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Figure 3S. Structure prediction of the CagY dimer calculated by Colabfold/Alphafold2. a) Two models of the structure prediction ordered by their IDDT predicted Rank. b) Plot of coverage of templates in the AlphaFold database. c) Heatmaps for comparing the two predicted structures d) Ploto of the predicted IDDT for the two dimer predictions showing values higher than 60.
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