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Figure S 1 - Boxplots of all statistically relevant (p-value < 0.05) metabolite changes differentiating fecal extracts of animals fed with normal chow (blue) and high-glucose (green) diet. *: p-value<0.05, **: p-value<0.01, ***: p-value<0.001.
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Figure S 2 - Boxplots of all statistically relevant (p-value < 0.05) metabolite changes differentiating fecal extracts of animals fed with normal chow (blue) and high-fructose diet (red). *: p-value<0.05, **: p-value<0.01, ***: p-value<0.001.
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Figure S 3 - Boxplots of all statistically relevant (p-value < 0.05) metabolite changes differentiating fecal extracts of animals fed with high-glucose (green) or high-fructose (red) diets. *: p-value<0.05, **: p-value<0.01, ***: p-value<0.001
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Figure S 4 - PLS-DA scores of the two subgroups of high-fructose fed animals evidenced in the PCA scores in Figure 2. The two subgroups separate in LV2 mainly due to different levels of fructose.



[bookmark: _GoBack]Table S 1 - List of metabolites found in the 1H NMR spectra (500 MHz) of fecal extracts. Ui: unassigned spin systems. s: singlet, dd: doublet of doublets, t: triplet, m: multiplet, br: broad resonance. a: tentative assignment; TMA: trimethylamine; TMAO: trimethylamine-N-oxide.

	Metabolite
	δH /ppm (multiplicity)

	4-hydroxyphenylacetate
	3.46 (s), 6.87 (dd), 7.16 (dd), 

	Acetate
	1.92 (s)

	Acetoacetate
	2.27 (s), 3.46 (s)

	Acetone
	2.23 (s)

	Alanine
	1.48 (d), 3.78 (q)

	Aspartate
	2.69 (dd), 2.82 (dd), 3.91 (dd)

	Bile acids a
	0.68 (s), 0.70 (s), 0.72 (s)

	Butyrate
	0.90 (t), 1.57 (m), 2.17 (t)

	Choline
	3.20 (s), 3.52 (m), 4.08 (m)

	Ethanol
	1.19 (t), 3.65 (q)

	Formate
	8.46 (s)

	Fructose
	3.58 (m), 3.66 (dd), 3.70 (m), 3.81 (dd), 3.83 (m), 3.90 (dd), 3.95 (m), 4.01 (m), 4.04 (m), 4.06 (m), 4.12 (m) 

	Fumarate
	6.53 (s)

	Galactose
	3.49 (dd), 3.64 (dd), 3.75 (m), 3.83 (m), 3.93 (d), 3.98 (d), 4.10 (t, C1H), 4.60 (d, CH2), 5.28 (d, C5H) 

	Glutamate
	2.04 (m), 2.12 (m), 2.34 (m), 3.75 (dd)

	Glutamine
	2.15 (m), 2.47 (m), 3.79 (t) 

	α-Glucose
	3.42 (t), 3.54 (dd), 3.71 (t), 3.77 (dd), 3.84 (m), 5.23 (d) 

	β-Glucose
	3.23 (dd); 3.44 (m), 3.50 (t), 3.72 (dd), 3.90 (m), 4.65 (d) 

	Glycerol
	3.55 (m), 3.65 (dd), 3.78 (m)

	Glycine
	3.56 (s)

	Hypoxanthine
	8.19 (s), 8.21 (s)

	Isoleucine
	0.94 (t), 1.01 (d), 1.26 (m), 1.47(m), 1.98 (m), 3.62 (d) 

	Lactate
	1.34 (d), 4.11 (q)

	Leucine
	0.96 (t), 1.73 (m)

	Lysine
	1.48 (m), 1.73 (m), 1.92 (m), 3.03 (t), 3.77 (t) 

	Methanol 
	3.36 (s)

	Phenylalanine
	3.13(dd), 3,29(dd), 4.00(dd), 7.34(m), 7.38(m), 7.44(m)

	N-acetyl residue a
	2.05 (s)

	Propionate
	1.06 (t), 2.18 (q)

	Pyruvate
	2.38 (s)

	Succinate
	2.41 (s)

	Sucrose
	3.48 (t), 3.56 (dd), 3.63 (s), 3.77 (t), 3.83 (dd), 3.85 (m), 3.89 (m), 4.06 (t), 4.22 (d), 5.41 (d) 

	Taurine
	3.26 (t), 3.43 (t) 

	TMA
	2.88 (s)

	TMAO 
	3.28 (s)

	Threonine
	1.33 (d), 3.61 (d), 4.26 (dd) 

	Tyrosine
	6.98 (dd), 7.20 (dd), 3.95 (dd), 3.20 (dd), 3.06 (dd)

	Uracil
	5.78 (d), 7.54 (d)

	Urea
	5.80 (s,br)

	Valine
	0.99 (d), 1.04 (d), 2.27 (m), 3.61 (d)

	Xylose
	3.23 (dd), 3.33 (dd), 3.42 (t), 3.53 (dd), 3.63 (m), 3.93 (dd), 4.59 (d), 5.21 (d) 

	Unassigned spin systems varying significantly between groups

	U1
	5.93 (d), 5.98 (d),  6.07 (d), 6.11 (d), 8.03 (s), 8.27 (s), 8.38 (s)

	U2
	8.63 (s)

	
	

	
	





Table S 2- Intra and Intervariability between animals within different diets and same groups, on the gut microbiota quantification through qPCR.
	
	Week

	
	2
	4
	6
	8
	10

	Total Bacteria
	Normal Chow

	
	9,578E+12
1,564E+13
1,046E+12
9,911E+11
2,178E+13
2,066E+13
	2,013E+13
9,107E+11
5,561E+12
----------
4,592E+11
3,345E+12
	3,232E+12
1,066E+13
9,437E+11
8,022E+11
1,091E+12
6,329E+11
	9,017E+11
5,386E+11
1,201E+12
5,726E+11
1,411E+12
5,379E+11
	4,794E+10
----------
2,537E+10
8,240E+10
3,429E+10
----------

	
	High Glucose

	
	2,02E+12
1,23E+12
----------
----------
5,17E+12
----------
	1,862E+12
2,032E+12
1,130E+12
6,671E+12
9,965E+11
1,432E+13
	1,938E+12
1,388E+12
1,521E+12
2,936E+12
5,311E+11
1,049E+13
	----------
5,429E+12
4,414E+12
2,655E+13
----------
5E+11
	----------
2,847E+10
2,240E+10
1,136E+10
1,151E+10
7,577E+10

	
	High Fructose

	
	2,265E+12
1,776E+12
7,296E+11
6,654E+11
9,116E+12
----------
	1,438E+13
5,571E+12
1,327E+12
1,696E+13
7,614E+11
6,654E+11
	6,697E+11
6,577E+11
1,023E+12
2,352E+13
1,359E+13
1,112E+12
	1,966E+12
1,494E+12
1,729E+12
9,208E+11
2,320E+12
7,707E+11
	1,018E+10
6,598E+09
1,303E+10
9,933E+09
9,268E+09
7,161E+09

	% Enterobacteria
	Normal Chow

	
	2,121E-04
6,572E-05
4,479E-04
1,426E-03
1,474E-04
1,448E-04
	2,418E-04
1,264E-01
7,659E-04
----------
4,146E-02
4,994E-04
	7,250E-05
9,670E-05
8,015E-02
4,373E-02
7,069E-03
9,021E-03
	3,286E-03
2,004E-04
2,332E-04
7,614E-03
3,717E-03
9,285E-03
	2,323E-04
----------
6,861E-03
5,133E-01
2,165E-02
----------

	
	High Glucose

	
	2,300E-04
6,193E-03
----------
----------
5,906E-03
----------
----------
	1,592E-02
6,805E-04
2,509E-04
1,714E-04
1,928E-02
3,860E-04
----------
	2,667E-02
3,813E-05
7,515E-03
1,128E-03
8,743E-04
6,588E-06
----------
	----------
6,220E-03
5,095E-04
1,248E-04
----------
2,571E-01
----------
	----------
2,358E-03
6,226E-04
1,893E-01
3,044E-02
1,481E-02
----------

	
	High Fructose

	
	6,555E-04
3,072E-02
5,624E-05
3,645E-03
1,913E-04
----------
	3,568E-04
1,487E-04
3,509E-03
1,533E-05
5,059E-03
6,919E-03
	6,524E-02
7,537E-01
2,682E-02
1,024E-04
1,878E-04
1,437E-02
	3,009E-03
1,125E-03
4,017E-03
2,613E-03
2,239E-04
5,731E-03
	1,741E-01
1,844E-02
1,287E-01
4,126E-02
9,725E-02
1,168E-01

	% Lactobacillus
	Normal Chow

	
	3,153E-03
7,965E-03
4,826E-02
6,226E-01
2,191E-02
5,255E-02
	1,484E-03
2,789E-02
1,300E-02
----------
1,729E-02
5,411E-02
	1,256E-01
2,256E-02
2,084E-01
2,272E-01
2,935E-01
5,616E-01
	1,628E-01
2,512E-01
1,015E-01
8,595E-01
4,321E-01
1,087E-01
	2,771E-02
----------
5,432E-02
1,331E-03
5,783E-03
----------

	
	High Glucose

	
	2,199E-02
4,704E-01
----------
----------
4,131E-01
----------
	1,102E-01
1,153E+00
3,171E-01
1,046E-01
5,453E+00
2,388E-02
	2,601E-02
2,367E-02
9,000E-02
9,720E-03
1,084E-01
6,237E-05
	----------
2,761E-02
9,793E-02
6,342E-03
----------
6,565E-02
	----------
1,825E-02
1,471E-02
3,156E-02
6,181E-02
1,191E-01

	
	High Fructose

	
	3,939E-03
8,149E-02
4,509E-01
7,745E-02
3,997E-03
----------
	1,770E-03
6,061E-03
2,862E-03
1,614E-03
1,485E-01
2,673E-02
	1,713E-01
1,549E-02
1,401E-02
1,318E-02
1,294E-02
7,729E-02
	5,976E-02
7,070E-02
1,986E-02
8,862E-01
9,392E-03
1,309E-01
	4,785E-01
2,940E-02
1,328E-01
2,406E-01
5,190E-01
1,646E-01
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