	Short Name
	Full Name
	Location Found
	Comments
	PubMed citations
	References

	A modifications
	adenosine
	
	
	
	

	m1Am
	1,2'-O-dimethyladenosine
	mRNA
	cancer development
	70
	[1]

	m1Im
	1,2'-O-dimethylinosine
	mRNA
	A-I editing
	1
	[2]

	m1A
	1-methyladenosine
	tRNA (58), mRNA
	Heat stress
	377
	[3]

	m1I
	1-methylinosine
	mRNA, tRNA (57)
	A-I editing, Heat stress
	62
	[3]

	Am
	2'-O-methyladenosine
	tRNA (32), mRNA
	Oxidative stress
	70
	[3]

	Im
	2'-O-methylinosine
	mRNA and tRNA
	Found in yeast mRNA
	7
	[4]

	m2,8A
	2,8-dimethyladenosine
	rRNA
	Confers antibiotic resistance in bacteria
	1
	[5]

	m2A
	2-methyladenosine
	tRNA (37), rRNA, chloroplast RNA, mRNA
	promotes translation
	26
	[6]

	ms2ct6A
	2-methylthio cyclic N6-threonylcarbamoyladenosine
	tRNA (37)
	adjacent to ANN anticodon, plants and trypanosomes
	3
	[7]

	ms2io6A
	2-methylthio-N6-(cis-hydroxyisopentenyl) adenosine
	tRNA (37)
	Oxidative stress, Hypoxia
	22
	[3]

	ms2i6A
	2-methylthio-N6-isopentenyladenosine
	tRNA (37)
	Nutrient limitation, Oxidative stress, Hypoxia, UVR, Antibiotic/Virulence
	15
	[3]

	ms2m6A
	2-methylthio-N6-methyladenosine
	tRNA (37)
	anticodon arm stability 
	2
	[8]

	ms2t6A
	2-methylthio-N6-threonylcarbamoyladenosine
	tRNA (37)
	anticodon arm stability, ANN codons, plants and trypanosomes
	8
	[7]

	m8A
	8-methyladenosine
	23S rRNA
	antibiotic resistance in bacteria
	19
	[5]

	ct6A
	cyclic N6-threonylcarbamoyladenosine
	tRNA (37)
	anticodon arm stability, ANN codons
	13
	[9]

	I
	inosine
	mRNA, tRNA (34)
	A-I editing, tRNA wobble
	15,817
	[10]

	m6Am
	N6,2'-O-dimethyladenosine
	mRNA
	first nucleotide after m7G cap
	12
	[11]

	m6,6Am
	N6,N6,2'-O-trimethyladenosine
	mRNA
	first nucleotide after m7G cap in trypanosomes
	132
	[12]

	m6,6A
	N6,N6-dimethyladenosine
	mRNA
	first nucleotide after m7G cap
	2
	[13]

	io6A
	N6-(cis-hydroxyisopentenyl)adenosine
	tRNA
	promotes translation
	1
	[3]

	ac6A
	N6-acetyladenosine
	archaea tRNA (37)
	promotes translation, 98C growth
	1
	[14]

	f6A
	N6-formyladenosine
	mRNA
	FTO mediated
	1
	[15]

	hm6A
	N6-hydroxymethyladenosine
	mRNA
	FTO mediated
	2
	[15]

	i6A
	N6-isopentenyladenosine
	tRNA (37)
	anticodon arm stability
	76
	[16]

	m6t6A
	N6-methyl-N6-threonylcarbamoyladenosine
	tRNA (37) in E coli
	tRNA stability
	8
	[17]

	m6A
	N6-methyladenosine
	mRNA
	translation regulation
	6,551
	[18]

	t6A
	N6-threonylcarbamoyladenosine
	tRNA (37)
	anticodon arm stability, ANN codons
	87
	[9]

	C modifications
	cytidine
	
	
	
	

	hm5Cm
	2'-O-methyl-5-hydroxymethylcytidine
	mRNA
	oxidation of 5mC in RNA, TET mediated
	5
	[19]

	Cm
	2'-O-methylcytidine
	tRNA (32)
	Oxidative stress
	65
	[3]

	s2C
	2-thiocytidine
	tRNA (32)
	Oxidative stress
	48
	[3]

	m3C
	3-methylcytidine
	tRNA (37)
	Translation fine tuning
	70
	[20]

	m5Cm
	5,2'-O-dimethylcytidine
	mRNA
	Translation fine tuning
	3
	[21]

	nm5U
	5-aminomethyluridine
	tRNA (34)
	Wobble pairing
	3
	[22]

	f5Cm
	5-formyl-2'-O-methylcytidine
	tRNA (34)
	Translation fine tuning
	1
	[23]

	f5C
	5-formylcytidine
	mRNA
	oxidation of 5mC in RNA, TET mediated
	39
	[24]

	ho5C
	5-hydroxycytidine
	23S rRNA
	Translation of mRNA
	15
	[25]

	hm5C
	5-hydroxymethylcytidine
	mRNA
	oxidation of 5mC in RNA, TET mediated
	31
	[26]

	m5C
	5-methylcytidine
	tRNA (34)
	Oxidative stress
	988
	[3]

	yW-86
	7-aminocarboxypropyl-demethylwyosine
	Archaea tRNA (37)
	Translation fine tuning
	1
	[27]

	C+
	agmatidine
	Archaea tRNA (34)
	Wobble Pairing (AUA)
	19
	[28]

	m4Cm
	N4,2'-O-dimethylcytidine
	16S rRNA
	Translation of mRNA
	4
	[21]

	m4,4Cm
	N4,N4,2'-O-trimethylcytidine
	16S rRNA
	Translation of mRNA
	4
	[21]

	m4,4C
	N4,N4-dimethylcytidine
	16S rRNA
	Translation of mRNA
	4
	[21]

	ac4Cm
	N4-acetyl-2'-O-methylcytidine
	tRNA (34)
	Heat stress
	3
	[3]

	ac4C
	N4-acetylcytidine
	mRNA and RNA viruses
	RNA stability
	218
	[29]

	m4C
	N4-methylcytidine
	16S RNA
	Choroplast rRNA
	10
	[30]

	G modifications
	
	
	
	
	

	preQ1base
	7-aminomethyl-7-carbaguanine
	metabolite
	Found in renal cell carcinoma
	1
	[31]

	preQ0base
	7-cyano-7-carbaguanine
	metabolite
	Found in renal cell carcinoma
	1
	[31]

	Qbase
	queuine
	tRNA (34)
	Wobble base pairing
	287
	[32]

	m1Gm
	1,2'-O-dimethylguanosine
	tRNA (26)
	tRNA stability
	123
	[33]

	m1G
	1-methylguanosine
	tRNA (37)
	Antibiotic/Virulence
	110
	[3]

	Gm
	2'-O-methylguanosine
	26S rRNA
	Ribosome biogenesis
	66
	[34]

	imG-14
	4-demethylwyosine
	tRNA (37)
	tRNA codon pairing
	16
	[35]

	yW-72
	7-aminocarboxypropylwyosine
	tRNA (37)
	tRNA codon pairing
	16
	[35]

	yW-58
	7-aminocarboxypropylwyosine methyl ester
	tRNA (37)
	tRNA codon pairing
	16
	[35]

	preQ1
	7-aminomethyl-7-deazaguanosine
	tRNA (34)
	Wobble base pairing
	4
	[36]

	preQ0
	7-cyano-7-deazaguanosine
	tRNA (34)
	Wobble base pairing
	7
	[37]

	m7G
	7-methylguanosine
	tRNA (46)
	Oxidative stress, Heat stress
	818
	[3]

	G+
	archaeosine
	tRNA (15)
	Heat stress
	58 
	[3]

	oQ
	epoxyqueuosine
	tRNA (34)
	Hypoxia, wobble base pairing
	15
	[3]

	galQ
	galactosyl-queuosine
	tRNA (34)
	Wobble base pairing
	6
	[38]

	gluQ
	glutamyl-queuosine
	tRNA (34)
	Wobble base pairing
	6
	[38]

	OHyW
	hydroxywybutosine
	tRNA (34)
	Taxol resistant translation
	9
	[39]

	imG2
	isowyosine
	tRNA (37)
	Archaea tRNA
	4
	[27]

	manQ
	mannosyl-queuosine
	tRNA (37)
	Embryonic tRNAs for fast growth
	8
	[40]

	mimG
	methylwyosine
	tRNA (37)
	Archaea tRNA
	4
	[27]

	m2Gm
	N2,2'-O-dimethylguanosine
	tRNA (26)
	Heat stress
	1
	[3]

	m2,7Gm
	N2,7,2'-O-trimethylguanosine
	snRNA cap
	Stabilizing snRNAs, plant canalization
	257
	[27]

	m2,7G
	N2,7-dimethylguanosine
	Mimivirus RNA cap
	RNA virus cap
	2
	[41]

	m2,2Gm
	N2,N2,2'-O-trimethylguanosine
	tRNA (26)
	Heat stress
	230
	[3]

	m2,2,7G
	N2,N2,7-trimethylguanosine
	snRNA cap
	Stabilizing snRNAs, plant canalization
	257
	[27]

	m2,2G
	N2,N2-dimethylguanosine
	tRNA (26)
	Oxidative stress
	123
	[3]

	m2G
	N2-methylguanosine
	tRNA and U6 snRNA
	RNA splicing
	42
	[42]

	o2yW
	peroxywybutosine
	tRNA (34)
	Wobble codon for Phe, X linked intellectual disability
	3
	[43]

	Q
	queuosine
	tRNA (34)
	Nutrient limitation, Antibiotic/Virulence
	324
	[3]

	yW
	wybutosine
	tRNA (34)
	Wobble UAA Phe, X linked intellectual disability
	58
	[44]

	imG
	wyosine
	Archaea tRNA (37)
	Archaea tRNA stability at 98C
	34
	[45]

	U modifications
	uridine
	
	
	
	

	m1acp3Y
	1-methyl-3-(3-amino-3-carboxypropyl)pseudouridine
	tRNA (37)
	snake venom hydrolysates of transfer RNA
	1
	[46]

	m1Y
	1-methylpseudouridine
	mRNA
	Promotes +1 frameshifting
	38
	[47]

	Ym
	2'-O-methylpseudouridine
	mRNA
	Modulates translation of mRNA
	96
	[48]

	Um
	2'-O-methyluridine
	tRNA (32)
	Oxidative stress
	81
	[3]

	mcmo5Um
	2'-O-methyluridine 5-oxyacetic acid methyl ester
	tRNA (34)
	tRNA Ser wobble position
	1
	[49]

	ges2U
	2-geranylthiouridine
	tRNA (34)
	Intermediate for selenouridine synthase
	1
	[50]

	se2U
	2-selenouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	s2Um
	2-thio-2'-O-methyluridine
	tRNA (34)
	tRNA wobble
	14
	[52]

	s2U
	2-thiouridine
	tRNA (34)
	Oxidative stress
	294
	[3]

	m3Um
	3,2'-O-dimethyluridine
	tRNA (54)
	Drives HIV replication
	11
	[53]

	acp3D
	3-(3-amino-3-carboxypropyl)-5,6-dihydrouridine
	Trypanosome tRNA (47)
	Trypanosome tRNA Lys (UUU) modification
	1
	[54]

	acp3Y
	3-(3-amino-3-carboxypropyl)pseudouridine
	tRNA (37)
	snake venom hydrolysates of transfer RNA
	3
	[46]

	acp3U
	3-(3-amino-3-carboxypropyl)uridine
	tRNA (37)
	Attachment for N-glycans in glycol-RNA
	36
	[55]

	m3Y
	3-methylpseudouridine
	50S rRNA
	Translation 
	12
	[56]

	m3U
	3-methyluridine
	mRNA
	Blocks RNA synthesis (COVID 19)
	46
	[57]

	s4U
	4-thiouridine
	tRNA (8)
	Oxidative stress, UVR
	955
	[3]

	m5Um
	5,2'-O-dimethyluridine
	tRNA (54)
	Drives HIV replication
	11
	[53]

	mchm5Um
	5-(carboxyhydroxymethyl)-2'-O-methyluridine methyl ester
	tRNA (34)
	tRNA Ser wobble position
	7
	[49]

	mchm5U
	5-(carboxyhydroxymethyl)uridine methyl ester
	tRNA (34)
	tRNA Ser wobble position
	7
	[49]

	inm5Um
	5-(isopentenylaminomethyl)-2'-O-methyluridine
	tRNA (34)
	tRNA Ser wobble position
	7
	[49]

	inm5s2U
	5-(isopentenylaminomethyl)-2-thiouridine
	tRNA (34)
	tRNA Ser wobble position
	7
	[49]

	inm5U
	5-(isopentenylaminomethyl)uridine
	tRNA (34)
	tRNA Ser wobble position
	7
	[49]

	nm5ges2U
	5-aminomethyl-2-geranylthiouridine
	tRNA (34)
	Intermediate for selenouridine synthase
	46
	[50]

	nm5se2U
	5-aminomethyl-2-selenouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	nm5s2U
	5-aminomethyl-2-thiouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	nchm5U
	5-carbamoylhydroxymethyluridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	ncm5Um
	5-carbamoylmethyl-2'-O-methyluridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	ncm5s2U
	5-carbamoylmethyl-2-thiouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	ncm5U
	5-carbamoylmethyluridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	chm5U
	5-carboxyhydroxymethyluridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	cm5s2U
	5-carboxymethyl-2-thiouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	cmnm5Um
	5-carboxymethylaminomethyl-2'-O-methyluridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	cmnm5ges2U
	5-carboxymethylaminomethyl-2-geranylthiouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	cmnm5se2U
	5-carboxymethylaminomethyl-2-selenouridine
	tRNA (34)
	Oxidation sensitive
	46
	[51]

	cmnm5s2U
	5-carboxymethylaminomethyl-2-thiouridine
	tRNA (34)
	UVR, Oxidative stress, Cold stress
	12
	[3]

	cmnm5U
	5-carboxymethylaminomethyluridine
	tRNA (34)
	Wobble position
	11
	[58]

	cm5U
	5-carboxymethyluridine	
	tRNA (34)
	Wobble position
	2
	[59]

	cnm5U
	5-cyanomethyluridine
	Synthetic base
	Not found in nature
	2
	[60]

	ho5U
	5-hydroxyuridine
	tRNA (34)
	Wobble position
	36
	[61]

	mcm5Um
	5-methoxycarbonylmethyl-2'-O-methyluridine
	tRNA (54)
	Modulates ribosome translocation
	333
	[62]

	mcm5s2U
	5-methoxycarbonylmethyl-2-thiouridine
	tRNA (34)
	Nutrient limitation stress
	51
	[3]

	mcm5U
	5-methoxycarbonylmethyluridine
	tRNA (34)
	AlkB product, oxidative stress regulation
	28
	[63, 64]

	mo5U
	5-methoxyuridine
	tRNA (34)
	hypoxia
	30
	[3]

	m5s2U
	5-methyl-2-thiouridine
	tRNA-fmet (34)
	Archaea, extreme thermophile (98C)
	32
	[65]

	mnm5ges2U
	5-methylaminomethyl-2-geranylthiouridine
	tRNA (34)
	Intermediate for selenouridine synthase
	34
	[50]

	mnm5se2U
	5-methylaminomethyl-2-selenouridine
	tRNA (34)
	Intermediate for selenouridine synthase
	34
	[50]

	mnm5s2U
	5-methylaminomethyl-2-thiouridine
	tRNA (34)
	UVR, Antibiotic/Virulence
	61
	[3]

	mnm5U
	5-methylaminomethyluridine
	tRNA (34)
	Wobble pairing
	3
	[22]

	m5D
	5-methyldihydrouridine
	tRNA (34)
	Temperature dependent regulation
	54
	[66]

	m5U
	5-methyluridine
	tRNA (54)
	Modulates ribosome translocation
	333
	[62]

	tm5s2U
	5-taurinomethyl-2-thiouridine
	tRNA (34)
	tRNA lysine AAA/AAG
	11
	[67]

	tm5U
	5-taurinomethyluridine
	Mt-tRNA (34)
	Wobble position, mitochondrial tRNA, neurological diseases
	32
	[68]

	D
	dihydrouridine
	tRNA (14-21), mRNA, rRNA
	Cold stress
	643
	[3]

	Y
	pseudouridine
	tRNA (39 and 55)
	Heat stress, Cold stress
	1,855
	[3]

	cmo5U
	uridine 5-oxyacetic acid
	tRNA (34)
	U ending codons, wobble position
	34
	[69]

	mcmo5U
	uridine 5-oxyacetic acid methyl ester
	tRNA (34)
	Wobble position
	1
	[70]
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