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Fig. S1. Differentially abundant fungal and bacterial taxa across Nova Scotia orchards. Based on ANCOM test with 1% FDR. Orchard locations in
the Annapolis Valley of Nova Scotia in Canada: ROE (Rockland East area), ROW (Rockland West area), CAN (Canard area), AYL (Aylesford area),

KEN (Kentville area) and BER (Berwick area).
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[uD_0_Bacter:
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, u'D_1_Proteobacteria’, u'
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_2_ Alphaproteobacteria’, u'D_3_Rhi

', u'D_3__G:

lales’, u'D_4__Gaiellaceae’, u'D_5_Gaiella’]

les', w'D_4__Xanthobacteraceae']
ophagaceae’, u'D_5_ uncultured']

[u'D_0_Bacteria’, u'D_1_Bacteroidetes', w'D_2_ Bacteroidia’, u'D_3__Chitinophagales’, u'D_4__Chitinophagaceae, u'D_5_ Terrimonas']
[4'D_0_Bacteria’, u'D_1_ Acidobacteria’, u'D_2_ Acidobacteriia’, u'D_3_ Acidobacteriales’, u'D_4__uncultured’, w'D_5__uncultured_Acidobacteriacea 0.33836738

[u'D_0_Bacteria’, u'D_1__Gemmatimonadetes', w'D_2__Gemmatimonadetes’, u'D_3__Gemmatimonadales’, u'
', u'D_1_Bacteroidetes’, w'D_2_ Bacteroidia’, w'D_3_Chitinophagales', u'D_4__Chi
ia', u'D_3_Chitinophagales’, u'D_

[u'D_0_Bacteri:
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_uncultured’]

lales', uw'D_4__uncultured']

[w'D_0_ Bacteria’, u'D_1_ Proteobacteria’, u'D_2__ Deltaproteobacteria’, u'D_3__Myxococcales', u'D_4__bacteriap25']

_4_ Xanthobacteraceae', u'D_S_Pseudolabrys']
[4'D_0_Bacteria’, u'D_1_Proteobacteria’, w'D_2__ Alphaproteobacteria’, u'D_3__Rhizobiales', u'D_4_ Xanthobacteraceae', u'D_S_Brady
[4'D_0_Bacteria’, u'D_1_Actinobacteria’, u'D_2_ Thermoleop! ¥
[u'D_0_Bacteria’, u'D_1_Proteobacteria’, w'D_2_ Alphaproteobacteria’, u'D_3__Rhizobiales', u'D_4_ Xanthobacteraceae', u'D_S_uncultured’]
[u'D_0_Bacteria’, u'D_1_Proteobacteria’, w'D_2__ Alphaproteobacteria’, w'D_3_RI

)_4__Gemmatimonadaceae’, u'
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Table S2. Core ITS2 ASVs across 80% of all samples

ASVs. Annotation

1f42a27aecS [u'k__Fungl', u'p_Ascomycota’, u'c__ Eurotiomycetes', u'o_ Chaetothyriales', u'f_Herpotrichiellaceae, u'g_ Exophiala’, u's_Exophiala_equina']
540d375e5az [u'k__Fungi
c87c037429 [u'k_Fungl', u'p_Ascomycota', u'c__Leotiomycetes', u'o_Helotiales', u'f_Helotiaceae', u'g_ Tetracladium', u's_ Tetracladium_breve']
7b3080d672% [u'k_Fungl', u'p_Ascomycota', u'c__Leotiomycetes', u'o__Helotiales', u'f_Helotiaceae', u'g_ Tetracladium', u's_t
8017962984 [u'k_Fungl', u'p_Ascomycota', u'c__Leotiomycetes', u'o__Helotiales', u'f_Helotiaceae', u'g_ Tetracladium', u's_t
=85f0e5c89f [u'k__Fungl', u'p_Ascomycota', u'c__Leotiomycetes', u'o__Helotiales', u'f_Helotiaceae', u'g_ Tetracladium', u's_unidentified']

36f73d63951 [u'k__Fungl', u'p__Ascomycota', u'c__Leotiomycetes', u'o__Helotiales', u'f_Helotiales_fam_Incertae_sedis', u'g_ Cadophora', u's_unidentified']
196f3af9c64c[u'k__Fungl', u'p_Ascomycota', u'c__ Sordariomycetes', u'o__ Glomerellales', u'f_Plectosphaerellaceae’, u'g_ Gibellulopsis', u's_ Gibellulopsis_pisci
f6c1520a69d [u'k__Fungl', u'p__Ascomycota', u'c__ Sordariomycetes’, u'o__ Hypocreales', u'f_Bionectriaceae’, u'g_ Clonostachys', u's_ Clonostachys_rosea']
1282639 [u'k__Fungl', u'p_Ascomycota', u'c__ Sordariomycetes', u'o_ Hypocreales’, u'f_ Hypocreaceae', u'g_ Trichoderma', u's_Trichoderma_spirale’]
3d5achddle [u'k_Fungi', mycetes', u'o__Hypocreales', u'f__Nect
4268754a31¢ [u'k_Fun, mycetes', u'o_Hypocreales', u'f__Nect
25566066191 [u'k_Fun mycetes', u'o_Hypocreales', u'f__Nect
2d3d43¢169( [u'k_Fungi’, u'p_Ascomycota', u'c_ mycetes', u'o_Hypocreales', u'f__Nect
mycetes', u'o_Hypocreales', u'f__Nect
275ac1bc0b2 [u'k_Fungl', u'p_Ascomycota', u'c__ Sordariomycetes’, u'o__Sordariales’, u'f__Chaetomiaceae’, u'g_Chaetomium’]

0847¢a59b84[u'k_Fungl', u'p_Ascomycota', u'c__ Sordariomycetes’, u'o__Sordariales’, u'f__Chaetomiaceae’, u'g_Trichocladium', u's_Trichocladium_opacum’]
547a77755€ [u'k__Fungi
8{03a980c96 [u'k__Fungl', u'p_Ascomycota', u'c__ Sordariomycetes', u'o__ Xylariales', u'f_Bartaliniaceae’, u'g_ Truncatella', u's_ Truncatella_angustata’]

ababchc3006 [u'k_Fungl', u'p_| mycota', u'c_ Tremellomycetes', u'o_ Cystofilobasidiales’, u'f_ Mrakiaceae', u'g_ Mrakia']

102f16c5d8: [u'k__Fungl', u'p_ Basidiomycota', u'c_ Tremellomycetes', u'o_Fi ales', u'f_Piskurozymaceae’, u'g_ Solicoccozyma', u's_ Solicoccozyma_terrea']
602921291bC [u'k_ Fungi mycota', u'c_ Tremellomycetes', u'o_f es', u'f_Piskurozymaceae', u'g_ Solicoccozyma, u's_ Solicoccozyma_terricola']
af1e2bf5b04c[u'k__Fungi Tremellomycetes', u'o_Tremellales', u'f_ Trimorphomycetaceae', u'g_ Saitozyma', u's_Saitozyma_podzolica']
00738da8bst [u'k__Fungi', u'p_ Mortierellomycota', u'c_ Mortierellomycetes', u'o_ Mortierellales', u'f_ Mortierellaceae’, u'g_ Mortierella’, u's_ Mortierella_alpina’]
3c22befaadf:[u'k_Fungi
73fb1783e4d [u'k_Fungi

u'p_Ascomycota', u'c_Leotiomycetes’, u'o_Helotiales', u'f__Helotiaceae’, u'g_ Anguillospora’, u's__Anguillospora_crassa']

u'p_Mortierellomycota’, u'c_ Mortierellomycetes', u'o_Mortierellales’, u'f_Mortierellaceae’, u'g_ Mortierella’, u's_Mortierella_elongata']

20c1263ad04[u'k__Fungi', u'p__Mortierellomycota’, u'c_Mortierellomycetes', u'o__Mortierellales’, u'f_Mortierellaceae’, u'g_ Mortierella’, u's_Mortierella_rishikesha']

mean rel. freq. (%)
0.46291407
1.517231668
0.779737389
1.281374309
0.34850565
0.285140986
2.291688668
1.462667652
0.367867075
1.689724364
3.558981941
1.335938325
0.997993452
0.475234977
0.415390573
1.413384025
0.512197698
1.223290034
0.459393811
0.584363009
0.557961066
2.75108248
0.781497518
1.057837857
2.258246207
9.325166332
0.744534798
8.216284719
3.192874996




