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Supplementary Figure 1. Top 25 statistically significant (FDR adjusted p-value
< 0.05) metabolites that were found to be elevated or depleted at pH 7 and pH

10 conditions in the growth media, prior to microbial inoculation.

The appendix is an optional section that can contain details and
data supplemental to the main text—for example, explanations of
experimental details that would disrupt the flow of the main text but
nonetheless remain crucial to understanding and reproducing the
research shown; figures of replicates for experiments of which
representative data is shown in the main text can be added here if brief,
or as Supplementary data. Mathematical proofs of results not central to
the paper can be added as an appendix.

Supplementary Table 1. Statistically significant metabolites in pre-fermented

canola samples.

Metabolite FC p-ajusted
Dihydroresveratrol 4.4383 0.0001
6,4'-Dimethoxyisoflavone-7-glucoside 4.0361 0.0001
2'-Deoxyguanosine 3'-monophosphate 0.2492 0.0001

2H-3,1-Benzoxazine-2,4(1H)-dione 2.7271 0.0001
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Supplementary Table 2. Most impactful pathways (FDR adj. p-value < 0.05)
during the canola meal fermentation as analysed by the Pathway analysis
toolbox of Metaboanalyst 6.0.
Supplementary Table 1. Statistically significant metabolites in pre-fermented
canola samples.
Pathway (Bombyx mori) Total Cmpd Hits FDR Impact
Purine metabolism 70 16 5.288%e-13 0.2054
Pyrimidine metabolism 37 10 1.368e-12 0.3851




Tyrosine metabolism

Pentose phosphate pathway

Alanine, aspartate and glutamate
metabolism

Glycine, serine and threonine
metabolism

Glutathione metabolism

Inositol phosphate metabolism

Ascorbate and aldarate metabolism

Amino sugar and nucleotide sugar
metabolism

Nicotinate and nicotinamide
metabolism

Citrate cycle (TCA cycle)

Lipoic acid metabolism

Tryptophan metabolism

Butanoate metabolism

Fatty acid biosynthesis

Pyruvate metabolism

Pentose and glucuronate
interconversions

Lysine degradation

Ubiquinone and other terpenoid-
quinone biosynthesis
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Arginine biosynthesis

Porphyrin metabolism
Phenylalanine metabolism
D-Amino acid metabolism
Glycerolipid metabolism
Propanoate metabolism
Glycolysis or Gluconeogenesis
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alpha-Linolenic acid metabolism

Nitrogen metabolism
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