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Figure S1. Taxonomic analysis of microbiomes: Family levels

100-

75-
257 I
o L

C Baseline C_EndOfTrial D Baseline D_EndOfTrial
Group

Family
Prevotellaceae

N Bacteroidaceae

|| Lachnosglraceae

B Fusobacteriaceae

B Ruminococcaceae

| Enterobacteriaceae
Veillonellaceae
Erysipelotrichaceae
Rikenellaceae
Porphyromonadaceae

B Streptococcaceae
Clostridiaceae
Alcaligenaceae
[Paraprevotellaceae]
Verrucomicrobiaceae

Ws24-7 )

. Bifidobacteriaceae
[Barnesiellaceael]
Coriobacteriaceae
Elusimicrobiaceae
Anaeroplasmataceae
[Odoribacteraceae]
Christensenellaceae
Lactobacillaceae
Desulfovibrionaceae
Methanobacteriaceae

H Others

Abundance
2

Figure S2. Taxonomic analysis of microbiomes: Order levels
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Figure S3. Taxonomic analysis of microbiomes: Class levels
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