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	#term ID
	Term description
	Observed gene count
	Background gene count
	False discovery rate
	Matching proteins in your network

	GO:0042476
	Odontogenesis
	8
	113
	9.55e-11
	WNT10A,LEF1,AXIN2,PITX2,EDA,BCOR,MSX1,FGFR2

	GO:0009887
	animal organ morphogenesis
	10
	865
	6.51e-07
	WNT10A,LEF1,AXIN2,PITX2,PTCH1,EDA,BCOR,DSP,MSX1,FGFR2

	GO:0060429
	epithelium development
	10
	1055
	2.90e-06
	WNT10A,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,DSP,MSX1,FGFR2

	GO:0003007
	heart morphogenesis
	6
	235
	1.31e-05
	AXIN2,PITX2,PTCH1,DSP,MSX1,FGFR2

	GO:0007166
	cell surface receptor signaling pathway
	12
	2198
	1.31e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDARADD,EVC2,EDA,MSX1,FGFR2,IKBKG

	GO:0007389
	pattern specification process
	7
	409
	1.31e-05
	LEF1,AXIN2,PITX2,PTCH1,BCOR,MSX1,FGFR2

	GO:0048732
	gland development
	7
	395
	1.31e-05
	WNT10A,LEF1,PITX2,PTCH1,EDA,MSX1,FGFR2

	GO:0048762
	mesenchymal cell differentiation
	5
	130
	1.97e-05
	WNT10A,LEF1,PITX2,MSX1,FGFR2

	GO:0048863
	stem cell differentiation
	5
	131
	1.97e-05
	WNT10A,LEF1,PITX2,MSX1,FGFR2

	GO:0007507
	heart development
	7
	485
	2.07e-05
	AXIN2,PITX2,PTCH1,BCOR,DSP,MSX1,FGFR2

	GO:0003002
	Regionalization
	6
	313
	2.50e-05
	LEF1,AXIN2,PITX2,PTCH1,MSX1,FGFR2

	GO:0009653
	anatomical structure morphogenesis
	11
	1992
	2.50e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,BCOR,DSP,MSX1,FGFR2

	GO:0035108
	limb morphogenesis
	5
	147
	2.50e-05
	LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0048729
	tissue morphogenesis
	7
	522
	2.50e-05
	WNT10A,LEF1,PITX2,PTCH1,DSP,MSX1,FGFR2

	GO:0072359
	circulatory system development
	8
	807
	2.50e-05
	LEF1,AXIN2,PITX2,PTCH1,BCOR,DSP,MSX1,FGFR2

	GO:0023052
	Signaling
	15
	5108
	4.36e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,DSP,MSX1,FGFR2,IKBKG

	GO:0007154
	cell communication
	15
	5219
	5.19e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,DSP,MSX1,FGFR2,IKBKG

	GO:0042475
	odontogenesis of dentin-containing tooth
	4
	78
	5.19e-05
	LEF1,PITX2,EDA,MSX1

	GO:0048513
	animal organ development
	12
	2926
	5.55e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDA,BCOR,DSP,MSX1,FGFR2

	GO:0010628
	positive regulation of gene expression
	10
	1826
	5.93e-05
	WNT10A,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,MSX1,FGFR2,IKBKG

	GO:2000027
	regulation of animal organ morphogenesis
	5
	207
	5.93e-05
	WNT10A,FZD7,BCOR,MSX1,FGFR2

	GO:0008544
	epidermis development
	6
	403
	6.08e-05
	WNT10A,PITX2,PTCH1,EDA,DSP,FGFR2

	GO:0060828
	regulation of canonical Wnt signaling pathway
	5
	218
	6.79e-05
	LEF1,FZD7,AXIN2,EDA,FGFR2

	GO:0048103
	somatic stem cell division
	3
	23
	7.89e-05
	LEF1,FZD7,FGFR2

	GO:0042481
	regulation of odontogenesis
	3
	26
	0.00011
	WNT10A,BCOR,MSX1

	GO:0007165
	signal transduction
	14
	4738
	0.00012
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,MSX1,FGFR2,IKBKG

	GO:0007423
	sensory organ development
	6
	515
	0.00020
	WNT10A,LEF1,PITX2,NPHP1,MSX1,FGFR2

	GO:0030154
	cell differentiation
	12
	3457
	0.00020
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EDA,DSP,MSX1,FGFR2

	GO:0030326
	embryonic limb morphogenesis
	4
	126
	0.00020
	LEF1,PITX2,PTCH1,MSX1

	GO:0030879
	mammary gland development
	4
	123
	0.00020
	LEF1,PTCH1,MSX1,FGFR2

	GO:0035137
	hindlimb morphogenesis
	3
	36
	0.00020
	PITX2,PTCH1,MSX1

	GO:0048646
	anatomical structure formation involved in morphogenesis
	7
	831
	0.00020
	LEF1,AXIN2,PITX2,PTCH1,EDA,MSX1,FGFR2

	GO:0061153
	trachea gland development
	2
	2
	0.00020
	LEF1,EDA

	GO:0001701
	in utero embryonic development
	5
	306
	0.00021
	LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0016055
	Wnt signaling pathway
	5
	303
	0.00021
	WNT10A,LEF1,FZD7,AXIN2,PITX2

	GO:0043009
	chordate embryonic development
	6
	550
	0.00021
	LEF1,AXIN2,PITX2,PTCH1,MSX1,FGFR2

	GO:0048754
	branching morphogenesis of an epithelial tube
	4
	134
	0.00021
	LEF1,PITX2,PTCH1,FGFR2

	GO:0060348
	bone development
	4
	166
	0.00041
	AXIN2,PITX2,MSX1,FGFR2

	GO:0010604
	positive regulation of macromolecule metabolic process
	11
	3081
	0.00042
	WNT10A,SRCAP,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,MSX1,FGFR2,IKBKG

	GO:0071866
	negative regulation of apoptotic process in bone marrow cell
	2
	5
	0.00042
	LEF1,FGFR2

	GO:0030855
	epithelial cell differentiation
	6
	649
	0.00044
	LEF1,FZD7,PITX2,PTCH1,DSP,FGFR2

	GO:0061180
	mammary gland epithelium development
	3
	55
	0.00047
	PTCH1,MSX1,FGFR2

	GO:0030278
	regulation of ossification
	4
	181
	0.00049
	AXIN2,PTCH1,BCOR,FGFR2

	GO:0007275
	multicellular organism development
	13
	4726
	0.00052
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EDA,BCOR,DSP,MSX1,FGFR2

	GO:0008283
	cell population proliferation
	6
	676
	0.00052
	LEF1,AXIN2,PITX2,PTCH1,MSX1,FGFR2

	GO:0060541
	respiratory system development
	4
	188
	0.00054
	LEF1,PITX2,EDA,FGFR2

	GO:0002009
	morphogenesis of an epithelium
	5
	414
	0.00062
	WNT10A,LEF1,PITX2,PTCH1,FGFR2

	GO:0048568
	embryonic organ development
	5
	417
	0.00062
	LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0055008
	cardiac muscle tissue morphogenesis
	3
	63
	0.00062
	PITX2,DSP,FGFR2

	GO:1903508
	positive regulation of nucleic acid-templated transcription
	8
	1520
	0.00062
	SRCAP,LEF1,FZD7,PITX2,PTCH1,MSX1,FGFR2,IKBKG

	GO:0014033
	neural crest cell differentiation
	3
	66
	0.00065
	WNT10A,LEF1,PITX2

	GO:0001837
	epithelial to mesenchymal transition
	3
	68
	0.00070
	LEF1,MSX1,FGFR2

	GO:0021873
	forebrain neuroblast division
	2
	8
	0.00070
	LEF1,FGFR2

	GO:0071864
	positive regulation of cell proliferation in bone marrow
	2
	8
	0.00070
	LEF1,FGFR2

	GO:0001942
	hair follicle development
	3
	72
	0.00075
	WNT10A,EDA,FGFR2

	GO:0030279
	negative regulation of ossification
	3
	71
	0.00075
	AXIN2,PTCH1,BCOR

	GO:0021536
	diencephalon development
	3
	75
	0.00081
	LEF1,PITX2,MSX1

	GO:0061061
	muscle structure development
	5
	457
	0.00081
	LEF1,PITX2,DSP,MSX1,FGFR2

	GO:0010033
	response to organic substance
	10
	2815
	0.00089
	WNT10A,LEF1,FZD7,PITX2,PTCH1,EDARADD,EDA,MSX1,FGFR2,IKBKG

	GO:0061053
	somite development
	3
	79
	0.00089
	LEF1,AXIN2,PTCH1

	GO:0071310
	cellular response to organic substance
	9
	2219
	0.00091
	WNT10A,LEF1,FZD7,PTCH1,EDARADD,EDA,MSX1,FGFR2,IKBKG

	GO:0000122
	negative regulation of transcription by RNA polymerase II
	6
	809
	0.00095
	LEF1,PITX2,PTCH1,BCOR,MSX1,FGFR2

	GO:0060021
	roof of mouth development
	3
	87
	0.0011
	LEF1,BCOR,MSX1

	GO:0060349
	bone morphogenesis
	3
	86
	0.0011
	AXIN2,MSX1,FGFR2

	GO:0009798
	axis specification
	3
	89
	0.0012
	PITX2,PTCH1,BCOR

	GO:0060070
	canonical Wnt signaling pathway
	3
	93
	0.0012
	WNT10A,LEF1,FZD7

	GO:0022612
	gland morphogenesis
	3
	94
	0.0013
	PTCH1,EDA,FGFR2

	GO:0036445
	neuronal stem cell division
	2
	14
	0.0013
	LEF1,FGFR2

	GO:0051253
	negative regulation of RNA metabolic process
	7
	1303
	0.0013
	LEF1,AXIN2,PITX2,PTCH1,BCOR,MSX1,FGFR2

	GO:0090263
	positive regulation of canonical Wnt signaling pathway
	3
	94
	0.0013
	AXIN2,EDA,FGFR2

	GO:0010092
	specification of animal organ identity
	2
	15
	0.0014
	AXIN2,FGFR2

	GO:0010468
	regulation of gene expression
	12
	4533
	0.0014
	WNT10A,SRCAP,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,BCOR,MSX1,FGFR2,IKBKG

	GO:0021761
	limbic system development
	3
	101
	0.0014
	LEF1,PITX2,FGFR2

	GO:0048598
	embryonic morphogenesis
	5
	545
	0.0014
	LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0007517
	muscle organ development
	4
	287
	0.0015
	PITX2,DSP,MSX1,FGFR2

	GO:0010463
	mesenchymal cell proliferation
	2
	16
	0.0015
	MSX1,FGFR2

	GO:0032526
	response to retinoic acid
	3
	104
	0.0015
	FZD7,PTCH1,FGFR2

	GO:0048518
	positive regulation of biological process
	13
	5459
	0.0015
	WNT10A,SRCAP,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,PCNT,EDA,MSX1,FGFR2,IKBKG

	GO:0051093
	negative regulation of developmental process
	6
	910
	0.0015
	LEF1,FZD7,AXIN2,PTCH1,BCOR,MSX1

	GO:2000026
	regulation of multicellular organismal development
	8
	1876
	0.0015
	WNT10A,LEF1,FZD7,AXIN2,PTCH1,BCOR,MSX1,FGFR2

	GO:0030182
	neuron differentiation
	6
	940
	0.0016
	WNT10A,LEF1,FZD7,PITX2,PTCH1,FGFR2

	GO:0045667
	regulation of osteoblast differentiation
	3
	112
	0.0017
	AXIN2,PTCH1,FGFR2

	GO:0051252
	regulation of RNA metabolic process
	11
	3890
	0.0017
	SRCAP,LEF1,FZD7,AXIN2,PITX2,PTCH1,EDA,BCOR,MSX1,FGFR2,IKBKG

	GO:0045893
	positive regulation of transcription, DNA-templated
	7
	1435
	0.0019
	LEF1,FZD7,PITX2,PTCH1,MSX1,FGFR2,IKBKG

	GO:0048557
	embryonic digestive tract morphogenesis
	2
	19
	0.0019
	PITX2,FGFR2

	GO:0051101
	regulation of DNA binding
	3
	116
	0.0019
	LEF1,PITX2,MSX1

	GO:0035239
	tube morphogenesis
	5
	615
	0.0020
	LEF1,PITX2,PTCH1,EDA,FGFR2

	GO:0060713
	labyrinthine layer morphogenesis
	2
	20
	0.0020
	LEF1,FGFR2

	GO:0000902
	cell morphogenesis
	5
	626
	0.0021
	LEF1,FZD7,PTCH1,MSX1,FGFR2

	GO:0003006
	developmental process involved in reproduction
	5
	622
	0.0021
	LEF1,PITX2,NPHP1,PTCH1,FGFR2

	GO:0003231
	cardiac ventricle development
	3
	125
	0.0021
	PITX2,DSP,FGFR2

	GO:0021854
	hypothalamus development
	2
	21
	0.0021
	LEF1,PITX2

	GO:0043586
	tongue development
	2
	21
	0.0021
	WNT10A,LEF1

	GO:0003206
	cardiac chamber morphogenesis
	3
	128
	0.0022
	PITX2,DSP,FGFR2

	GO:0016202
	regulation of striated muscle tissue development
	3
	127
	0.0022
	LEF1,FZD7,FGFR2

	GO:0050794
	regulation of cellular process
	17
	10484
	0.0022
	WNT10A,SRCAP,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,BCOR,DSP,MSX1,FGFR2,IKBKG

	GO:0050896
	response to stimulus
	15
	7824
	0.0022
	WNT10A,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,DSP,MSX1,FGFR2,IKBKG

	GO:0007420
	brain development
	5
	650
	0.0024
	LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0007267
	cell-cell signaling
	6
	1073
	0.0027
	WNT10A,LEF1,FZD7,AXIN2,PITX2,FGFR2

	GO:0031069
	hair follicle morphogenesis
	2
	26
	0.0028
	WNT10A,FGFR2

	GO:0035148
	tube formation
	3
	142
	0.0028
	PTCH1,EDA,FGFR2

	GO:0030900
	forebrain development
	4
	366
	0.0029
	LEF1,PITX2,MSX1,FGFR2

	GO:0043588
	skin development
	4
	373
	0.0030
	WNT10A,EDA,DSP,FGFR2

	GO:0007435
	salivary gland morphogenesis
	2
	28
	0.0031
	EDA,FGFR2

	GO:0035116
	embryonic hindlimb morphogenesis
	2
	28
	0.0031
	PITX2,MSX1

	GO:0042127
	regulation of cell population proliferation
	7
	1594
	0.0031
	LEF1,FZD7,AXIN2,PITX2,PTCH1,MSX1,FGFR2

	GO:0051147
	regulation of muscle cell differentiation
	3
	148
	0.0031
	FZD7,MSX1,FGFR2

	GO:0051239
	regulation of multicellular organismal process
	9
	2788
	0.0031
	WNT10A,LEF1,FZD7,AXIN2,PTCH1,BCOR,DSP,MSX1,FGFR2

	GO:0010453
	regulation of cell fate commitment
	2
	29
	0.0032
	FZD7,FGFR2

	GO:0051726
	regulation of cell cycle
	6
	1129
	0.0032
	LEF1,AXIN2,PTCH1,PCNT,MSX1,FGFR2

	GO:0060603
	mammary gland duct morphogenesis
	2
	29
	0.0032
	PTCH1,FGFR2

	GO:1904837
	beta-catenin-TCF complex assembly
	2
	29
	0.0032
	LEF1,AXIN2

	GO:0001569
	branching involved in blood vessel morphogenesis
	2
	30
	0.0033
	LEF1,PITX2

	GO:0016043
	cellular component organization
	12
	5163
	0.0033
	SRCAP,LEF1,FZD7,AXIN2,NPHP1,PTCH1,PCNT,BCOR,DSP,MSX1,FGFR2,TBCE

	GO:0032989
	cellular component morphogenesis
	5
	720
	0.0033
	LEF1,FZD7,PTCH1,MSX1,FGFR2

	GO:0060325
	face morphogenesis
	2
	31
	0.0034
	LEF1,MSX1

	GO:0048608
	reproductive structure development
	4
	405
	0.0037
	LEF1,PITX2,PTCH1,FGFR2

	GO:0051154
	negative regulation of striated muscle cell differentiation
	2
	33
	0.0038
	FZD7,MSX1

	GO:0021953
	central nervous system neuron differentiation
	3
	169
	0.0039
	LEF1,PTCH1,FGFR2

	GO:0001755
	neural crest cell migration
	2
	35
	0.0041
	LEF1,PITX2

	GO:0006355
	regulation of transcription, DNA-templated
	10
	3661
	0.0041
	SRCAP,LEF1,FZD7,PITX2,PTCH1,EDA,BCOR,MSX1,FGFR2,IKBKG

	GO:0051173
	positive regulation of nitrogen compound metabolic process
	9
	2946
	0.0041
	SRCAP,LEF1,FZD7,AXIN2,PITX2,PTCH1,MSX1,FGFR2,IKBKG

	GO:0009966
	regulation of signal transduction
	9
	3033
	0.0048
	WNT10A,LEF1,FZD7,AXIN2,PTCH1,EDA,MSX1,FGFR2,IKBKG

	GO:0030850
	prostate gland development
	2
	41
	0.0051
	PTCH1,FGFR2

	GO:0031325
	positive regulation of cellular metabolic process
	9
	3060
	0.0051
	SRCAP,LEF1,FZD7,AXIN2,PITX2,PTCH1,MSX1,FGFR2,IKBKG

	GO:0033993
	response to lipid
	5
	825
	0.0052
	LEF1,FZD7,PITX2,PTCH1,FGFR2

	GO:0009952
	anterior/posterior pattern specification
	3
	197
	0.0054
	LEF1,AXIN2,MSX1

	GO:0021983
	pituitary gland development
	2
	43
	0.0054
	PITX2,MSX1

	GO:0030282
	bone mineralization
	2
	43
	0.0054
	AXIN2,FGFR2

	GO:0060412
	ventricular septum morphogenesis
	2
	43
	0.0054
	PITX2,FGFR2

	GO:0007155
	cell adhesion
	5
	843
	0.0056
	LEF1,FZD7,NPHP1,EDA,DSP

	GO:0010718
	positive regulation of epithelial to mesenchymal transition
	2
	45
	0.0056
	LEF1,AXIN2

	GO:0045668
	negative regulation of osteoblast differentiation
	2
	44
	0.0056
	AXIN2,PTCH1

	GO:0045843
	negative regulation of striated muscle tissue development
	2
	45
	0.0056
	LEF1,FZD7

	GO:0060425
	lung morphogenesis
	2
	44
	0.0056
	PITX2,FGFR2

	GO:0071363
	cellular response to growth factor stimulus
	4
	477
	0.0056
	WNT10A,LEF1,MSX1,FGFR2

	GO:0030901
	midbrain development
	2
	46
	0.0057
	MSX1,FGFR2

	GO:0071396
	cellular response to lipid
	4
	486
	0.0058
	LEF1,FZD7,PTCH1,FGFR2

	GO:0072132
	mesenchyme morphogenesis
	2
	47
	0.0059
	LEF1,MSX1

	GO:0055010
	ventricular cardiac muscle tissue morphogenesis
	2
	48
	0.0060
	DSP,FGFR2

	GO:0000904
	cell morphogenesis involved in differentiation
	4
	498
	0.0061
	LEF1,FZD7,PTCH1,FGFR2

	GO:0001503
	ossification
	3
	215
	0.0061
	LEF1,AXIN2,FGFR2

	GO:0009719
	response to endogenous stimulus
	6
	1353
	0.0061
	WNT10A,LEF1,PITX2,PTCH1,MSX1,FGFR2

	GO:0021879
	forebrain neuron differentiation
	2
	50
	0.0063
	LEF1,FGFR2

	GO:0043392
	negative regulation of DNA binding
	2
	52
	0.0067
	LEF1,MSX1

	GO:0045165
	cell fate commitment
	3
	230
	0.0071
	WNT10A,PTCH1,FGFR2

	GO:0048522
	positive regulation of cellular process
	11
	4898
	0.0075
	SRCAP,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDA,MSX1,FGFR2,IKBKG

	GO:0065009
	regulation of molecular function
	9
	3322
	0.0076
	WNT10A,LEF1,AXIN2,PITX2,PTCH1,EDA,MSX1,FGFR2,IKBKG

	GO:0006357
	regulation of transcription by RNA polymerase II
	8
	2633
	0.0077
	SRCAP,LEF1,PITX2,PTCH1,BCOR,MSX1,FGFR2,IKBKG

	GO:1902533
	positive regulation of intracellular signal transduction
	5
	959
	0.0082
	FZD7,EDA,MSX1,FGFR2,IKBKG

	GO:0090596
	sensory organ morphogenesis
	3
	248
	0.0083
	PITX2,MSX1,FGFR2

	GO:0001756
	somitogenesis
	2
	63
	0.0088
	LEF1,AXIN2

	GO:0009880
	embryonic pattern specification
	2
	64
	0.0090
	PTCH1,FGFR2

	GO:0009967
	positive regulation of signal transduction
	6
	1493
	0.0090
	FZD7,AXIN2,EDA,MSX1,FGFR2,IKBKG

	GO:0048534
	hematopoietic or lymphoid organ development
	4
	573
	0.0090
	LEF1,FZD7,PITX2,FGFR2

	GO:0001707
	mesoderm formation
	2
	66
	0.0094
	LEF1,FGFR2

	GO:0071300
	cellular response to retinoic acid
	2
	68
	0.0099
	FZD7,FGFR2

	GO:0040014
	regulation of multicellular organism growth
	2
	69
	0.0100
	PTCH1,FGFR2

	GO:0007052
	mitotic spindle organization
	2
	70
	0.0103
	PCNT,TBCE

	GO:0003151
	outflow tract morphogenesis
	2
	71
	0.0104
	PITX2,FGFR2

	GO:0007224
	smoothened signaling pathway
	2
	72
	0.0106
	PTCH1,EVC2

	GO:0048562
	embryonic organ morphogenesis
	3
	279
	0.0106
	PITX2,MSX1,FGFR2

	GO:0055024
	regulation of cardiac muscle tissue development
	2
	73
	0.0107
	FZD7,FGFR2

	GO:0008589
	regulation of smoothened signaling pathway
	2
	75
	0.0112
	PTCH1,FGFR2

	GO:0007399
	nervous system development
	7
	2206
	0.0119
	WNT10A,LEF1,FZD7,PITX2,PTCH1,MSX1,FGFR2

	GO:0001525
	angiogenesis
	3
	297
	0.0121
	LEF1,PITX2,FGFR2

	GO:0033209
	tumor necrosis factor-mediated signaling pathway
	2
	81
	0.0128
	EDARADD,EDA

	GO:0051241
	negative regulation of multicellular organismal process
	5
	1098
	0.0128
	LEF1,FZD7,AXIN2,PTCH1,BCOR

	GO:0009913
	epidermal cell differentiation
	3
	306
	0.0129
	PITX2,PTCH1,DSP

	GO:0045944
	positive regulation of transcription by RNA polymerase II
	5
	1104
	0.0129
	LEF1,PITX2,MSX1,FGFR2,IKBKG

	GO:0050673
	epithelial cell proliferation
	2
	83
	0.0131
	PTCH1,FGFR2

	GO:0040008
	regulation of growth
	4
	663
	0.0133
	LEF1,PTCH1,MSX1,FGFR2

	GO:0050678
	regulation of epithelial cell proliferation
	3
	311
	0.0133
	FZD7,PTCH1,FGFR2

	GO:0008285
	negative regulation of cell population proliferation
	4
	669
	0.0137
	AXIN2,PTCH1,MSX1,FGFR2

	GO:0001657
	ureteric bud development
	2
	86
	0.0138
	PTCH1,FGFR2

	GO:0035567
	non-canonical Wnt signaling pathway
	2
	87
	0.0140
	LEF1,FZD7

	GO:0001101
	response to acid chemical
	3
	323
	0.0144
	FZD7,PTCH1,FGFR2

	GO:0010564
	regulation of cell cycle process
	4
	684
	0.0144
	LEF1,AXIN2,PCNT,MSX1

	GO:0045596
	negative regulation of cell differentiation
	4
	683
	0.0144
	FZD7,AXIN2,PTCH1,MSX1

	GO:0045595
	regulation of cell differentiation
	6
	1695
	0.0145
	LEF1,FZD7,AXIN2,PTCH1,MSX1,FGFR2

	GO:0002065
	columnar/cuboidal epithelial cell differentiation
	2
	91
	0.0148
	LEF1,FGFR2

	GO:0043473
	pigmentation
	2
	91
	0.0148
	LEF1,EDA

	GO:0030509
	BMP signaling pathway
	2
	92
	0.0150
	LEF1,MSX1

	GO:0097711
	ciliary basal body-plasma membrane docking
	2
	95
	0.0158
	NPHP1,PCNT

	GO:0002376
	immune system process
	7
	2370
	0.0160
	LEF1,FZD7,PITX2,EDA,DSP,FGFR2,IKBKG

	GO:0016573
	histone acetylation
	2
	96
	0.0160
	SRCAP,LEF1

	GO:0016570
	histone modification
	3
	347
	0.0167
	SRCAP,LEF1,BCOR

	GO:0006996
	organelle organization
	8
	3131
	0.0180
	SRCAP,LEF1,AXIN2,NPHP1,PCNT,BCOR,DSP,TBCE

	GO:0045787
	positive regulation of cell cycle
	3
	376
	0.0200
	LEF1,MSX1,FGFR2

	GO:0042471
	ear morphogenesis
	2
	112
	0.0204
	MSX1,FGFR2

	GO:0009987
	cellular process
	18
	14652
	0.0229
	WNT10A,SRCAP,LEF1,FZD7,AXIN2,PITX2,NPHP1,PTCH1,EDARADD,EVC2,PCNT,EDA,BCOR,DSP,MSX1,FGFR2,TBCE,IKBKG

	GO:0055002
	striated muscle cell development
	2
	121
	0.0232
	LEF1,PITX2

	GO:0043123
	positive regulation of I-kappaB kinase/NF-kappaB signaling
	2
	122
	0.0235
	EDA,IKBKG

	GO:0050680
	negative regulation of epithelial cell proliferation
	2
	122
	0.0235
	PTCH1,FGFR2

	GO:0051090
	regulation of DNA-binding transcription factor activity
	3
	403
	0.0235
	PTCH1,EDA,IKBKG

	GO:0090090
	negative regulation of canonical Wnt signaling pathway
	2
	123
	0.0235
	LEF1,AXIN2

	GO:0072175
	epithelial tube formation
	2
	128
	0.0251
	PTCH1,FGFR2

	GO:0098609
	cell-cell adhesion
	3
	416
	0.0251
	LEF1,NPHP1,DSP

	GO:1905330
	regulation of morphogenesis of an epithelium
	2
	130
	0.0255
	FZD7,FGFR2

	GO:0030217
	T cell differentiation
	2
	131
	0.0258
	LEF1,FZD7

	GO:0071560
	cellular response to transforming growth factor beta stimulus
	2
	140
	0.0289
	WNT10A,FGFR2

	GO:0016331
	morphogenesis of embryonic epithelium
	2
	141
	0.0292
	PTCH1,FGFR2

	GO:0008284
	positive regulation of cell population proliferation
	4
	878
	0.0293
	LEF1,FZD7,PITX2,FGFR2

	GO:0051092
	positive regulation of NF-kappaB transcription factor activity
	2
	142
	0.0295
	EDA,IKBKG

	GO:0051216
	cartilage development
	2
	147
	0.0312
	AXIN2,MSX1

	GO:0042060
	wound healing
	3
	461
	0.0314
	FZD7,DSP,FGFR2

	GO:0031099
	regeneration
	2
	151
	0.0323
	FZD7,PTCH1

	GO:2000241
	regulation of reproductive process
	2
	155
	0.0338
	MSX1,FGFR2

	GO:0001934
	positive regulation of protein phosphorylation
	4
	941
	0.0355
	FZD7,AXIN2,FGFR2,IKBKG

	GO:0048468
	cell development
	5
	1493
	0.0355
	LEF1,FZD7,PITX2,PTCH1,FGFR2

	GO:0031589
	cell-substrate adhesion
	2
	162
	0.0357
	FZD7,EDA

	GO:0007010
	cytoskeleton organization
	4
	953
	0.0364
	NPHP1,PCNT,DSP,TBCE

	GO:0060548
	negative regulation of cell death
	4
	953
	0.0364
	LEF1,MSX1,FGFR2,IKBKG

	GO:0071345
	cellular response to cytokine stimulus
	4
	953
	0.0364
	LEF1,EDARADD,EDA,IKBKG

	GO:0048523
	negative regulation of cellular process
	9
	4454
	0.0374
	LEF1,FZD7,AXIN2,PITX2,PTCH1,BCOR,MSX1,FGFR2,IKBKG

	GO:0051641
	cellular localization
	6
	2180
	0.0388
	AXIN2,NPHP1,PTCH1,PCNT,MSX1,IKBKG

	GO:0043410
	positive regulation of MAPK cascade
	3
	512
	0.0391
	FZD7,FGFR2,IKBKG

	GO:0050679
	positive regulation of epithelial cell proliferation
	2
	178
	0.0412
	FZD7,FGFR2

	GO:0030097
	hemopoiesis
	3
	526
	0.0415
	LEF1,FZD7,FGFR2

	GO:0051276
	chromosome organization
	4
	999
	0.0415
	SRCAP,LEF1,AXIN2,BCOR

	GO:0051302
	regulation of cell division
	2
	179
	0.0415
	PTCH1,FGFR2

	GO:0010467
	gene expression
	8
	3733
	0.0431
	SRCAP,LEF1,PITX2,PTCH1,EDA,BCOR,MSX1,IKBKG

	GO:2001020
	regulation of response to DNA damage stimulus
	2
	188
	0.0450
	AXIN2,MSX1

	GO:0120036
	plasma membrane bounded cell projection organization
	4
	1034
	0.0457
	NPHP1,PTCH1,PCNT,FGFR2

	GO:0012501
	programmed cell death
	4
	1042
	0.0467
	LEF1,DSP,FGFR2,IKBKG

	GO:0010941
	regulation of cell death
	5
	1638
	0.0478
	LEF1,AXIN2,MSX1,FGFR2,IKBKG

	GO:0071229
	cellular response to acid chemical
	2
	196
	0.0478
	FZD7,FGFR2
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