAGCATTTCAATTATATGATGTACGAAATGTTGTGCGT

3690 3700 3710 3720 3730 3740

aatggtcgattcctcaatggcttatccgattggattgtaacatctgacgtaaaggtacaagaaga

A

ttaccagctaaggagttaccgaataggctaacctaacattgtagactgcatttccatgttcttct

L L L 1010 L L 1015 L L 1020 L L 1025 L
Asn  Gly Arg Phe Leu Asn Gly Leu Ser Asp Trp lle Val Thr Ser Asp Val Lys Val GIn Glu Glu

Cry7Aa2_MB39_NA311.1 >

Asn GCly Arg Phe Leu Asn Cly Leu Ser Asp Trp lle Val Thr Ser Asp Val Lys Val GIn Glu Glu —)

aatggtcgattcctcaatggcttatccgattggattgtaacatctgacgtaaaggtacaagaaga
2 « AATGGTCGATTCCTCAATGGCTTATCCGATTGGATTGTAACATCTGACGTAAAGGTACAAGAAGA

’50 3760 3770 3780 3790 3800 3810

aaatgggaataacgtattagttcttaacaattgggatgcacaagtattacaaaacgtaaaactct

S B L B w2 B B o B a2 A e a2 o B e e

tttacccttattgcataatcaagaattgttaaccctacgtgttcataatgttttgcattttgaga

L 1030 L L 1035 L L L 1040 L L 1045 L L L
Asn  Gly Asn Asn Val Leu Val Leu Asn Asn Trp Asp Ala GIn Val Leu GIn Asn Val Lys Leu

Cry7Aa2_MB39_NA311.1 >

Asn Gly Asn Asn Val Leu Val Leu Asn Asn Trp Asp Ala GIn Val Leu GIn Asn Val Lys Leu —)

aaatgggaataacgtattagttcttaacaattgggatgcacaagtattacaaaacgtaaaactct

2 « AAATGGGAATAACGTATTAGTTCTTAACAATTGGGATGCACAAGTATTACAAAACGTAAAACTCT
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

3820 3830 3840 3850 3860 3870

Ptel
Paul
BsePI
BssHII

atcaagaccgtgggtatatcttacatgtaacagcgcgcaagataggaattggggaaggatatata

tagttctggcacccatatagaatgtacattgtcgcgcgttctatccttaaccccttcctatatat

1050 L L 1055 L L L 1060 L L 1065 L L L 1070
Tyr GIn Asp Arg Gly Tyr lle Leu His Val Thr Ala Arg Lys 1lle Gly 1lle Gly Glu Gly Tyr lle
Cry7Aa2_MB39_NA311.1 >
Tyr GIn Asp Arg Gly Tyr lle Leu His Val Thr Ala Arg Lys lle Gly 1lle Gly Glu Gly Tyr Ille —

atcaagaccgtgggtatatcttacatgtaacagcgcgcaagataggaattggggaaggatatata
2 « ATCAAGACCGTGGGTATATCTTACATGTAACAGCGCGCAAGATAGGAATTGGGGAAGGATATATA

380 3890 3900 3910 3920 3930 3940

acgattacggatgaagaagggcatacagatcaattgagatttactgcatgtgaagagattgatgc

tgctaatgcctacttcttcccgtatgtctagttaactctaaatgacgtacacttctctaactacg

L L L 1075 L L L . 1080 L L 1085 L L L 1090 L
Thr lle Thr Asp Glu Glu CGly His Thr Asp GIn Leu Arg Phe Thr Ala Cys Glu Glu Ile Asp Ala
Cry7Aa2_MB39_NA311.1 >
Thr lle Thr Asp Glu Glu Gly His Thr Asp GIn Leu Arg Phe Thr Ala Cys Glu Glu Ile Asp Ala —

acgattacggatgaagaagggcatacagatcaattgagatttactgcatgtgaagagattgatgc
2 « ACGATTACGGATGAAGAAGGGCATACAGATCAATTGAGATTTACTGCATGTGAAGAGATTGATGC

3950 3960 3970 3980 3990 4000

Nsil
Zsp2l
EcoT22I
Mph1103I

atctaatgcgtttatatccggttatattacaaaagaactggaattcttcccagatacagagaaag

e o e o e et o B o L

tagattacgcaaatataggccaatataatgttttcttgaccttaagaagggtctatgtctctttec

L 1095 L L 1100 L L 1105 L L 1110 L L
Ser Asn Ala Phe le Ser Gly Tyr lle Thr Lys Glu Leu Glu Phe Phe Pro Asp Thr Glu Lys
Cry7Aa2_MB39_NA311.1 >
Ser Asn Ala Phe lle Ser Gly Tyr |lle Thr Lys Glu Leu Glu Phe Phe Pro Asp Thr Glu Lys —

atctaatgcgtttatatccggttatattacaaaagaactggaattcttcccagatacagagaaag
2 * ATCTAATGCGTTTATATCCGGTTATATTACAAAAGAACTGGAATTCTTCCCAGATACAGAGAAAG
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

)10 4020 4030 4040 4050 4060 4070
tgcatatagaaataggcgaaacagaaggaatattcctggtagaaagtatagagttatttttgatyg

acgtatatctttatccgctttgtcttccttataaggaccatctttcatatctcaataaaaactac

1115 L L L 1120 L L 1125 L L L L1130 L L 1135
Val His lle Glu lle Gly Glu Thr Glu Gly 1lle Phe Leu Val Glu Ser lle Glu Leu Phe Leu Met
Cry7Aa2_MB39 _NA311.1 >
vVal His lle Glu lle Gly Glu Thr Glu Gly 1lle Phe Leu Val Glu Ser lle Glu Leu Phe Leu Met —)

: ; Cry7Aa2_His_Pstl_Rv

tgcatatagaaataggcgaaacagaaggaatattcctggtagaaagtatagagttatttttgatg
2 « TGCATATAGAAATAGGCGAAACAGAAGGAATATTCCTGGTAGAAAGTATAGAGTTATTTTTGATG

4080 4090 4100 4110 4120 4130

Pael
Bbul
rsﬂ Sphi

gaagagctatgtcatcatcatcatcatcattaactgcaggcatgcaagcttggcactggccgtcyg

e e
cttctcgatacagtagtagtagtagtagtaattgacgtccgtacgttcgaaccgtgaccggcage

L L L 1140 L L L 1145 L
Glu Glu Leu Cys His His His His His His [ |
Cry7Aa2_MB39_NA311.1 M13 fwd

1 L L L 5 L

His His His His His His [ |

| 6xHis >
Glu Glu Leu Cys His His His His His His [+ | —)

- B Thr Met Met Met Met Met Met Leu GIn Leu Cys Ala Leu Lys Ala Ser Ala Thr Thr

Cry7Aa2_His_Pstl_Rv

gaagagctatgtcatcatcatcatcatcattaactgcaggcatgcaagcttggcactggccgtcyg
2 =« GAAGAGCTATGTCATCATCATCATCATCATTAACTGCAGGCATGCAAGCTTGGCACTGGCCGTCG

140 4150 4160 4170 4180 4190 4200
ttttacaacgt cgtgactgggaaaaccctggcgttacccaacttaatcgccttgcagcacatcc
aaaatgttgca gcactgacccttttgggaccgcaatgggttgaattagcggaacgtcgtgtagg

M13 fwd

- Lys Cys Arg Arg Ser GIn Ser Phe Gly Pro Thr Val Trp Ser Leu Arg Arg Ala Ala Cys CGly

ttttacaacgt cgtgactgggaaaaccctggcgttacccaacttaatcgccttgcagcacatcc
2 « TTT-ACAACGTTCGTGACTGG
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

4210 4220 4230 4240 4250 4260

ccctttcgccagctggcgtaatagcgaagaggcccgcaccgatcgcccttcccaacagttgcgcea

A

gggaaagcggtcgaccgcattatcgcttctccgggcgtggctagcgggaagggttgtcaacgcegt
- Gly Lys Ala Leu GIn Arg Leu Leu Ser Ser Ala Arg Val Ser Arg Gly Glu Trp Cys Asn Arg Leu

ccctttcgccagctggcgtaatagcgaagaggcccgcaccgatcgcccttcccaacagttgcgca

4270 4280 4290 4300 4310 4320 4330

gcctgaatggcgaatggcgcctgatgcggtattttctccttacgcatctgtgcggtatttcacac

cggacttaccgcttaccgcggactacgccataaaagaggaatgcgtagacacgccataaagtgtg
- Arg Phe Pro Ser His Arg Arg lle Arg Tyr Lys Arg Arg Val Cys Arg His Pro Ile Glu Cys

gcctgaatggcgaatggcgcctgatgcggtattttctccttacgcatctgtgecggtatttcacac

4340 4350 4360 4370 4380 4390

cgcatatggtgcactctcagtacaatctgctctgatgccgcatagttaagccagccccgacaccce

o o e L L e E  m a

gcgtataccacgtgagagtcatgttagacgagactacggcgtatcaattcggtcggggctgtggg
- Arg Met

cgcatatggtgcactctcagtacaatctgctctgatgccgcatagttaagccagccccgacaccce

4400 4410 4420 4430 4440 4450 4460
gccaacacccgctgacgcgccctgacgggcttgtctgectcccggcatccgecttacagacaagcetyg
cggttgtgggcgactgcgcgggactgcccgaacagacgagggccgtaggcgaatgtctgttcgac

gccaacacccgctgacgcgccctgacgggcttgtctgctcccggcatccgcttacagacaagcetg

4470 4480 4490 4500 4510 4520
tgaccgtctccgggagctgcatgtgtcagaggttttcaccgtcatcaccgaaacgcgcgagacga

actggcagaggccctcgacgtacacagtctccaaaagtggcagtagtggctttgcgcgectctget

tgaccgtctccgggagctgcatgtgtcagaggttttcaccgtcatcaccgaaacgcgcgagacga

4530 4540 4550 4560 4570 4580 4590

Zral Aatll

aagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtttcttagacgtc

T o o o e S o o e o e e

ttcccggagcactatgcggataaaaatatccaattacagtactattattaccaaagaatctgcag

aagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggtttcttagacgtc
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

4600 4610 4620 4630 4640 4650

aggtggcacttttcggggaaatgtgcgcggaacccctatttgtttatttttctaaatacattcaa

A

tccaccgtgaaaagcccctttacacgcgccttggggataaacaaataaaaagatttatgtaagtt

aggtggcacttttcggggaaatgtgcgcggaacccctatttgtttatttttctaaatacattcaa

4660 4670 4680 4690 4700 4710 4720

atatgtatccgctcatgagacaataaccctgataaatgcttcaataatccatcctccaaagttgg

e o o o e S o o o s L R e

tatacataggcgagtactctgttattgggactatttacgaagttattaggtaggaggtttcaacc

atatgtatccgctcatgagacaataaccctgataaatgcttcaataatccatcctccaaagttgg

4730 4740 4750 4760 4770 4780

agagtgagttttatgtcgcaaatattaatgtttctggtgaaccttatcaaattttcgttgattta

A

tctcactcaaaatacagcgtttataattacaaagaccacttggaatagtttaaaagcaactaaat

agagtgagttttatgtcgcaaatattaatgtttctggtgaaccttatcaaattttcgttgattta

4790 4800 4810 4820 4830 4840 4850

atagaaacatagcggtaaaattagcagtaacttaatagaacggaaatgaaaaaagccactctcat

e o o o e S o o o s L R e

tatctttgtatcgccattttaatcgtcattgaattatcttgcctttacttttttcggtgagagta

atagaaacatagcggtaaaattagcagtaacttaatagaacggaaatgaaaaaagccactctcat

4860 4870 4880 4890 4900 4910

atgctattggctaccaacctttagcgagaatgacttaatcctgtacagccatacaggacttcgac

A

tacgataaccgatggttggaaatcgctcttactgaattaggacatgtcggtatgtcctgaagctyg

atgctattggctaccaacctttagcgagaatgacttaatcctgtacagccatacaggacttcgac

4920 4930 4940 4950 4960 4970 4980

Rrul
Nrul
BtuMI
Bsp68I

ttataagaggcgccaacctcaaataagttatttgccttgttttcgcgaacaaggcttattagata

L B o B T o It L o e L e B o T B

aatattctccgcggttggagtttattcaataaacggaacaaaagcgcttgttccgaataatctat

ttataagaggcgccaacctcaaataagttatttgccttgttttcgcgaacaaggcttattagata
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

4990 5000 5010 5020 5030 5040

Ahll
Bcul
Spel

cacctattgtaccgttactctacgaatatttcaactagtaattactagcattgtcatatacataa

A

gtggataacatggcaatgagatgcttataaagttgatcattaatgatcgtaacagtatatgtatt

cacctattgtaccgttactctacgaatatttcaactagtaattactagcattgtcatatacataa

5050 5060 5070 5080 5090 5100 5110
taaaacggatataaaagggcgttttctatacctagaagtcttgtaaatgtacagggcgtttagat

attttgcctatattttcccgcaaaagatatggatcttcagaacatttacatgtcccgcaaatcta

taaaacggatataaaagggcgttttctatacctagaagtcttgtaaatgtacagggcgtttagat

5120 5130 5140 5150 5160 5170

atagagaacgccctttttgtgttccgttccagtggaagctaccactttaaaaagatggtctagtg

A

tatctcttgcgggaaaaacacaaggcaaggtcaccttcgatggtgaaatttttctaccagatcac

atagagaacgccctttttgtgttccgttccagtggaagctaccactttaaaaagatggtctagtg

5180 5190 5200 5210 5220 5230 5240
tagccaatgcaggagagtacactcggatatcagttgtcgttgcattcaactgtctgacgtaagcg

atcggttacgtcctctcatgtgagcctatagtcaacagcaacgtaagttgacagactgcattcgce

tagccaatgcaggagagtacactcggatatcagttgtcgttgcattcaactgtctgacgtaagcyg

5250 5260 5270 5280 5290 5300

aggtaaaggacacaagccttgcataaaacaagcctacgggatgtaaatcctaataatgatgataa

A

tccatttcctgtgttcggaacgtattttgttcggatgccctacatttaggattattactactatt

aggtaaaggacacaagccttgcataaaacaagcctacgggatgtaaatcctaataatgatgataa

5310 5320 5330 5340 5350 5360 5370

ccaagacgttagcggcaaaaagtgttgggggttcaaaataagacatgattgtgcgactggagtta

ggttctgcaatcgccgtttttcacaacccccaagttttattctgtactaacacgctgacctcaat

ccaagacgttagcggcaaaaagtgttgggggttcaaaataagacatgattgtgcgactggagtta
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

5380 5390 5400 5410 5420 5430

aacagttactcgtaagcggcgatcatgacactgattcacggctattcttgtacaagctttattac

A

ttgtcaatgagcattcgccgctagtactgtgactaagtgccgataagaacatgttcgaaataatg

aacagttactcgtaagcggcgatcatgacactgattcacggctattcttgtacaagctttattac

5440 5450 5460 5470 5480 5490 5500

aaggatatgcgggttatatagcgaatcacccgaaagggaacggtgttgggcgtgagaaacgcacc

ttcctatacgcccaatatatcgcttagtgggctttcccttgccacaacccgcactctttgecgtgg

aaggatatgcgggttatatagcgaatcacccgaaagggaacggtgttgggcgtgagaaacgcacc

5510 5520 5530 5540 5550 5560
BsiwI

PsplLlI
Pf12311

gtacggcgcaatacaatgccaataagctatatacggacggtatagtagttttgtaagctataacc

A

catgccgcgttatgttacggttattcgatatatgcctgccatatcatcaaaacattcgatattgg

gtacggcgcaatacaatgccaataagctatatacggacggtatagtagttttgtaagctataacc

5570 5580 5590 5600 5610 5620 5630

gtttgtcgtcaatgcaaccaatctcaattcgagacctcggcatctaagccagtacgaatgagtgg

e o o o e S o o o s L R e

caaacagcagttacgttggttagagttaagctctggagccgtagattcggtcatgcttactcacc

gtttgtcgtcaatgcaaccaatctcaattcgagacctcggcatctaagccagtacgaatgagtgg

5640 5650 5660 5670 5680 5690

gcgttttaacctcgtaaattttcaacaggggttactatgcccaaaactacattcagatttcctaa

A

cgcaaaattggagcatttaaaagttgtccccaatgatacgggttttgatgtaagtctaaaggatt

gcgttttaacctcgtaaattttcaacaggggttactatgcccaaaactacattcagatttcctaa

5700 5710 5720 5730 5740 5750 5760

caaactcgccagtatgaaaaccttaagaccttaaagtcaagggatttgaaggattttaacctcga

gtttgagcggtcatacttttggaattctggaatttcagttccctaaacttcctaaaattggagcet

caaactcgccagtatgaaaaccttaagaccttaaagtcaagggatttgaaggattttaacctcga
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

5770 5780 5790 5800 5810 5820
ttagcaaaaaatgtagagtactgaagcaactaccattaactaagatagtgggggattgaggaaga

aatcgttttttacatctcatgacttcgttgatggtaattgattctatcaccccctaactccttcet

ttagcaaaaaatgtagagtactgaagcaactaccattaactaagatagtgggggattgaggaaga

5830 5840 5850 5860 5870 5880 5890

atccagagctgtttaaatcaagtgaaagacaagatgaaattaaaagaatagtgaaagatagggga

e o o o e S o o o s L R e

taggtctcgacaaatttagttcactttctgttctactttaattttcttatcactttctatcccct

atccagagctgtttaaatcaagtgaaagacaagatgaaattaaaagaatagtgaaagatagggga

5900 5910 5920 5930 5940 5950
gtggttctctatgagaaaggaaatggctagagaacaaaggcagcggtttattgatctattgttag

caccaagagatactctttcctttaccgatctcttgtttccgtcgccaaataactagataacaatc

gtggttctctatgagaaaggaaatggctagagaacaaaggcagcggtttattgatctattgttag

5960 5970 5980 5990 6000 6010 6020

actttatggtaaagaatcctcatttatttgttaatggtacagaggatgaaagtaataatgttgtt

e o o o e S o o o s L R e

tgaaataccatttcttaggagtaaataaacaattaccatgtctcctactttcattattacaacaa

actttatggtaaagaatcctcatttatttgttaatggtacagaggatgaaagtaataatgttgtt

6030 6040 6050 6060 6070 6080

acaaaatgtaatagtgatattaaagaggttgcggagtcatatttaactcttttatagtgagaggg

A

tgttttacattatcactataatttctccaacgcctcagtataaattgagaaaatatcactctccc

acaaaatgtaatagtgatattaaagaggttgcggagtcatatttaactcttttatagtgagaggg

6090 6100 6110 6120 6130 6140 6150

ttaaaactaattaatatgtattaaggcccaatgttggaattattgtatttcactaggcaacctac

aattttgattaattatacataattccgggttacaaccttaataacataaagtgatccgttggatg

ttaaaactaattaatatgtattaaggcccaatgttggaattattgtatttcactaggcaacctac
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

6160 6170 6180 6190 6200 6210

ttactaaaagtaagattatccattagtggatgttataatattgggttttttaacacaataatcat

A

aatgattttcattctaataggtaatcacctacaatattataacccaaaaaattgtgttattagta

ttactaaaagtaagattatccattagtggatgttataatattgggttttttaacacaataatcat

6220 6230 6240 6250 6260 6270 6280

cgcctttcggtgtcgtttgatagaaaagtaaccattagcgatgaaaaagtcaatataaaaagcca

e o o o e S o o o s L R e

gcggaaagccacagcaaactatcttttcattggtaatcgctactttttcagttatatttttcggt

cgcctttcggtgtcgtttgatagaaaagtaaccattagcgatgaaaaagtcaatataaaaagcca

6290 6300 6310 6320 6330 6340
tccgtaaaaaacggatggcttaccgtacataggatcgttggtagggcggcgtatcctacatctcet

aggcattttttgcctaccgaatggcatgtatcctagcaaccatcccgccgcataggatgtagaga

tccgtaaaaaacggatggcttaccgtacataggatcgttggtagggcggcgtatcctacatctct

6350 6360 6370 6380 6390 6400 6410
ggtaacttacctagccaatcaaatgcttgagaacggcggttagataagcgcgtggggaacctttc

ccattgaatggatcggttagtttacgaactcttgccgccaatctattcgcgcaccccttggaaag

ggtaacttacctagccaatcaaatgcttgagaacggcggttagataagcgcgtggggaacctttce

6420 6430 6440 6450 6460 6470

ccacctcaaagatcctatatcattattatgttactttctacaggtagtataccatgttcttatat

A

ggtggagtttctaggatatagtaataatacaatgaaagatgtccatcatatggtacaagaatata

ccacctcaaagatcctatatcattattatgttactttctacaggtagtataccatgttcttatat

6480 6490 6500 6510 6520 6530 6540

tttagtaaactccccgttagcttaacaggtctttgtaagcaattaaacgtccactattcaatcgt

aaatcatttgaggggcaatcgaattgtccagaaacattcgttaatttgcaggtgataagttagca
- Ser Leu Leu Asp Lys Tyr Ala Ille Leu Arg Gly Ser Asn Leu Arg

tttagtaaactccccgttagcttaacaggtctttgtaagcaattaaacgtccactattcaatcgt
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

6550 6560 6570 6580 6590 6600

ctttggattttcgcaggaccgttttttagatcgaacatagttgataagaacaaataaccgcttgg
gaaacctaaaagcgtcctggcaaaaaatctagcttgtatcaactattcttgtttattggcgaacc

4= Arg GIn lle Lys Ala Pro Gly Asn Lys Leu Asp Phe Met Thr Ser Leu Phe Leu Tyr Gly Ser Pro

ctttggattttcgcaggaccgttttttagatcgaacatagttgataagaacaaataaccgcttgg

6610 6620 6630 6640 6650 6660 6670

gtccaactttatagcaattagtatatggtcatttaaaatctttaccaattcaacgctattaggtt

caggttgaaatatcgttaatcatataccagtaaattttagaaatggttaagttgcgataatccaa

4= Asp leu Lys lle Ala lle Leu Ille His Asp Asn Leu lle Lys Val Leu Glu Val Ser Asn Pro Glu

gtccaactttatagcaattagtatatggtcatttaaaatctttaccaattcaacgctattaggtt

6680 6690 6700 6710 6720 6730
Psyl
PfIFI
Aspl
Tth111l
ctttaggattttgcccgacatagtcggggtgttcaacgatatcttttatgtgcgatgaatatttt

gaaatcctaaaacgggctgtatcagccccacaagttgctatagaaaatacacgctacttataaaa
- Lys Pro Asn GIn Gly Vval Tyr Asp Pro His Glu Vval 1lle Asp Lys |lle His Ser Ser Tyr Lys

ctttaggattttgcccgacatagtcggggtgttcaacgatatcttttatgtgcgatgaatatttt

6740 6750 6760 6770 6780 6790 6800

tcataaataccaggatgttgtttctttacgtgctttataaatccgggaaacatttttacatcgtt

agtatttatggtcctacaacaaagaaatgcacgaaatatttaggccctttgtaaaaatgtagcaa

Met Leu Phe Leu Tyr Val Leu Tyr Lys Ser Gly Lys His Phe Tyr lle Val —
4= Glu Tyr lle Gly Pro His GIn Lys Lys Val His Lys Ille Phe Gly Pro Phe Met

tcataaataccaggatgttgtttctttacgtgctttataaatccgggaaacatttttacatcgtt

6810 6820 6830 6840 6850 6860
agaagtgcaagtcaagttatatgtatctataatgatttgtggaagttttgccacaacagttggtt

tcttcacgttcagttcaatatacatagatattactaaacaccttcaaaacggtgttgtcaaccaa

Arg Ser Ala Ser GIn Val lle Cys lle Tyr Asn Asp Leu Trp Lys Phe Cys His Asn Ser Trp Phe —

agaagtgcaagtcaagttatatgtatctataatgatttgtggaagttttgccacaacagttggtt
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

6870 6880 6890 6900 6910 6920 6930

tatttacaatcttttttttattagccgtcaaatttctccctcatctcgtctctttatatctttat

ataaatgttagaaaaaaaataatcggcagtttaaagagggagtagagcagagaaatatagaaata
lle Tyr Asn Leu Phe Phe lle Ser Arg GIn lle Ser Pro Ser Ser Arg Leu Phe lle Ser Leu —)

tatttacaatcttttttttattagccgtcaaatttctccctcatctcgtctctttatatctttat

6940 6950 6960 6970 6980 6990

tttatcataaaggagtatttgaaccgtcgcgcgggacaggtttatgatagggatattttattgaa

aaatagtatttcctcataaacttggcagcgcgccctgtccaaatactatccctataaaataactt
Phe Tyr His Lys Gly Val Phe Glu Pro Ser Arg Gly Thr Gly Leu —

tttatcataaaggagtatttgaaccgtcgcgcgggacaggtttatgatagggatattttattgaa

7000 7010 7020 7030 7040 7050 7060
taattgatggtataagggactttcatgcttggaaagtggggattatgaattagatgcttgtccac

attaactaccatattccctgaaagtacgaacctttcacccctaatacttaatctacgaacaggtg

taattgatggtataagggactttcatgcttggaaagtggggattatgaattagatgcttgtccac

7070 7080 7090 7100 7110 7120

aatatgttccaatgtaattaaaatttatgttcccaccttgaccaaacatcacgtccatacttaaa

ttatacaaggttacattaattttaaatacaagggtggaactggtttgtagtgcaggtatgaattt

aatatgttccaatgtaattaaaatttatgttcccaccttgaccaaacatcacgtccatacttaaa

7130 7140 7150 7160 7170 7180 7190
tcgtccctcctttaataggtaaaatattaatttaccttaataaaaaaataatggataatagtatt

T o o o e S e E e e

agcagggaggaaattatccattttataattaaatggaattatttttttattacctattatcataa
Met Asp Asn Ser |lle -

tcgtccctcctttaataggtaaaatattaatttaccttaataaaaaaataatggataatagtatt

7200 7210 7220 7230 7240 7250
cgtctgaatttatataatcagggggaactattgatgctggggatactatttacagcggcgccatc

gcagacttaaatatattagtcccccttgataactacgacccctatgataaatgtcgccgcggtag
Arg Leu Asn Leu Tyr Asn GIn Gly Glu Leu Leu Met Leu Gly |Ille Leu Phe Thr Ala Ala Pro Ser —)

cgtctgaatttatataatcagggggaactattgatgctggggatactatttacagcggcgccatec
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

7260 7270 7280 7290 7300 7310 7320
tactgatgtcgtaaaggatttgcaagataaagttatatcattgcaggatcatgaggtagcgtttt

atgactacagcatttcctaaacgttctatttcaatatagtaacgtcctagtactccatcgcaaaa
Thr Asp Val Val Lys Asp Leu GIn Asp Lys Val lle Ser Leu GIn Asp His Glu Val Ala Phe —)

tactgatgtcgtaaaggatttgcaagataaagttatatcattgcaggatcatgaggtagcgtttt

7330 7340 7350 7360 7370 7380

tgaacaccacgatatctaatatgttaacagcagtaggtattggagtggcaattataacggcggtt

acttgtggtgctatagattatacaattgtcgtcatccataacctcaccgttaatattgccgccaa
Leu Asn Thr Thr lle Ser Asn Met Leu Thr Ala Val Gly lle Gly Val Ala Ille lle Thr Ala Val —

tgaacaccacgatatctaatatgttaacagcagtaggtattggagtggcaattataacggcggtt

7390 7400 7410 7420 7430 7440 7450
tttacagcagcgtttgcttatgttacatattctaataagcgtgctaaaaagaatatggacgaggc

aaatgtcgtcgcaaacgaatacaatgtataagattattcgcacgatttttcttatacctgctccg

Phe Thr Ala Ala Phe Ala Tyr Val Thr Tyr Ser Asn Lys Arg Ala Lys Lys Asn Met Asp Glu Ala —

tttacagcagcgtttgcttatgttacatattctaataagcgtgctaaaaagaatatggacgaggc

7460 7470 7480 7490 7500 7510
tagtagaaaattagaagaagcagaaagtaaagtttctgtgctagaggagaaaagcgctcaattgg

atcatcttttaatcttcttcgtctttcatttcaaagacacgatctcctcttttcgcgagttaacc
Ser Arg Lys Leu Glu Glu Ala Glu Ser Lys Val Ser Val Leu Glu Glu Lys Ser Ala GIn Leu —)

tagtagaaaattagaagaagcagaaagtaaagtttctgtgctagaggagaaaagcgctcaattgg

7520 7530 7540 7550 7560 7570 7580

BamHI

agaggaagattcttgaagctgaacaactcttagctgatgccaattctatttctaatgtgggatcc
tctccttctaagaacttcgacttgttgagaatcgactacggttaagataaagattacaccctagg

Glu Arg Lys lle Leu Glu Ala Glu GIn Leu Leu Ala Asp Ala Asn Ser lle Ser Asn Val Gly Ser —

agaggaagattcttgaagctgaacaactcttagctgatgccaattctatttctaatgtgggatcc
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7590 7600 7610 7620 7630 7640
Bsgl
ccttagaagcaaacttaagagtgtgttgatagtgcagtatcttaaaattttgtgtataataggaa

e e e e

ggaatcttcgtttgaattctcacacaactatcacgtcatagaattttaaaacacatattatcctt

Pro H —

ccttagaagcaaacttaagagtgtgttgatagtgcagtatcttaaaattttgtgtataataggaa

7650 7660 7670 7680 7690 7700 7710

ttgaagttaaattagatgctaaaaatttgtaattaagaaggagggattcgtcatgttggtattcec

T o o o e S e E e e

aacttcaatttaatctacgatttttaaacattaattcttcctccctaagcagtacaaccataagg

ttgaagttaaattagatgctaaaaatttgtaattaagaaggagggattcgtcatgttggtattcec

7720 7730 7740 7750 7760 7770

aaatgcgtaatgtagataaaacatctactgttttgaaacagactaaaaacagtgattacgcagat

tttacgcattacatctattttgtagatgacaaaactttgtctgatttttgtcactaatgcgtcta

aaatgcgtaatgtagataaaacatctactgttttgaaacagactaaaaacagtgattacgcagat

7780 7790 7800 7810 7820 7830 7840

aaataaatacgttagattaattcctaccagtgactaatcttatgactttttaaacagataactaa

T o o o e S e E e e

tttatttatgcaatctaattaaggatggtcactgattagaatactgaaaaatttgtctattgatt

aaataaatacgttagattaattcctaccagtgactaatcttatgactttttaaacagataactaa

7850 7860 7870 7880 7890 7900

aattacaaacaaatcgtttaacttctgtatttatttacagatgtaatcacttcaggagtaattac

A e A

ttaatgtttgtttagcaaattgaagacataaataaatgtctacattagtgaagtcctcattaatg

aattacaaacaaatcgtttaacttctgtatttatttacagatgtaatcacttcaggagtaattac

7910 7920 7930 7940 7950 7960 7970

atgaacaaaaatataaaatattctcaaaactttttaacgagtgaaaaagtactcaaccaaataat

T o o o e S e E e e

tacttgtttttatattttataagagttttgaaaaattgctcactttttcatgagttggtttatta
Met Asn Lys Asn lle Lys Tyr Ser GIn Asn Phe Leu Thr Ser Glu Lys Val Leu Asn GIln lle lle —

atgaacaaaaatataaaatattctcaaaactttttaacgagtgaaaaagtactcaaccaaataat
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7980 7990 8000 8010 8020 8030

aaaacaattgaatttaaaagaaaccgataccgtttacgaaattggaacaggtaaagggcatttaa

A

ttttgttaacttaaattttctttggctatggcaaatgctttaaccttgtccatttcccgtaaatt
Lys GIn Leu Asn Leu Lys Glu Thr Asp Thr Val Tyr Glu 1lle Gly Thr Gly Lys Gly His Leu —)

aaaacaattgaatttaaaagaaaccgataccgtttacgaaattggaacaggtaaagggcatttaa

8040 8050 8060 8070 8080 8090 8100

cgacgaaactggctaaaataagtaaacaggtaacgtctattgaattagacagtcatctattcaac

T o o o e S o o e o e e

gctgctttgaccgattttattcatttgtccattgcagataacttaatctgtcagtagataagttg
Thr Thr Lys Leu Ala Lys lle Ser Lys GIn Val Thr Ser Ile Glu Leu Asp Ser His Leu Phe Asn —

cgacgaaactggctaaaataagtaaacaggtaacgtctattgaattagacagtcatctattcaac

8110 8120 8130 8140 8150 8160

ttatcgtcagaaaaattaaaactgaacattcgtgtcactttaattcaccaagatattctacagtt

o o e L L e E  m a

aatagcagtctttttaattttgacttgtaagcacagtgaaattaagtggttctataagatgtcaa
Leu Ser Ser Glu Lys Leu Lys Leu Asn lle Arg Val Thr Leu lle His Gln Asp Ile Leu GIn Phe —

ttatcgtcagaaaaattaaaactgaacattcgtgtcactttaattcaccaagatattctacagtt

8170 8180 8190 8200 8210 8220 8230

tcaattccctaacaaacagaggtataaaattgttgggagtattccttaccatttaagcacacaaa

A

agttaagggattgtttgtctccatattttaacaaccctcataaggaatggtaaattcgtgtgttt
Gln Phe Pro Asn Lys GIn Arg Tyr Lys 1lle Val Gly Ser |Ile Pro Tyr His Leu Ser Thr GIn —)

tcaattccctaacaaacagaggtataaaattgttgggagtattccttaccatttaagcacacaaa

8240 8250 8260 8270 8280 8290

ttattaaaaaagtggtttttgaaagccatgcgtctgacatctatctgattgttgaagaaggattc

e e e e

aataattttttcaccaaaaactttcggtacgcagactgtagatagactaacaacttcttcctaag
lle lle Lys Lys Val Val Phe Glu Ser His Ala Ser Asp lle Tyr Leu lle Val Glu Glu Gly Phe —

ttattaaaaaagtggtttttgaaagccatgcgtctgacatctatctgattgttgaagaaggattc
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8300 8310 8320 8330 8340 8350 8360

tacaagcgtaccttggatattcaccgaacactagggttgctcttgcacactcaagtctcgattca

A

atgttcgcatggaacctataagtggcttgtgatcccaacgagaacgtgtgagttcagagctaagt
Tyr Lys Arg Thr Leu Asp |lle His Arg Thr Leu Gly Leu Leu Leu His Thr GIn Val Ser Ille GIn —)

tacaagcgtaccttggatattcaccgaacactagggttgctcttgcacactcaagtctcgattca

8370 8380 8390 8400 8410 8420

gcaattgcttaagctgccagcggaatgctttcatcctaaaccaaaagtaaacagtgtcttaataa

e e e e

cgttaacgaattcgacggtcgccttacgaaagtaggatttggttttcatttgtcacagaattatt
GIn Leu Leu Lys Leu Pro Ala Glu Cys Phe His Pro Lys Pro Lys Val Asn Ser Val Leu Ille —

gcaattgcttaagctgccagcggaatgctttcatcctaaaccaaaagtaaacagtgtcttaataa

8430 8440 8450 8460 8470 8480 8490

SnaBI
BstSNI
Xcml Ecol05I

aacttacccgccataccacagatgttccagataaatattggaagctatatacgtactttgtttca

T o o o e S e E e e

ttgaatgggcggtatggtgtctacaaggtctatttataaccttcgatatatgcatgaaacaaagt
Lys Leu Thr Arg His Thr Thr Asp Val Pro Asp Lys Tyr Trp Lys Leu Tyr Thr Tyr Phe Val Ser —

aacttacccgccataccacagatgttccagataaatattggaagctatatacgtactttgtttca

8500 8510 8520 8530 8540 8550

aaatgggtcaatcgagaatatcgtcaactgtttactaaaaatcagtttcatcaagcaatgaaaca

A

tttacccagttagctcttatagcagttgacaaatgatttttagtcaaagtagttcgttactttgt
Lys Trp Val Asn Arg Glu Tyr Arg GIn Leu Phe Thr Lys Asn GIn Phe His GIn Ala Met Lys His —)

aaatgggtcaatcgagaatatcgtcaactgtttactaaaaatcagtttcatcaagcaatgaaaca

8560 8570 8580 8590 8600 8610 8620

cgccaaagtaaacaatttaagtaccattacttatgagcaagtattgtctatttttaatagttatc

T o o o e S o o e o e e

gcggtttcatttgttaaattcatggtaatgaatactcgttcataacagataaaaattatcaatag
Ala Lys Val Asn Asn Leu Ser Thr le Thr Tyr Glu GIn Val Leu Ser lle Phe Asn Ser Tyr —
Met Ser Lys Tyr Cys Leu Phe Leu lle Val Ille —

cgccaaagtaaacaatttaagtaccattacttatgagcaagtattgtctatttttaatagttatc
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8630 8640 8650 8660 8670 8680

tattatttaacgggaggaaataattctatgagtcgcttttttaaatttggaaagttacacgttac
ataataaattgccctcctttattaagatactcagcgaaaaaatttaaacctttcaatgtgcaatg
Leu Leu Phe Asn Gly Arg Lys

—

Tyr Tyr Leu Thr Gly Gly Asn Asn Ser Met Ser Arg Phe Phe Lys Phe Gly Lys Leu His Val Thr —
tattatttaacgggaggaaataattctatgagtcgcttttttaaatttggaaagttacacgttac

8690 8700 8710 8720 8730 8740 8750

PspPPI
Psp5ll
|PpuMI
taaagggaatggagataaattattagatatactactgacagcttccaagaagctaaagaggtccc
atttcccttacctctatttaataatctatatgatgactgtcgaaggttcttcgatttctccaggg

Lys Gly Asn Gly Asp Lys Leu Leu Asp |lle Leu Leu Thr Ala Ser Lys Lys Leu Lys Arg Ser —

taaagggaatggagataaattattagatatactactgacagcttccaagaagctaaagaggtccc

8760 8770 8780 8790 8800 8810
tagcgcctacggggaatttgtatcggggtacattgaaaaaggaagagtatgagtattcaacattt

atcgcggatgccccttaaacatagccccatgtaactttttccttctcatactcataagttgtaaa

1 . .5
Met Ser lle GIn His Phe
[ signal sequence >
AmpR

Met Ser lle GIn His Phe —)
Leu Ala Pro Thr Gly Asn Leu Tyr Arg Gly Thr Leu Lys Lys Glu Glu Tyr Glu Tyr Ser Thr Phe —

tagcgcctacggggaatttgtatcggggtacattgaaaaaggaagagtatgagtattcaacattt

8820 8830 8840 8850 8860 8870 8880

ccgtgtcgcccttattcccttttttgecggcattttgecttcctgtttttgectcacccagaaacgce

e e e
ggcacagcgggaataagggaaaaaacgccgtaaaacggaaggacaaaaacgagtgggtctttgcg

L L L 10 L L L L 15 L L L L 20 L L L L 25 L L
Arg Val Ala Leu lle Pro Phe Phe Ala Ala Phe Cys Leu Pro Val Phe Ala His Pro Glu Thr
signal sequence 1 >
AmpR

Arg Val Ala Leu lle Pro Phe Phe Ala Ala Phe Cys Leu Pro Val Phe Ala His

Pro Glu Thr —_—)
Pro Cys Arg Pro Tyr Ser Leu Phe Cys Gly 1lle Leu Pro Ser Cys Phe Cys Ser

Pro Arg Asn Ala -_—

ccgtgtcgcccttattcccttttttgecggcattttgecttcctgtttttgectcacccagaaacgce
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8890 8900

8910 8920 8930 8940

tggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctc
PRI T SR T S S A S T TN ST TN S S T ST N N ST R S MU N SN NS A I E A B ..
-+t ++++1++++ "+ttt

I BRI A SR A
LI B B e e
accactttcattttctacgacttctagtcaacccacgtgctcacccaatgtagcttgacctagag
L L 30 L L L L 35 L L L L 40 L L L L 45 L L

Leu Val Lys Val Lys Asp Ala Glu Asp GIn Leu Gly Ala Arg Val Gly Tyr

lle Glu Leu Asp Leu
AmpR

Asp GIn Leu Gly Ala Arg Val Gly Tyr |lle Glu Leu
Gly Glu Ser Lys Arg Cys H

Leu Val Lys Val Lys Asp Ala Glu

Asp Leu -—)

tggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctc

8950 8960 8970 8980 8990 9000 9010

aacagcggtaagatccttgagagttttcgccccgaagaacgttttccaatgatgagcacttttaa
PR I SR N N N A A |

1
ttgtcgccattctaggaactctcaaaagcggggcttcttgcaaaaggttactactcgtgaaaatt
50

L L L L 55 L L L L 60 L L L L 65 L L L L 70 L
Asn Ser Gly Lys 1lle Leu Glu Ser Phe Arg Pro Glu Glu Arg Phe Pro Met Met Ser Thr Phe Lys
AmpR

Asn Ser Gly Lys lle Leu Glu Ser Phe Arg

Pro Glu Glu Arg Phe Pro Met Met

Ser Thr Phe Lys —

aacagcggtaagatccttgagagttttcgccccgaagaacgttttccaatgatgagcacttttaa

9020 9030

9040 9050 9060 9070

agttctgctatgtggcgcggtattatcccgtattgacgccgggcaagagcaactcggtcgccgca
MEEEE B E BT AR M B AU IR I BRI e
L L DL L BN L B

A
tcaagacgatacaccgcgccataatagggcataactgcggcccgttctcgttgagccagcggcegt

L L L 75 L L L L 80 L
Val Leu Leu Cys Gly Ala Val

1

L L 85 L L L L 90 L L
Leu Ser Arg lle Asp Ala Gly GIn Glu GIn Leu Gly Arg Arg

AmpR

Val Leu Leu Cys Gly Ala Val Leu Ser Arg |lle Asp Ala CGCly GIn Glu Gln Leu Gly Arg Arg

agttctgctatgtggcgcggtattatcccgtattgacgccgggcaagagcaactcggtcgccgca

9080 9090 9100

9110 9120 9130 9140

tacactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggc
e b I B I EA A AT SN A B SN S AT SN |
L L LR UL L LR L B

T
atgtgataagagtcttactgaaccaactcatgagtggtcagtgtcttttcgtagaatgcctaccg
L L 95 L L L L 100 L L 105 L L 110 L L
lle His Tyr Ser GIn Asn Asp Leu Val

Glu Tyr Ser Pro Val Thr Glu Lys His Leu Thr Asp Gly

AmpR

lle His Tyr Ser GIn Asn Asp Leu Val Glu Tyr Ser Pro Val Thr Glu Lys His Leu Thr Asp Gly —

tacactattctcagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggc

Printed from SnapGene®: 16 May 2019 13:38

Page 33



pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

9150 9160 9170 9180 9190 9200

atgacagtaagagaattatgcagtgctgccataaccatgagtgataacactgcggccaacttact
tactgtcattctcttaatacgtcacgacggtattggtactcactattgtgacgccggttgaatga

115 L L L L 120 L L L L 125 L L L L 130 L L L L 135 L
Met Thr Val Arg Glu Leu Cys Ser Ala Ala lle Thr Met Ser Asp Asn Thr Ala Ala Asn Leu Leu

>

Met Thr Val Arg Glu Leu Cys Ser Ala Ala lle Thr Met Ser Asp Asn Thr Ala Ala Asn Leu Leu —

AmpR
atgacagtaagagaattatgcagtgctgccataaccatgagtgataacactgcggccaacttact

9210 9220 9230 9240 9250 9260 9270

tctgacaacgatcggaggaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaa

agactgttgctagcctcctggcttcctcgattggcgaaaaaacgtgttgtaccccctagtacatt

L L L 140 L L L 145 L L L 150 L L L 155 L
Leu Thr Thr lle Gly Gly Pro Lys Glu Leu Thr Ala Phe Leu His Asn Met Gly Asp His Val

>

Leu Thr Thr lle Gly Gly Pro Lys Glu Leu Thr Ala Phe Leu His Asn Met Gly Asp His Val —
- B Thr Val

AmpR

tctgacaacgatcggaggaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaa

9280 9290 9300 9310 9320 9330
ctcgccttgatcgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacg

gagcggaactagcaacccttggcctcgacttacttcggtatggtttgectgectcgcactgtggtge

L L 160 L L L 165 L L L 170 L L L 175 L L L
Thr Arg Leu Asp Arg Trp Glu Pro Glu Leu Asn Glu Ala 1lle Pro Asn Asp Glu Arg Asp Thr Thr

>

AmpR
Thr Arg Leu Asp Arg Trp Glu Pro Glu Leu Asn Glu Ala lle Pro Asn Asp Glu Arg Asp Thr Thr —
- Arg Arg Ser Arg GIn Ser Cly Ser Ser Phe Ser Ala Met Gly Phe Ser Ser Arg Ser Val Val

ctcgccttgatcgttgggaaccggagctgaatgaagccataccaaacgacgagcgtgacaccacg

9340 9350 9360 9370 9380 9390 9400

atgcctgtagcaatggcaacaacgttgcgcaaactattaactggcgaactacttactctagcttc
tacggacatcgttaccgttgttgcaacgcgtttgataattgaccgcttgatgaatgagatcgaag

180 1 1 1 1 185 1 1 1 1 190 1 1 1 1 195 1 1 1 1 200 1
Met Pro Val Ala Met Ala Thr Thr Leu Arg Lys Leu Leu Thr Gly Glu Leu Leu Thr Leu Ala Ser

>

Met Pro Val Ala Met Ala Thr Thr Leu Arg Lys Leu Leu Thr Gly Glu Leu Leu Thr Leu Ala Ser —)
&= lle Gly Thr Ala 1lle Ala Val Val Asn Arg Leu Ser Asn Val Pro Ser Ser Ser Val Arg Ala Glu

AmpR

atgcctgtagcaatggcaacaacgttgcgcaaactattaactggcgaactacttactctagcttc
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9410 9420 9430 9440 9450 9460

ccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgctcggccce

ggccgttgttaattatctgacctacctccgcctatttcaacgtcctggtgaagacgcgagccggg

L L L 205 L L L L 210 L L L L 215 L L L L 220 L L
Arg Gln GIn Leu lle Asp Trp Met Glu Ala Asp Lys Val Ala Gly Pro Leu Leu Arg Ser Ala

>

Arg GIn GIn Leu lle Asp Trp Met Glu Ala Asp Lys Val Ala Gly Pro Leu Leu Arg Ser Ala —

AmpR

- Arg Cys Cys Asn lle Ser GIn lle Ser Ala Ser Leu Thr Ala Pro Gly Ser Arg Arg Glu Ala Arg

ccggcaacaattaatagactggatggaggcggataaagttgcaggaccacttctgcgctcggccce

9470 9480 9490 9500 9510 9520 9530

BssAl
BsrFl
Cfriol
|Bse118I

ttccggctggctggtttattgctgataaatctggagccggtgagecgtgggtctcgecggtatcatt

aaggccgaccgaccaaataacgactatttagacctcggccactcgcacccagagcgccatagtaa

L L 225 L L L L 230 L L L L 235 L L L L 240 L L L L
Leu Pro Ala Gly Trp Phe lle Ala Asp Lys Ser Gly Ala Gly Glu Arg Gly Ser Arg Gly Ille lle

>

AmpR
Leu Pro Ala Gly Trp Phe lle Ala Asp Lys Ser Gly Ala Gly Glu Arg Gly Ser Arg Gly Ille lle —
- Gly Ala Pro GIn Asn le Ala Ser Leu Asp Pro Ala Pro Ser Arg Pro Asp Arg Pro lle Met

ttccggctggctggtttattgctgataaatctggagccggtgagecgtgggtctcgecggtatcatt

9540 9550 9560 9570 9580 9590

Dril

Ahdl
AspEl
BmeRI
Eam1105I

gcagcactggggccagatggtaagccctcccgtatcgtagttatctacacgacggggagtcagge

cgtcgtgaccccggtctaccattcgggagggcatagcatcaatagatgtgctgecccctcagtcceg

245 L L L 250 L L L 255 L L L 260 L L L 265
Ala Ala Leu Gly Pro Asp Gly Lys Pro Ser Arg 1lle Val Val lle Tyr Thr Thr Gly Ser GIn Ala

>

Ala Ala Leu Gly Pro Asp Gly Lys Pro Ser Arg 1lle Val Val 1lle Tyr Thr Thr Gly Ser GIn Ala —

AmpR

gcagcactggggccagatggtaagccctcccgtatcgtagttatctacacgacggggagtcaggec
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9600 9610 9620 9630 9640 9650 9660

aactatggatgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaac

ttgatacctacttgctttatctgtctagcgactctatccacggagtgactaattcgtaaccattyg

L L L 270 L L L L 275 L L L L 280 L L L L 285 L L
Thr Met Asp Glu Arg Asn Arg GIn lle Ala Glu 1lle Gly Ala Ser Leu lle Lys His Trp ®
AmpR
Thr Met Asp Glu Arg Asn Arg GIn lle Ala Glu 1lle Gly Ala Ser Leu lle Lys His Trp H —

aactatggatgaacgaaatagacagatcgctgagataggtgcctcactgattaagcattggtaac

9670 9680 9690 9700 9710 9720

tgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaatttaaaagg

A e e e e e e e e e e e e e e e e e e e e

acagtctggttcaaatgagtatatatgaaatctaactaaattttgaagtaaaaattaaattttcc

tgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaatttaaaagg

9730 9740 9750 9760 9770 9780 9790

atctaggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttcca

T o o o e S o o e o e e

tagatccacttctaggaaaaactattagagtactggttttagggaattgcactcaaaagcaaggt

atctaggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttcca

9800 9810 9820 9830 9840 9850

ctgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttttctgecgecgtaa

A e e e e e e e e e e e e e e e e e e e e

gactcgcagtctggggcatcttttctagtttcctagaagaactctaggaaaaaaagacgcgcatt

[ ori >

ctgagcgtcagaccccgtagaaaagatcaaaggatcttcttgagatcctttttttctgcgcgtaa

9860 9870 9880 9890 9900 9910 9920

tctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagcta

T o o o e S o o e o e e

agacgacgaacgtttgtttttttggtggcgatggtcgccaccaaacaaacggcctagttctcgat
ori >

tctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagcta
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9930 9940 9950 9960 9970 9980

ccaactctttttccgaaggtaactggcttcagcagagcgcagataccaaatactgtccttctagt

ggttgagaaaaaggcttccattgaccgaagtcgtctcgcgtctatggtttatgacaggaagatca
ori >

ccaactctttttccgaaggtaactggcttcagcagagcgcagataccaaatactgtccttctagt

9990 10,000 10,010 10,020 10,030 10,040 10,050

gtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaa

catcggcatcaatccggtggtgaagttcttgagacatcgtggcggatgtatggagcgagacgatt
ori >

gtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgctaa

10,060 10,070 10,080 10,090 10,100 10,110

Cail
AlwNI

tcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggactcaagacga

aggacaatggtcaccgacgacggtcaccgctattcagcacagaatggcccaacctgagttctgcet
ori >

tcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggactcaagacga

),120 10,130 10,140 10,150 10,160 10,170 10,180

tagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcacacagcccagcttgga

atcaatggcctattccgcgtcgccagcccgacttgccccccaagcacgtgtgtcgggtcgaacct
ori >

tagttaccggataaggcgcagcggtcgggctgaacggggggttcgtgcacacagcccagcttgga

10,190 10,200 10,210 10,220 10,230 10,240

gcgaacgacctacaccgaactgagatacctacagcgtgagcattgagaaagcgccacgcttcccg

cgcttgctggatgtggecttgactctatggatgtcgcactcgtaactctttcgecggtgcgaaggge
ori >

gcgaacgacctacaccgaactgagatacctacagcgtgagcattgagaaagcgccacgcttcccg
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

),250 10,260 10,270 10,280 10,290 10,300 10,310
aagggagaaaggcggacaggtatccggtaagcggcagggtcggaacaggagagcgcacgagggag

ttccctctttccgecctgtccataggccattcgeccgtcccagecttgtecectctecgegtgetceccecete

ori >

aagggagaaaggcggacaggtatccggtaagcggcagggtcggaacaggagagcgcacgagggag

10,320 10,330 10,340 10,350 10,360 10,370

cttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgacttgagceg

gaaggtccccctttgcggaccatagaaatatcaggacagcccaaagcggtggagactgaactcgece

ori >

cttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgacttgageg

),380 10,390 10,400 10,410 10,420 10,430 10,440

tcgatttttgtgatgctcgtcaggggggcggagcctatggaaaaacgccagcaacgcggcctttt

agctaaaaacactacgagcagtccccccgecctcggatacctttttgecggtcgttgcgeccggaaaa

ori >

tcgatttttgtgatgctcgtcaggggggcggagcctatggaaaaacgccagcaacgcggcctttt

10,450 10,460 10,470 10,480 10,490 10,500

tacggttcctggccttttgctggccttttgctcacatgttctttcctgecgttatccecctgattcet

o L o e o o e e e

atgccaaggaccggaaaacgaccggaaaacgagtgtacaagaaaggacgcaataggggactaaga

tacggttcctggccttttgctggccttttgectcacatgttctttcctgecgttatcccctgattcet

),510 10,520 10,530 10,540 10,550 10,560 10,570
gtggataaccgtattaccgcctttgagtgagctgataccgctcgccgcagccgaacgaccgagcg
cacctattggcataatggcggaaactcactcgactatggcgagcggcgtcggcttgectggcectcge

gtggataaccgtattaccgcctttgagtgagctgataccgctcgccgcagccgaacgaccgagcg

10,580 10,590 10,600 10,610 10,620 10,630
cagcgagtcagtgagcgaggaagcggaagagcgcccaatacgcaaaccgcctctccccgecgegtt
gtcgctcagtcactcgctccttcgeccttctcgecgggttatgecgtttggcggagaggggcgcgcaa

cagcgagtcagtgagcgaggaagcggaagagcgcccaatacgcaaaccgcctctccccgecgegtt
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pSTABr-Cry7Aa-like+His.dna (Circular / 10,830 bp)

),640 10,650 10,660 10,670 10,680 10,690 10,700

ggccgattcattaatgcagctggcacgacaggtttcccgactggaaagcgggcagtgagcgcaac

ccggctaagtaattacgtcgaccgtgctgtccaaagggctgacctttcgcccgtcactcgegttg

ggccgattcattaatgcagctggcacgacaggtttcccgactggaaagcgggcagtgagcgcaac

10,710 10,720 10,730 10,740 10,750 10,760

gcaattaatgtgagttagctcactcattaggcaccccaggctttacactttatgcttccggctcg

o L o e o o e e e

cgttaattacactcaatcgagtgagtaatccgtggggtccgaaatgtgaaatacgaaggccgagc

CAP binding site [ -35 | | >

lac promoter

gcaattaatgtgagttagctcactcattaggcaccccaggctttacactttatgcttccggctcg

),770 10,780 10,790 10,800 10,810 10,820 10,830

tatgttgtgtggaattgtgagcggataacaatttcacacaggaaacagctatgaccatgattac 37
LN ]

atacaacacaccttaacactcgcctattgttaaagtgtgtcctttgtcgatactggtactaatg 57

lac promoter

tatgttgtgtggaattgtgagcggataacaatttcacacaggaaacagctatgaccatgattac

Original Sequence: pSTABr-Cry7Aa-like+His.dna
1: PLM00084480+pJET-Cry7Aa-2+59 *»

2:

3:

4.

1336 bases / Jan 22, 2018
13 .. 1328 (11 mismatches, 12 gaps)

PLM00084481+pJET-Cry7Aa-2+67 =
1251 bases / Jan 22, 2018
2..1188 (5 mismatches, 6 gaps)

PLM00155239+pSTAB2_0_-cry7Aa+His+cry7Aa-seq-Fw »
1290 bases / Mar 26, 2019
11 .. 1288 (9 mismatches, 8 gaps)

PLM00155242+pSTAB2_0_-cry7Aa+His+cry7Aa-seq-Rv <
1219 bases / Apr 5, 2019
3..1218 (3 mismatches)
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