[bookmark: _GoBack]Table S2. Mean (± S.D.) distance of MLH1 foci from centromere in the chromosome arms involved in different synaptic configurations
	Chromosome arm
	Synaptic type
	Mean (± S.D.) distance of MLH1 foci from centromere (µm)
	Number of cells
	Number of animals

	g
	Met homa
	6.5±2.5
	277
	9

	
	CIIIb
	6.8±2.5
	40
	1

	
	CVIII
	6.8±2.5
	107
	2

	h
	Met hom
	5.5±2.5
	274
	10

	
	CVIII or CIX
	6.2±2.2
	111
	2

	i
	Met hom
	6.2±2.2
	281
	10

	
	CVIII or CIX
	6.7±1.7
	103
	2

	k
	Met hom
	5.9±1.7
	317
	9

	
	CVIII or CIX
	6.2±1.7
	105
	2

	m
	Met hom
	4.0±1.4
	201
	6

	
	CIII
	3.8±1.0
	54
	4

	
	CVIII
	4.2±1.1
	89
	2

	n
	Met hom
	4.8±0.9
	205
	10

	
	CVIII or CIX
	4.8±0.9
	104
	2

	o
	Met hom
	3.4±1.1
	230
	8

	
	CIII
	4.3±0.9
	40
	1

	
	CVIII
	4.1±1.0
	100
	2

	p
	Met hom
	2.9±0.9
	101
	3

	
	CIII
	2.9±0.8
	54
	3

	
	Acro homc
	2.7±1.0
	158
	5

	q
	Met hom
	3.2±0.9
	194
	6

	
	CIII
	3.4±0.9
	177
	5

	r
	Met hom
	3.6±1.0
	194
	6

	
	CIII
	3.7±1.0
	177
	5


a – metacentric homozygotes
b – chain carriers (CIII, CVIII or CIX)
c – acrocentric homozygotes 

