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Table 1. Oligonucleotide primers used in the PCR assay.
	Gene
	Primers
	Sequence (5’ – 3’)
	Localisation

	mazG
	mazG-F
	GGATCTGATCGTAGCGACGGA
	3651-3671

	
	mazG-R
	CGTCCAATGTCTCACTGGAAAA
	3751-3772

	
	Bru-mazG-TM-Multi
	FAM-TGCCTTACATGGGCGAACTCGAACGT-BHQ-1
	3677-3703

	IS711
	BruIS-F
	GCCATCAGATTGAATGCTTTTTTAAC
	701-726

	
	BruIS-R
	AACCAGATCATAGCGCATGCG
	801-821

	
	Bru-IS-TM-Multi
	Cy5-CGCTGCGATGCGAGAAAACATTGACC-BHQ-2
	752-777

	KoMa2
	KoMa-For
	GGTGATGCCGCATTATTACTAGG
	198-220

	
	KoMa-Rev
	GGTATTAGCAGTCGCAGGCTT
	336-316

	
	KoMa-TM
	HEX-TTCTTGCTTGAGGATCTGTCGTGGATCG-BHQ-2
	224-251




Table 2.  Virulence and antimicrobial resistance (AMR) related genes detected* in all Tunisian strains as well as in the strains Brucella melitensis bv.1 16M and B. melitensis bv. 3 Ether
	Type
	Virulence
	AMR-related

	Gene
	acpXL, bigA, bigB, bmaB/omaA, bmaC, BPE005, BPE043, BPE123, BPE275, bspA, bspB, bspC , bspE, bspF, bspL, btpA, btpB, bvrR, bvrS, cgs, fabZ, gmd, htrB, kdsA, kdsB, lpsA, lpsB/lpcC, lpxA, lpxB, lpxC, lpxD, lpxE, lpxK, manAoAg, manBcore, manCcore, manCoAg, per, pgm, pmm, ricA, sepA, vceA, vceC, virB1, virB10, virB11, virB12, virB2, virB3, virB4, virB5, virB6, virB7, virB8, virB9, waaA/kdtA, wbdA, wbkA, wbkB, wbkC, wboA, wbpL, wbpZ, wzm, wzt
	bepC, bepD, bepE, bepF, bepG, mprF


(*) with a coverage and identity >98%


Supplementary tables

Table S1: Amplification program for the Real-Time Polymerase Chain Reaction (RT-PCR)
	Temperatures [°C]
	Time [s]
	Cycles
	Steps

	95
	600
	
	Denaturing

	95
	15
	x40
	Annealing
Elongation
+
Detection

	60
	60
	
	





Table S2. Collection of Brucella strains isolated from human blood and molecular identification

	Isolate

	Accesion
	Year

	Hospital

	Origin
	Age  (years)
	Gender
	Clinical form
	cgMLST

	A-1659-R23
	SAMN38851271
	2016
	Rabta
	Béja
	37
	M
	Bacteremia
	

	A-1659-H1
	SAMN38851272
	2017
	CNH
	Ben Arous
	45
	F
	Bacteremia
	

	A-1659-H3
	SAMN38851273
	2017
	CNH
	Tunis
	42
	M
	Bacteremia
	

	A-1659-H4
	SAMN38851274
	2017
	CNH
	Siliana
	37
	F
	Bacteremia
	

	A-1659-R1
	SAMN38851275
	2017
	Rabta
	Tunis
	47
	M
	Bacteremia
	

	A-1659-R3
	SAMN38851276
	2017
	Rabta
	Tunis
	55
	M
	Bacteremia
	

	A-1659-R4
	SAMN38851277
	2017
	Rabta
	Zaghouen
	37
	F
	Bacteremia
	

	A-1659-R12
	SAMN38851278
	2017
	Rabta
	Tunis
	41
	M
	Bacteremia
	

	A-1659-R13
	SAMN38851279
	2017
	Rabta
	Nabeul
	28
	F
	Bacteremia
	

	A-1659-R15
	SAMN38851280
	2017
	Rabta
	Tunis
	39
	M
	Bacteremia
	

	A-1659-R16
	SAMN38851281
	2017
	Rabta
	Béja
	59
	M
	Bacteremia
	

	A-1659-R18
	SAMN38851282
	2017
	Rabta
	Tunis
	37
	M
	Bacteremia
	

	A-1659-R20
	SAMN38851283
	2017
	Rabta
	Tunis
	51
	M
	Bacteremia
	

	A-1659-R27
	SAMN38851284
	2017
	Rabta
	Béja
	22
	M
	Bacteremia
	

	A-1659-R31
	SAMN38851285
	2017
	Rabta
	Ben Arous *
	27
	M
	Bacteremia
	

	A-1659-R33
	SAMN38851286
	2017
	Rabta
	Mannouba
	25
	M
	Bacteremia **
	

	A-1659-R35
	SAMN38851287
	2017
	Rabta
	Ben Arous
	21
	M
	Bacteremia
	

	A-1659-R37
	SAMN38851288
	2017
	Rabta
	Tunis
	20
	F
	Bacteremia
	

	A-1659-R38
	SAMN38851289
	2017
	Rabta
	Bizete
	30
	M
	Bacteremia
	

	A-1659-R39
	SAMN38851290
	2017
	Rabta
	Tunis
	68
	M
	Bacteremia
	distant

	A-1659-H2
	SAMN38851291
	2017
	CNH
	Béja
	35
	F
	Bacteremia
	

	A-1659-R14
	SAMN38851292
	2017
	Rabta
	Bizerte
	48
	M
	Bacteremia
	

	A-1659-R26
	SAMN38851293
	2017
	Rabta
	Tunis
	63
	M
	Bacteremia
	

	A-1659-R28
	SAMN38851294
	2017
	Rabta
	Tunis
	33
	M
	Bacteremia
	

	A-1659-R30
	SAMN38851295
	2017
	Rabta
	Tunis
	63
	M
	Bacteremia
	

	A-1659-R36
	SAMN38851296
	2017
	Rabta
	Tunis
	47
	M
	Bacteremia
	

	A-1659-H5
	SAMN38851297
	2017
	CNH
	Tunis
	23
	M
	Bacteremia
	distant

	A-1659-R2
	SAMN38851298
	2017
	Rabta
	Seliana
	59
	M
	Spondilodiscitis
	

	A-1659-R6
	SAMN38851299
	2017
	Rabta
	Béja
	71
	M
	Bacteremia
	

	A-1659-R11
	SAMN38851300
	2017
	Rabta
	Tunis
	21
	M
	Bacteremia
	

	A-1659-R17
	SAMN38851301
	2016
	Rabta
	Béja
	22
	M
	Bacteremia
	

	A-1659-R19
	SAMN38851302
	2017
	Rabta
	Tunis
	25
	M
	Bacteremia
	

	A-1659-R25
	SAMN38851303
	2016
	Rabta
	Ben Arous
	16
	M
	Bacteremia
	

	A-1659-P1
	SAMN38851304
	2020
	CNH
	Tunis
	37
	F
	Bacteremia
	distant

	A-1659-R24
	SAMN38851305
	2016
	Rabta
	Béja
	68
	M
	Bacteremia
	distant

	A-1659-R32
	SAMN38851306
	2016
	Rabta
	Bizerte
	26
	M
	Bacteremia
	distant


Accession: NCBI accession number, Recult.: recultivation, M: Male, F: female. Rabta: Rabta Hospital, CNH: Charles Nicole Hospital. (*) contamination in Saudi Arabia, (**) and Orchitis; green Tunisia cluster 1, orange Tunisia cluster 2

