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Ref erence sequence (1):

AP006557. 1_SARS_cor onavi r us_TWH_genoni c_RNA_conpl et e_genome

Identities nornalised by aligned | ength.

Colored by: identity
1 AP006557. 1_SARS_cor onavi r us_TWH _genoni c_RNA_conpl et e_genome 100
2 AP006558. 1_SARS cor onavi rus_TW_genoni c_RNA_conpl et e_genone 100
3 AP006559. 1_SARS cor onavi r us_TWK_genoni c_RNA_conpl et e_genone 100
4 AP006560. 1_SARS cor onavi rus_TWS_genoni c_RNA_conpl et e_genone 100
5 AP006561. 1_SARS coronavi rus_TW_genoni c_RNA_conpl et e_genone 100
6 AY274119. 3_Sever e_acut e_respi rat ory_syndrone-r el at ed_cor onavi r us_i sol at e_Tor 2_conpl et e_genone 100.
7 AY278487. 3_SARS coronavi rus_BJ02_conpl et e_genone 100
8 AY278488. 2_SARS_coronavi rus_BJ01_conpl et e_genone 93,
9 AY278489. 2_SARS_coronavi rus_GD01_conpl et e_genone 94,
10 AY278490. 3_SARS_cor onavi rus_BJ03_conpl et e_genone 98,
11 AY278491. 2_SARS_cor onavi r us_HKU- 39849_conpl et e_genone 100
12 AY278554. 2_SARS_coronavi r us_CUHK- WL_conpl et e_genone 95,
13 AY278741. 1_SARS_coronavi rus_Ur bani _conpl et e_genone 100
14 AY279354.2_SARS_coronavi rus_BJ04_conpl et e_genone 94.
15 AY282752. 2_SARS_cor onavi r us_CUHK- Sul0_conpl et e_genone 95.
16 AY283794. 1_SARS_coronavi rus_Si n2500_conpl et e_genone 94.
17 AY283795. 1_SARS_coronavi rus_Si n2677_conpl et e_genone 94.
18 AY283796. 1_SARS_coronavi rus_Si n2679_conpl et e_genone 94.
19 AY283797. 1_SARS_coronavi rus_Si n2748_conpl et e_genone 94.
20 AY283798. 2_SARS_coronavi rus_Si n2774_conpl et e_genome 94.
21 AY291315. 1_SARS_cor onavi rus_Frankfurt_1_conpl et e_genome 100
22 AY291451. 1_SARS_cor onavi rus_TWL_conpl et e_genone 100.
23 AY297028. 1_SARS_cor onavi rus_zJO1_conpl et e_genome 95,
24 AY304486. 1_SARS_cor onavi rus_SZ3_conpl et e_genone 95,
25 AY304488. 1_SARS_cor onavi rus_SZ16_conpl et e_genome 95,
26 AY304495. 1_SARS_cor onavi rus_GZ50_conpl et e_genome 95,
27 AY310120. 1_SARS_cor onavi rus_FRA_conpl et e_genone 100
28 AY313906. 1_SARS_cor onavi rus_GD69_conpl et e_genome 100
29 AY321118. 1_SARS_cor onavi rus_TWC conpl et e_genone 100
30 AY323977.2_SARS_cor onavi rus_HSR_1_conpl et e_genome 100.
31 AY338174. 1_SARS_cor onavi rus_Tai wan_TCl_conpl et e_genone 77.
32 AY338175. 1_SARS_cor onavi r us_Tai wan_TC2_conpl et e_genone 77.
33 AY345986. 1_SARS_cor onavi r us_CUHK- AGO1_conpl et e_genone 95,
34 AY345987. 1_SARS_cor onavi r us_CUHK- AGD2_conpl et e_genonme 95,
35 AY345988. 1_SARS_cor onavi rus_CUHK- AQD3_conpl et e_genome 95.
36 AY348314.1_SARS_coronavi rus_Tai wan_TC3_conpl et e_genone 77.
37 AY350750. 1_SARS_coronavi rus_PUMX1_conpl et e_genone 95.
38 AY351680. 1_SARS_coronavi rus_ZMy_1_conpl et e_genone 100.
39 AY357075. 1_SARS_coronavi rus_PUMX2_conpl et e_genone 95.
40 AY357076. 1_SARS_coronavi rus_PUMX3_conpl et e_genone 95.
41 AY362698. 1_SARS_coronavi rus_TWC2_conpl et e_genone 100
42 AY362699. 1_SARS_coronavi rus_TWC3_conpl et e_genone 100
43 AY390556. 1_SARS_coronavi rus_GZ02_conpl et e_genone 100
44 AY394850. 2_SARS_coronavi rus_WHU_conpl et e_genone 100.
45 AY394977.1_SARS_coronavi rus_GZ- A partial _genone 83.
46 AY394978. 1_SARS_coronavi rus_GZ- B_conpl et e_genone 76.
47 AY394979. 1_SARS_coronavi rus_GZ- C_conpl et e_genone 82.
48 AY394980. 1_SARS_cor onavi rus_GZ-D parti al _genone 84.
49 AY394981. 1_SARS_cor onavi rus_HGZ8L1- A partial _genome 83.
50 AY394982. 1_SARS_cor onavi rus_HGZ8L1- B parti al _genonme 82.
51 AY394983. 1_SARS_cor onavi rus_HSZ2- A_conpl et e_genone 82.
52 AY394984. 1_SARS_cor onavi rus_HSZ-A_parti al _genome 84.
53 AY394985. 1_SARS_cor onavi r us_HSZ- Bo_conpl et e_genone 16.
54 AY394986. 1_SARS_cor onavi r us_HSZ- Cb_conpl et e_genone 83.
55 AY394987. 1_SARS_cor onavi r us_HZS2- Fb_conpl et e_genone 86.
56 AY394988. 1_SARS_cor onavi rus_JMD partial _genone 71
57 AY394989. 1_SARS_cor onavi r us_HZS2- D_conpl et e_genonme 95,
58 AY394990. 1_SARS_cor onavi r us_HZS2- E_conpl et e_genone 95.
59 AY394991. 1_SARS_cor onavi r us_HZS2- Fc_conpl et e_genome 95.
60 AY394992. 1_SARS_cor onavi rus_HZS2- C_conpl et e_genone 95,
61 AY394993. 1_SARS_coronavi rus_HGZ8L2_conpl et e_genone 95.
62 AY394994. 1_SARS_coronavi r us_HSZ- Bc_conpl et e_genone 95.
63 AY394995. 1_SARS_coronavi rus_HSZ- Cc_conpl et e_genone 95.
64 AY394996. 1_SARS_coronavi rus_ZS-B_conpl et e_genone 95.
65 AY394997. 1_SARS_coronavi rus_ZS-A_conpl et e_genone 95.
66 AY394998. 1_SARS_coronavi rus_LCl_conpl et e_genone 95.
67 AY394999. 1_SARS_coronavi rus_LC2_conpl et e_genone 95.
68 AY395000. 1_SARS_coronavi rus_LC3_conpl et e_genone 95.
69 AY395001. 1_SARS_coronavi rus_LC4_conpl et e_genone 95.
70 AY395002. 1_SARS_coronavi rus_LC5_conpl et e_genone 95.
71 AY395003. 1_SARS_coronavi rus_ZS- C_conpl et e_genone 83.
72 AY395004. 1_SARS_coronavi rus_HZS2- Bb_par ti al _genone 84.
73 AY427439. 1_SARS_coronavi rus_AS_conpl et e_genone 94.
74 AY461660. 1_SARS_coronavi rus_SoD_conpl et e_genone 95.
75 AY463059. 1_SARS_cor onavi r us_Shanghai Q<C1_conpl et e_genome 73.
76 AY463060. 1_SARS_cor onavi r us_Shanghai Q<C2_conpl et e_genome 73.
77 AY485277.1_SARS_cor onavi rus_Si nol- 11_conpl et e_genomne 100
78 AY485278. 1_SARS_cor onavi rus_Si no3- 11_conpl et e_genome 100
79 AY502923. 1_SARS_cor onavi rus_TWL0_conpl et e_genomne 100
80 AY502924. 1_SARS_cor onavi rus_TWL1_conpl et e_genome 100
81 AY502925. 1_SARS_cor onavi rus_TW2_conpl et e_genone 100
82 AY502926. 1_SARS_cor onavi r us_TWB_conpl et e_genone 100
83 AY502927. 1_SARS_cor onavi rus_TWI_conpl et e_genone 100
84 AY502928. 1_SARS_cor onavi rus_TW5_conpl et e_genone 100
85 AY502929. 1_SARS_cor onavi r us_TW6_conpl et e_genone 100
86 AY502930. 1_SARS_cor onavi r us_TW/_conpl et e_genone 100
87 AY502931. 1_SARS_cor onavi r us_TWB_conpl et e_genone 100
88 AY502932. 1_SARS_coronavi rus_TW9_conpl et e_genone 100.
89 AY508724.1_SARS_coronavi rus_NS-1_conpl et e_genone 94.
90 AY559081. 1_SARS_coronavi rus_Si n842_conpl et e_genone 95.
91 AY559082. 1_SARS_coronavi rus_Si n852_conpl et e_genone 99.
92 AY559083. 1_SARS_cor onavi rus_Si n3408_conpl et e_genome 88.
93 AY559084. 1_SARS_coronavi rus_Si n3765V_conpl et e_genome 94.
94 AY559085. 1_SARS_coronavi rus_Si n848_conpl et e_genone 94.
95 AY559086. 1_SARS_coronavi rus_Si n849_conpl et e_genone 94.
96 AY559087. 1_SARS_coronavi rus_Si n3725V_conpl et e_genome 94.
97 AY559088. 1_SARS_coronavi rus_Si nP1_conpl et e_genone 94.
98 AY559089. 1_SARS_coronavi rus_Si nP2_conpl et e_genone 94.
99 AY559090. 1_SARS_coronavi rus_Si nP3_conpl et e_genone 95.
100 AY559091. 1_SARS_coronavi rus_Si nP4_conpl et e_genone 94.
101 AY559092. 1_SARS_cor onavi rus_Si nP5_conpl et e_genone 94,
102 AY559093. 1_SARS_cor onavi rus_Si n845_conpl et e_genone 94,
103 AY559094. 1_SARS_cor onavi rus_Si n846_conpl et e_genone 94,
104 AY559095. 1_SARS_cor onavi rus_Si n847_conpl et e_genone 96.
105 AY559096. 1_SARS_cor onavi rus_Si n850_conpl et e_genone 97.
106 AY559097. 1_SARS_cor onavi rus_Si n3408L_conpl et e_genome 94,
107 AY595412. 1_SARS_cor onavi rus_LLJ-2004_conpl et e_genome 93,
108 AYB54624. 1_SARS_cor onavi rus_TJF_conpl et e_genome 99.
109 AY714217. 1_SARS_Cor onavi rus_CDC*200301157_conpl et e_genone 100
110 CQ03009. 1_Sequence_13_f r om Pat ent _WR004094667 100.
111 OQ18584. 1_Sequence_1_{ rom Pat ent _W2004096842 95,
112 CQY18585. 1_Sequence_2_f rom Pat ent _W2004096842 95.
113 OQQ18598. 1_Sequence_15_f r om Pat ent _WR004096842 100.
114 NC_004718. 3_SARS_cor onavi rus_conpl et e_genone 100
consensus/ 100%
consensus/ 90%
consensus/ 80%
consensus/ 70%
1 AP006557. 1_SARS_cor onavi rus_TWH_genoni c_RNA_conpl et e_genome 100
2 AP006558. 1_SARS_cor onavi rus_TW_genoni c_RNA_conpl et e_genone 100
3 AP006559. 1_SARS_cor onavi rus_TWK_genoni c_RNA_conpl et e_genone 100
4 AP006560. 1_SARS_cor onavi rus_TWS_genoni c_RNA_conpl et e_genone 100
5 AP006561. 1_SARS_cor onavi rus_TWY_genoni c_RNA_conpl et e_genone 100
6 AY274119.3_Severe_acute_respiratory_syndrone-rel at ed_coronavi rus_i sol at e_Tor 2_conpl et e_genone 100.
7 AY278487.3_SARS_coronavi rus_BJ02_conpl et e_genone 100.
8 AY278488. 2_SARS coronavi rus_BJO1_conpl et e_genone 93.
9 AY278489. 2_SARS cor onavi rus_GDO1_conpl et e_genome 94,
10 AY278490. 3_SARS cor onavi rus_BJ03_conpl et e_genome 98.
11 AY278491. 2_SARS coronavi r us_HKU- 39849_conpl et e_genone 100.
12 AY278554. 2_SARS coronavi r us_CUHK- WL_conpl et e_genonme 95,
13 AY278741.1_SARS coronavi rus_Ur bani _conpl et e_genome 100.
14 AY279354. 2_SARS coronavi rus_BJ04_conpl et e_genome 94,
15 AY282752. 2_SARS_coronavi r us_CUHK- Su10_conpl et e_genone 95.
16 AY283794. 1_SARS coronavi rus_Si n2500_conpl et e_genonme 94,
17 AY283795. 1_SARS coronavi rus_Si n2677_conpl et e_genone 94,
18 AY283796. 1_SARS coronavi rus_Si n2679_conpl et e_genone 94,
19 AY283797. 1_SARS coronavi rus_Si n2748_conpl et e_genone 94,
20 AY283798. 2_SARS_cor onavi rus_Si n2774_conpl et e_genome 94,
21 AY291315. 1_SARS_coronavi rus_Frankfurt_1_conpl et e_genone 100
22 AY291451.1_SARS_coronavi rus_TW._conpl et e_genone 100.
23 AY297028. 1_SARS_coronavi rus_zJ01_conpl et e_genone 95.
24 AY304486. 1_SARS_coronavi rus_SzZ3_conpl et e_genone 95.
25 AY304488. 1_SARS_coronavi rus_SZ16_conpl et e_genone 95.
26 AY304495. 1_SARS_coronavi rus_GZ50_conpl et e_genone 95.
27 AY310120. 1_SARS_coronavi rus_FRA_conpl et e_genone 100
28 AY313906. 1_SARS_coronavi rus_GD69_conpl et e_genone 100
29 AY321118. 1_SARS_coronavi rus_TWC conpl et e_genone 100
30 AY323977.2_SARS_coronavi rus_HSR 1_conpl et e_genone 100.
31 AY338174.1_SARS_coronavi rus_Tai wan_TCl_conpl et e_genone 77.
32 AY338175. 1_SARS_coronavi rus_Tai wan_TC2_conpl et e_genone 77.
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- - ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - ATATTAGGTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - - CCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TAGCTTTTTACCTACOCAGGAAAACOCAACCAACCTCGATCT
ATATTAGETTTTTACCTACCCAGGAAAACCCAACCAACCTCGATCT
“TACOCAGGAAAAGOCAACCAACCTCGATCT
ATA'ITA&ET'ITI'TACLTAW:AG}AAAAC@AACCAAWCGATCF
"TACCCAGGAAAAGOCAACCAACCTCGATCT
CTAWA&EAAAAC@AACCAAOCFCGATCF
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
"TACCCAGGAAAAGOCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
CCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - CTACCCAGGAAAAGCCAACCAACCTCGATCT
CTACCCAGGAAAAGCCAACCAACCTCGATCT
- CTACCCAGGAAAACCCAACCAACCTCGATCT
ATATTA@TTTTTACCTA(X:CA@AAAC(IAACCAACCTCGQTCT
- - ATATTAGGTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT

CTACCCAGGAAAAGCCAACCAACCTCGATCT
CTACCCAGGAAAAGCCAACCAACCTCGATCT
- - CTACCCAGGAAAAGCCAACCAACCTCGATCT

- ACCTACCCAGGAAAAGCCAACCAACCTCGATCT
TTATTAGETTTTTACCTACCCAGGAAAACCCAACCAACCTCGATCT
CCTACCCAGGAAAAGCCAACCAACCTCGATCT

- - ATATTAGCTTTTTACCTACCCAGGAAAACCCAACCAACCTCGATCT
ATATTAGETTTTTACCTACCCAGGAAAACCCAACCAACCTCGATCT

CTACCCAGGAAAAGCCAACCAACCTCGATCT
CTACCCAGGAAAAGCCAACCAACCTCGATCT

CTACCCAGGAAAAGCCAACCAACCTCGATCT

- TACCCAGGAAAAGCCAACCAACCTCGATCT
CTACCCAGGAAAAGCCAACGAACCTCGATCT

ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
ATATTAGETTTTTACCTACCCAGGAAAACCCAACCAACCTCGATCT
- - - TACOCAGGAAAAGCCAACCAACCTCGATCT
- ACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- AAATTTTCTTTCATCTATACAGGAAAACCCAACCAACCTCGATCT
AAATFITGTWCATCT ATACAGGAAAAGOCAACCAACCTCGATCTCTTGT TACOCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT
- TACCCAGGAAAAGCCAACCAACCTCGATCT

- TTTCTCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - ATATTAGCTAACCAGGAAAACCCAACCAACCTCGATCT

"TACCCAGGAAAAGCCAACCAACCTCGATCT
AGGAAAACGCCAACCAACCTCGATCT
- TATTAGCTTTTTACCTACCCAGGAAAAGCCAACCCACCTCGATCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - TTATTAGGTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
“TACCCAGGAAAAGCCAACCAACCTCGATCT
-- CTA(X:C/—\@N—\AC(IAACCAACCTCGQTCT
ATATTAGCTTTTTACCTACCCAGGAAAAGCCAACCAACCTCGATCT
- - ATATTAGCTTTTTACCTACCCAGGAAAACGCCAACCAACCTCGATCT

- TASCCAGGAAAAGCCAACCAACCTCGATCT
| TACCCAGGAAAAGOCAACCAACCTCGATCT

1 . :
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCT CTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
- AACTTTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACCCACTA
- AACTTTAAAATCTGTCTAGCTGTCCCTCGCCTCCATCOCTAGTGCACCTACGCAGTA
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CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCT CTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
----------------------- AACTTTAAAATCTCTCTAGCTGTCCCTCGCCTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
- AGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTCTCGCTCGECTCCATCOCTAGTCCACCTACGCAGTA
TTTAAAATCTCTCTAGCTCTCCCTCGCCTCCATCCCTAGTGCACCTACGCAGTA
GATCTCTTCTCTAAACGAACTTTAAAATCTCTGTAGCTCTCCCTCGCCTCCATCCCTAGTGCACCTACGCAGTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
- AGATCTCTTCTCTAAACGAACT TTAAAATCTGTCTAGCTCTCCCTCGECTCCATCOCTAGTCCACCTACCCACTA

GATCTCTTCTCTAAACGAACTTTAAAATCTGTCTACCTCTCCCTCGCCTCCATCCCTAGTCCACCTACGCACTA
- - GATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTCTCCCTCGECTCCATCOCTAGTCCACCTACCCACTA
- TTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTGTCTAGCTCGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA

- AGATCTCTTCTCTAAACGAACT TTAAAATCTGTCTAGCTCTCCCTCGECTCCATCCCTAGTCCACCTACCCACTA
CTTGTAGATCTCTTCTCTAAACGAACTTTAAAATCTGTGTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
- - AACTCTCCCTCGCCTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACT TTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
- AGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTCTCGCTCGECTCCATCOCTAGTCCACCTACGCAGTA
- TTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACTTTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
- - TCTCTGTAGCTCTCCCTCGCCTCCATCCCTAGTCCACCTACGCACTA
- - TCTCTGTAGCTCTCCCTCGCCTCCATCCCTAGTCCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTGTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTGTTCTCTAAACGAACT TTAAAATCTCTCTAGCTGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTAGCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTCGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACCCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTCTCTACCTCTCCCTCGECTCCATCCCTAGTGCACCTACGCACTA
CTTCTAGATCTCTTCTCTAAACGAACTTTAAAATCTGTCTAGCTCGTCCCTCGECTCCATCOCTAGTGCACCTACGCACTA

. UGATCTGTTCTCTAAACGAACTTTARAATCT GTGTAGCTCTCGCTCGGCTGCATGOCTAGTGCACCTACGCAGTA
CTTGTAGATCTGTTCTCTAAACGAACTTTAAAATCT GTGTAGCTGTCGCTCGGCTGCAT GOCTAGTGCACCTACGCAGTA
CTTGTAGATCTGTTCTCTAACGAACTTTAAAATCT GTGTAGCTGTCGCTCGGCTGCAT GOCTAGTGCACCTACGCAGTA

. 2 . .
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
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TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGACTAACTCCTOOCTCTTCTGCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC
TAAACAATAATAAATTTTACTCTCCTTGACAAGAAACGAGTAACTCCTCCCTCTTCTCCAGACTCCTTACGETTTCCTCC

. . 3 .
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
- - GACCGAAAGETAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGRETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGRETCTGACCGAAAGCTAAGAT- - - - - - - - - = - == - - - - - -
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGET CTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGETAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTGCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
CGTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
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O@18584. 1_Sequence_1_f rom Pat ent _W02004096842
CQ18585. 1_Sequence_2_f rom Pat ent _\W02004096842
O@18598. 1_Sequence_15_f r om Pat ent _WR004096842
NC_004718. 3_SARS_cor onavi r us_conpl et e_genone
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95.0% 95. 0%
95.0% 95.0%
100. 0% 100. 0%
100. 0% 100. 0%

consensus/ 100%
consensus/ 90%
consensus/ 80%
consensus/ 70%

CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTCGETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTEETG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCCTCCGEETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
GTCTTGCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG

.. .. GACCGAAAGCTAAGAT. . . .
CTCW CCACF CGATCATCACCATAOCFA@TI‘FCCF mmCTGAmGAAA@TAAGATGEAGACmTFCTFCTTG:TG
CTCTTCCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG
GTGTTGCAGTCGATCATCAGCATACCTAGCTTTCGTOCGGETCTGACCGAAAGCTAAGATGGAGACCCTTCTTCTTGETG

400

cov pid 321
AP006557. 1_SARS_cor onavi rus_TWH_genoni ¢c_RNA_conpl et e_genone 100. 0% 100. 0%
AP006558 SARS coronavirus T\M_genom Cc_RNA_conpl et e_genome 100. 0% 100. 0%
AP006559 1 SARS coronavi rus_TWK_genom ¢_RNA_conpl et e_genone 100. 0% 100. 0%
AP006560 1_SARS_cor onavi rus_T\As_genom c_RNA_coan et e_genone 100. 0% 100. 0%
AP006561. 1_SARS_cor onavi rus_TWY_genomi ¢_RNA_conpl et e_genone 100. 0% 100. 0%
AY274119. 3_Severe_acut e_respi ratory_syndrone-r el at ed_cor onavi rus_i sol at e_Tor 2_conpl et e_genone 100. 0% 100. 0%
AY278487. 3_SARS_cor onavi r us_BJ02_conpl et e_genone 100. 0% 100. 0%
AY278488. 2_SARS_cor onavi r us_BJO1_conpl et e_genonme 93.7% 93.7% TCAACGAGAAAACACACGTCCAACTCAGTTTGC-
AY278489. 2_SARS_cor onavi r us_GDO1_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT- -
AY278490. 3_SARS_cor onavi r us_BJ03_conpl et e_genone 98.7% 98.7% -
AY278491. 2_SARS_cor onavi r us_HKU- 39849_conpl et e_genone 100. 0% 100. 0% -
AY278554. 2_SARS_cor onavi r us_CUHK- WL_conpl et e_genome 95.0% 95.0% -
AY278741. 1_SARS_cor onavi r us_Ur bani _conpl et e_genone 100. 0% 100. 0% -
AY279354. 2_SARS_cor onavi r us_BJ04_conpl et e_genonme 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT- -
AY282752. 2_SARS_cor onavi r us_CUHK- Su10_conpl et e_genone 95.0% 95.0% TCAACGAGAAAACACACGTCCAACTCAGT- -
AY283794. 1_SARS_cor onavi rus_Si n2500_conpl et e_genome 94.7% 94.7% TCAACGAGAAAACACACGT CCAACTCAGT T- -
AY283795. 1_SARS_cor onavi rus_Si n2677_conpl et e_genome 94.7% 94.7% TCAACGAGAAAACACACGT CCAACTCAGT T- -
AY283796. 1_SARS_cor onavi rus_Si n2679_conpl et e_genome 94.7% 94.7% TCAACGAGAAAACACACGT CCAACTCAGT T- -
AY283797. 1_SARS_cor onavi rus_Si n2748_conpl et e_genome 94.7% 94.7% TCAACGAGAAAACACACGT CCAACTCAGT T- -
AY283798. 2_SARS_cor onavi rus_Si n2774_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY291315. 1_SARS_coronavi rus_Frankfurt_1_conpl et e_genome 100. 0% 100. 0% -
AY291451. 1_SARS_coronavi rus_TWL_conpl et e_genome 100. 0% 100. 0% -
AY297028. 1_SARS_cor onavi rus_zJ01_conpl et e_genone 95.3% 95.3% -
AY304486. 1_SARS_cor onavi rus_SZ3_conpl et e_genome 95.0% 95.0% -
AY304488. 1_SARS_cor onavi rus_SZ16_conpl et e_genone 95.0% 95.0% -
AY304495. 1_SARS_cor onavi rus_&Z50_conpl et e_genone 95.0% 95.0% -
AY310120. 1_SARS_coronavi rus_FRA_conpl et e_genome 100. 0% 100. 0% -
AY313906. 1_SARS_cor onavi rus_GD69_conpl et e_genone 100. 0% 100. 0% -
AY321118. 1_SARS_coronavi rus_TWC _conpl et e_genome 100. 0% 100. 0% -
AY323977. 2_SARS_coronavi rus_HSR_1_conpl et e_genone 100. 0% 100. 0%
AY338174. 1_SARS_coronavi rus_Tai wan_TCl_conpl et e_genome 77.0% 77.0% TCAACGAGAAMCAMCGT@AAGCAGTW@CTGT@WM&;TTAGAGAQSTG?TAGTMGIWWG
AY338175. 1_SARS_coronavi rus_Tai wan_TC2_conpl et e_genome 77.0% 77.0% TCAACGAGAAAACACACGT CCAACTCAGT T TGCCTGTOCT TCAGGT TAGAGACGT GCTAGT GOGT GGCTTCGEEGACTCT
AY345986. 1_SARS_cor onavi r us_CUHK- AGD1_conpl et e_genone 95.0% 95.0%
AY345987. 1_SARS_cor onavi r us_CUHK- AGD2_conpl et e_genone 95.0% 95.0%
AY345988. 1_SARS_cor onavi rus_CUHK- AQ3_conpl et e_genome 95.0% 95.0% TCAACGAGAAAACACACGTCCAACTCAGT - - - = = = = == m = m s s s s s s e o e mm e oo oo
AY348314. 1_SARS_coronavi rus_Tai wan_TC3_conpl et e_genone 77.0% 77.0% TCAACGAGAAAACACACGT CCAACT CAGT TTGCCT GTCCTTCAGGT TAGAGACGT GCTAGT GOGT GBCTTCGEGGACTCT
AY350750. 1_SARS_cor onavi r us_PUMX1_conpl et e_genone 95.7% 95.7% TCAACGAGAAAACACACGTCCAACTCA-
AY351680. 1_SARS_cor onavi rus_ZMY_1_conpl et e_genone 100.0% 99.7% TCAACGAGAAAACA- - - ---------
AY357075. 1_SARS_cor onavi r us_PUMX2_conpl et e_genone 95.3% 95.3% TCAACGAGAAAACACACGTCCAACTCAG:
AY357076. 1_SARS_cor onavi r us_PUMO3_conpl et e_genone 95.3% 95.3% TCAACGAGAAAACACACGTCCAACTCAG
AY362698. 1_SARS_cor onavi r us_TWC2_conpl et e_genonme 100. 0% 100. 0%
AY362699. 1_SARS_cor onavi r us_TWC3_conpl et e_genone 100. 0% 100. 0%
AY390556. 1_SARS_cor onavi r us_GZ02_conpl et e_genone 100. 0% 100. 0%
AY394850. 2_SARS_cor onavi r us_WHU_conpl et e_genone 100. 0% 100. 0%
AY394977. 1_SARS_coronavi rus_GZ-A_parti al _genone 83.0% 83.0% “TCAACGAGAAAACACACGT CCAACT CAGT TTGCCT GTCCTTCAGGT TAGAGACGT GCTAGT GCGT-
AY394978. 1_SARS_cor onavi rus_GZ- B_conpl et e_genonme 76.0% 76.0% TC/—\ACGAQ-\AAACACACGFCCAACFCAGFTTWGFWTO\@FTAGAG\(HF@AGFWWTWCF
AY394979. 1_SARS_coronavi rus_G&Z- C_conpl et e_genone 82.7% 82.7%
AY394980. 1_SARS_coronavi rus_G&Z-D_partial _genome 84.7% 84.3%
AY394981. 1_SARS_coronavi rus_HGZ8L1- A_partial _genone 83.0% 83.0%
AY394982. 1_SARS_coronavi rus_HGZ8L1- B_parti al _genone 82.7% 82.7%
AY394983. 1_SARS_cor onavi rus_HSZ2- A_conpl et e_genone 82.7% 82.7%
AY394984. 1_SARS_coronavi rus_HSZ- A parti al _genone 84.3% 84.3%
AY394985. 1_SARS_cor onavi r us_HSZ- Bb_conpl et e_genone 16.7% 16.7%
AY394986. 1_SARS_cor onavi r us_HSZ- Cb_conpl et e_genone 83.0% 83.0%
AY394987. 1_SARS_cor onavi r us_HZS2- Fb_conpl et e_genone 86.0% 86.0% TCAACGAGAAAACACACGT CCAACTCAGT TTGCCTGTOCTTCAGGT TAGAGACGT G - - = == = == === === oo e e oo o o
AY394988. 1_SARS_coronavi rus_JVMD_parti al _genome 71.3% 71.0% TCAACGAGAAAACACACGT CCAACTCAGT T TGCCTGTOCT TCAGGT TAGAGACGT GCTAGT GOGT GGCTTCGEEGACTCT
AY394989. 1_SARS_cor onavi rus_HZS2- D_conpl et e_genone 95.0% 95.0%
AY394990. 1_SARS_cor onavi rus_HZS2- E_conpl et e_genone 95.0% 95.0%
AY394991. 1_SARS_cor onavi rus_HZS2- Fc_conpl et e_genone 95.0% 95.0%
AY394992. 1_SARS_cor onavi r us_HZS2- C_conpl et e_genone 95.0% 95.0%
AY394993. 1_SARS_cor onavi r us_HGZ8L2_conpl et e_genone 95.0% 95.0%
AY394994. 1_SARS_cor onavi r us_HSZ- Bc_conpl et e_genone 95.0% 95.0%
AY394995. 1_SARS_cor onavi r us_HSZ- Cc_conpl et e_genone 95.0% 95.0%
AY394996. 1_SARS_cor onavi r us_ZS- B_conpl et e_genone 95.0% 95.0%
AY394997. 1_SARS_cor onavi r us_ZS- A_conpl et e_genonme 95.0% 95.0%
AY394998. 1_SARS_cor onavi r us_LC1_conpl et e_genone 95.0% 95.0%
AY394999. 1_SARS_cor onavi r us_LC2_conpl et e_genome 95.0% 95.0%
AY395000. 1_SARS_cor onavi r us_LC3_conpl et e_genone 95.0% 95.0%
AY395001. 1_SARS_cor onavi r us_LC4_conpl et e_genone 95.0% 95.0%
AY395002. 1_SARS_cor onavi r us_LC5_conpl et e_genone 95.0% 95.0%
AY395003. 1_SARS_cor onavi r us_ZS- C_conpl et e_genone 83.0% 83.0%
AY395004. 1_SARS_cor onavi r us_HZS2- Bb_par ti al _genone 84.3% 84.3%
AY427439. 1_SARS_coronavi rus_AS_conpl et e_genome 94.7% 94.7%
AY461660. 1_SARS_cor onavi rus_SoD_conpl et e_genome 95.0% 94.7% TCAACGAGAAAACACACGT CCAACT CA(
AY463059. 1_SARS_cor onavi r us_Shanghai QXC1_conpl et e_genome 73.7% 73.7% TCAACGAGAAMCAMCGT@AAGCAGTW@CTGT@WM&;TTAGAGAQSTG?TAGTMGIWWG
AY463060. 1_SARS_cor onavi r us_Shanghai QXC2_conpl et e_genome 73.7% 73.7% TCAACGAGAAAACACACGT CCAACTCAGT T TGCCTGTOCT TCAGGT TAGAGACGT GCTAGT GOGT GGCTTCGEEGACTCT
AY485277. 1_SARS_coronavi rus_Si nol-11_conpl et e_genone 100. 0% 100. 0%
AY485278. 1_SARS_coronavi rus_Si no3-11_conpl et e_genone 100. 0% 100. 0%
AY502923. 1_SARS_cor onavi rus_TWL0_conpl et e_genone 100. 0% 100. 0%
AY502924. 1_SARS_coronavi rus_TWL1_conpl et e_genone 100. 0% 100. 0%
AY502925. 1_SARS_coronavi rus_TW2_conpl et e_genome 100. 0% 100. 0%
AY502926. 1_SARS_cor onavi rus_TWB_conpl et e_genome 100. 0% 100. 0%
AY502927. 1_SARS_coronavi rus_TW_conpl et e_genome 100. 0% 100. 0%
AY502928. 1_SARS_cor onavi rus_TW5_conpl et e_genome 100. 0% 100. 0%
AY502929. 1_SARS_coronavi rus_TWs_conpl et e_genome 100. 0% 100. 0%
AY502930. 1_SARS_cor onavi r us_TW/_conpl et e_genone 100. 0% 100. 0%
AY502931. 1_SARS_cor onavi r us_TWB_conpl et e_genome 100. 0% 100. 0%
AY502932. 1_SARS_cor onavi r us_TW9_conpl et e_genone 100. 0% 100. 0%
AY508724. 1_SARS_cor onavi r us_NS- 1_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559081. 1_SARS_cor onavi r us_Si n842_conpl et e_genone 95.7% 95.3% TCAACGAGAAAACACACGTCCAACTCA: -
AY559082. 1_SARS_cor onavi r us_Si n852_conpl et e_genone 99.7% 96.3% TCAACGAGAAAACAC
AY559083. 1_SARS_cor onavi r us_Si n3408_conpl et e_genone 88.7% 85.3%  -------------- -
AY559084. 1_SARS_cor onavi r us_Si n3765V_conpl et &_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT- -
AY559085. 1_SARS_cor onavi r us_Si n848_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559086. 1_SARS_cor onavi r us_Si n849_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559087. 1_SARS_cor onavi r us_Si n3725V_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559088. 1_SARS_cor onavi r us_Si nP1_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559089. 1_SARS_cor onavi r us_Si nP2_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGTT-
AY559090. 1_SARS_cor onavi r us_Si nP3_conpl et e_genone 95.3% 92.7% TCAACGAGAAAACACACGTCCAACTCAG - -
AY559091. 1_SARS_coronavi rus_Si nP4_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY559092. 1_SARS_coronavi rus_Si nP5_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY559093. 1_SARS_cor onavi rus_Si n845_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY559094. 1_SARS_cor onavi rus_Si n846_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY559095. 1_SARS_cor onavi rus_Si n847_conpl et e_genone 96.7% 96.0% TCAACGAGAAAACACACGTCCAAC- -
AY559096. 1_SARS_cor onavi rus_Si n850_conpl et e_genone 97.3% 95.7% TCAACGAGAAAACACACGTCCA- - - -
AY559097. 1_SARS_cor onavi rus_Si n3408L_conpl et e_genone 94.7% 94.7% TCAACGAGAAAACACACGTCCAACTCAGT T- -
AY595412. 1_SARS_coronavi rus_LLJ-2004_conpl et e_genone 93.0% 93.0% -
AY654624. 1_ SARS coronavi rus TJF -_conpl et e_genone 99.7% 99.0% -
AY714217.1_ SARS Cor onavi rus_CDC*200301157_conpl et e_genone 100. 0% 100. 0% -
CQ¥03009 1_Sequence_13_from_Palem_wY004094667 100.0% 99.7% -
CQ18584. 1_Sequence_1_f rom Pat ent _\W02004096842 95.0% 95.0% -
CQ18585. 1_Sequence_2_f rom Pat ent _\W02004096842 95.0% 95.0% -
CQP18598. 1_Sequence_15_| fvum Pat ent _W02004096842 100. 0% 100. 0% -
NC_004718. 3_SARS_cor onavi r us_conpl et e_genome 100. 0% 100. 0% -
consensus/ 100% IR
consensus/ 90% TCAACGAGAAAACA.
consensus/ 80% TCAACGAGAAAACA.
consensus/ 70% TCAACGAGAAAACA.

cov pid 401
AP006557. 1_SARS_cor onavi r us_TWH_genoni c_RNA_conpl et e_genome 100. 0% 100. 0% - -
AP006558. 1_SARS_cor onavi r us_TW_genoni c_RNA_conpl et e_genome 100. 0% 100. 0% - -
AP006559. 1_SARS_cor onavi r us_TWK_genoni c_RNA_conpl et e_genome 100. 0% 100. 0% - -
AP006560. 1_SARS_cor onavi r us_TWS_genoni c_RNA_conpl et e_genome 100. 0% 100. 0% - -
AP006561. 1_SARS_cor onavi r us_TWY_genoni c_RNA_conpl et e_genome 100. 0% 100. 0% - -
AY274119. 3_Severe_acut e_respi ratory_syndrone-rel at ed_cor onavi rus_i sol at e_Tor 2_conpl et e_genone 100. 0% 100. 0% - -
AY278487. 3_SARS_cor onavi rus_BJ02_conpl et e_genone 100. 0% 100. 0% - -
AY278488. 2_SARS_cor onavi rus_BJ01_conpl et e_genone 93.7% 93.7% - -
AY278489. 2_SARS_cor onavi rus_GD01_conpl et e_genone 94.7% 94.7% - -
AY278490. 3_SARS_cor onavi rus_BJ03_conpl et e_genone 98.7% 98.7% - -
AY278491. 2_SARS_cor onavi r us_HKU- 39849_conpl et e_genone 100. 0% 100. 0% - -
AY278554. 2_SARS_cor onavi r us_CUHK- WL_conpl et e_genone 95.0% 95.0% - -
AY278741. 1_SARS_coronavi rus_Ur bani _conpl et e_genone 100. 0% 100. 0% - -
AY279354. 2_SARS_cor onavi rus_BJ04_conpl et e_genone 94.7% 94.7% - -
AY282752. 2_SARS_cor onavi r us_CUHK- Sul0_conpl et e_genone 95.0% 95.0% - -
AY283794. 1_SARS_cor onavi rus_Si n2500_conpl et e_genone 94.7% 94.7% - -
AY283795. 1_SARS_cor onavi rus_Si n2677_conpl et e_genone 94.7% 94.7% - -
AY283796. 1_SARS_cor onavi rus_Si n2679_conpl et e_genone 94.7% 94.7% - -
AY283797. 1_SARS_cor onavi rus_Si n2748_conpl et e_genone 94.7% 94.7% - -
AY283798. 2_SARS_cor onavi r us_Si n2774_conpl et e_genomne 94.7% 94.7% - -
AY291315. 1_SARS_cor onavi r us_Frankf urt _1_conpl et e_genome 100. 0% 100. 0% -
AY291451. 1_SARS_cor onavi r us_TWL_conpl et e_genone 100. 0% 100. 0% -
AY297028. 1_SARS_cor onavi r us_zJ01_conpl et e_genone 95.3% 95.3% -
AY304486. 1_SARS_cor onavi r us_SZ3_conpl et e_genone 95.0% 95.0% -
AY304488. 1_SARS_cor onavi r us_SZ16_conpl et e_genone 95.0% 95.0% -
AY304495. 1_SARS_cor onavi r us_GZ50_conpl et e_genone 95.0% 95.0% -
AY310120. 1_SARS_cor onavi r us_FRA_conpl et e_genone 100. 0% 100. 0% -
AY313906. 1_SARS_cor onavi r us_GD69_conpl et e_genone 100. 0% 100. 0% -
AY321118. 1_SARS_cor onavi r us_TWC conpl et e_genone 100. 0% 100. 0% -
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30 AY323977.2_SARS_cor onavi rus_HSR_1_conpl et e_genone 100. 0% 100
31 AY338174. 1_SARS_cor onavi rus_Tai wan_TCl_conpl et e_genone 77.0% 77
32 AY338175. 1_SARS_cor onavi r us_Tai wan_TC2_conpl et e_genone 77.0% 77
33 AY345986. 1_SARS_coronavi rus_CUHK- AQO1_conpl et e_genome 95.0% 95.
34 AY345987. 1_SARS_coronavi rus_CUHK- AQD2_conpl et e_genome 95.0% 95.
35 AY345988. 1_SARS_coronavi rus_CUHK- AQD3_conpl et e_genome 95.0% 95.
36 AY348314.1_SARS_coronavi rus_Tai wan_TC3_conpl et e_genone 77.0% 77.
37 AY350750. 1_SARS_coronavi rus_PUMXO1_conpl et e_genone 95.7% 95.
38 AY351680. 1_SARS_coronavi rus_ZMy_1_conpl et e_genone 100. 0% 99.
39 AY357075. 1_SARS_coronavi rus_PUMX2_conpl et e_genone 95.3% 95.
40 AY357076. 1_SARS_coronavi rus_PUMX3_conpl et e_genone 95.3% 95.
41 AY362698. 1_SARS_coronavi rus_TWC2_conpl et e_genone 100. 0% 100.
42 AY362699. 1_SARS_coronavi rus_TWC3_conpl et e_genone 100. 0% 100.
43 AY390556. 1_SARS_coronavi rus_GZ02_conpl et e_genone 100. 0% 100.
44 AY394850. 2_SARS_coronavi rus_WHU_conpl et e_genone 100. 0% 100.
45 AY394977.1_SARS_coronavi rus_GZ-A partial _genone 83.0% 83.
46 AY394978. 1_SARS_cor onavi rus_GZ- B_conpl et e_genome 76.0% 76
47 AY394979. 1_SARS_cor onavi rus_GZ- C_conpl et e_genome 82.7% 82
48 AY394980. 1_SARS_cor onavi rus_GZ-D parti al _genone 84.7% 84
49 AY394981. 1_SARS_cor onavi rus_HGZ8L1- A partial _genome 83.0% 83
50 AY394982. 1_SARS_cor onavi rus_HGZ8L1- B parti al _genome 82.7% 82
51 AY394983. 1_SARS_cor onavi r us_HSZ2- A_conpl et e_genone 82.7% 82
52 AY394984. 1_SARS_cor onavi rus_HSZ-A_parti al _genome 84.3% 84
53 AY394985. 1_SARS_cor onavi r us_HSZ- Bo_conpl et e_genonme 16.7% 16
54 AY394986. 1_SARS_cor onavi r us_HSZ- Cb_conpl et e_genone 83.0% 83
55 AY394987. 1_SARS_cor onavi r us_HZS2- Fb_conpl et e_genone 86.0% 86
56 AY394988. 1_SARS_cor onavi rus_JMD partial _genone 71.3% 71
57 AY394989. 1_SARS_cor onavi r us_HZS2- D_conpl et e_genone 95.0% 95
58 AY394990. 1_SARS_cor onavi r us_HZS2- E_conpl et e_genone 95.0% 95
59 AY394991. 1_SARS_coronavi rus_HZS2- Fc_conpl et e_genome 95.0% 95.
60 AY394992. 1_SARS_coronavi rus_HzZS2- C_conpl et e_genone 95.0% 95.
61 AY394993. 1_SARS_coronavi rus_HGZ8L2_conpl et e_genone 95.0% 95.
62 AY394994. 1_SARS_coronavi r us_HSZ- Bc_conpl et e_genone 95.0% 95.
63 AY394995. 1_SARS_coronavi r us_HSZ- Cc_conpl et e_genone 95.0% 95.
64 AY394996. 1_SARS_coronavi rus_ZS- B_conpl et e_genone 95.0% 95.
65 AY394997.1_SARS_coronavi rus_ZS-A_conpl et e_genone 95.0% 95.
66 AY394998. 1_SARS_coronavi rus_LCl_conpl et e_genone 95.0% 95.
67 AY394999. 1_SARS_coronavi rus_LC2_conpl et e_genone 95.0% 95.
68 AY395000. 1_SARS_coronavi rus_LC3_conpl et e_genone 95.0% 95.
69 AY395001. 1_SARS_coronavi rus_LC4_conpl et e_genone 95.0% 95.
70 AY395002. 1_SARS_coronavi rus_LC5_conpl et e_genone 95.0% 95.
71 AY395003. 1_SARS_coronavi rus_ZS- C_conpl et e_genone 83.0% 83.
72 AY395004. 1_SARS_cor onavi rus_HZS2- Bb_par ti al _genome 84.3% 84
73 AY427439. 1_SARS_cor onavi r us_AS_conpl et e_genone 94.7% 94
74 AY461660. 1_SARS_cor onavi r us_SoD_conpl et e_genone 95.0% 94
75 AY463059. 1_SARS_cor onavi r us_Shanghai Q<C1_conpl et e_genome 73.7% 73
76 AY463060. 1_SARS_cor onavi r us_Shanghai Q<C2_conpl et e_genome 73.7% 73
77 AY485277.1_SARS_cor onavi rus_Si nol- 11_conpl et e_genone 100. 0% 100.
78 AY485278. 1_SARS_cor onavi rus_Si no3- 11_conpl et e_genome 100. 0% 100.
79 AY502923. 1_SARS_cor onavi rus_TWL0_conpl et e_genome 100. 0% 100
80 AY502924. 1_SARS_cor onavi rus_TWL1_conpl et e_genome 100. 0% 100.
81 AY502925. 1_SARS_cor onavi rus_TW2_conpl et e_genone 100. 0% 100
82 AY502926. 1_SARS_cor onavi r us_TWB_conpl et e_genone 100. 0% 100
83 AY502927. 1_SARS_cor onavi rus_TWI_conpl et e_genone 100. 0% 100
84 AY502928. 1_SARS_cor onavi rus_TW5_conpl et e_genone 100. 0% 100
85 AY502929. 1_SARS_cor onavi r us_TW6_conpl et e_genome 100. 0% 100
86 AY502930. 1_SARS_coronavi rus_TW_conpl et e_genone 100. 0% 100.
87 AY502931.1_SARS_coronavi rus_TW8_conpl et e_genone 100. 0% 100.
88 AY502932. 1_SARS_coronavi rus_TW)_conpl et e_genone 100. 0% 100.
89 AY508724.1_SARS_coronavi rus_NS-1_conpl et e_genone 94.7% 94.
90 AY559081. 1_SARS_coronavi rus_Si n842_conpl et e_genone 95.7% 95.
91 AY559082. 1_SARS_coronavi rus_Si n852_conpl et e_genone 99.7% 96.
92 AY559083. 1_SARS_coronavi rus_Si n3408_conpl et e_genome 88.7% 85.
93 AY559084. 1_SARS_coronavi rus_Si n3765V_conpl et e_genome 94.7% 94.
94 AY559085. 1_SARS_coronavi rus_Si n848_conpl et e_genone 94.7% 94.
95 AY559086. 1_SARS_coronavi rus_Si n849_conpl et e_genone 94.7% 94.
96 AY559087. 1_SARS_coronavi rus_Si n3725V_conpl et e_genome 94.7% 94.
97 AY559088. 1_SARS_coronavi rus_Si nP1_conpl et e_genone 94.7% 94.
98 AY559089. 1_SARS_coronavi rus_Si nP2_conpl et e_genone 94.7% 94.
99 AY559090. 1_SARS_cor onavi rus_Si nP3_conpl et e_genone 95.3% 92
100 AY559091. 1_SARS_cor onavi rus_Si nP4_conpl et e_genome 94.7% 94
101 AY559092. 1_SARS_cor onavi rus_Si nP5_conpl et e_genome 94.7% 94
102 AY559093. 1_SARS_cor onavi rus_Si n845_conpl et e_genone 94.7% 94
103 AY559094. 1_SARS_cor onavi rus_Si n846_conpl et e_genone 94.7% 94
104 AY559095. 1_SARS_cor onavi rus_Si n847_conpl et e_genone 96.7% 96
105 AY559096. 1_SARS_cor onavi rus_Si n850_conpl et e_genone 97.3% 95
106 AY559097. 1_SARS_cor onavi rus_Si n3408L_conpl et e_genome 94.7% 94
107 AY595412. 1_SARS_cor onavi rus_LLJ-2004_conpl et e_genome 93.0% 93
108 AYB54624. 1_SARS_cor onavi rus_TJF_conpl et e_genome 99.7% 99.
109 AY714217. 1_SARS_Cor onavi r us_CDC*200301157_conpl et e_genone 100. 0% 100
110 CQ03009. 1_Sequence_13_f r om Pat ent _WR004094667 100. 0% 99
111 OQ18584. 1_Sequence_1_{ rom Pat ent _W02004096842 95.0% 95.
112 CQY18585. 1_Sequence_2_f rom Pat ent _W2004096842 95.0% 95.
113 CQY18598. 1_Sequence_15_f rom Pat ent _WO2004096842 100. 0% 100.
114 NC_004718. 3_SARS_cor onavi rus_conpl et e_genone 100. 0% 100.

consensus/ 100%
consensus/ 90%
consensus/ 80%
consensus/ 70%

cov
1 AP006557. 1_SARS_cor onavi rus_TWH_genoni c_RNA_conpl et e_genome 100. 0% 100.
2 AP006558. 1_SARS_cor onavi rus_TW_genoni c_RNA_conpl et e_genone 100. 0% 100.
3 AP006559. 1_SARS_cor onavi rus_TWK_genoni c_RNA_conpl et e_genone 100. 0% 100.
4 AP006560. 1_SARS_cor onavi rus_TWS_genoni c_RNA_conpl et e_genone 100. 0% 100.
5 AP006561. 1_SARS coronavi rus_TW_genoni c_RNA_conpl et e_genone 100. 0% 100.
6 AY274119. 3_Sever e_acut e_respi rat ory_syndr one-r el at ed_cor onavi r us_i sol at e_Tor 2_conpl et e_genone 100. 0% 100.
7 AY278487. 3_SARS coronavi rus_BJ02_conpl et e_genone 100. 0% 100.
8 AY278488. 2_SARS cor onavi rus_BJO1_conpl et e_genone 93.7% 93
9 AY278489. 2_SARS cor onavi rus_GD01_conpl et e_genome 94.7% 94
10 AY278490. 3_SARS cor onavi rus_BJO3_conpl et e_genome 98.7% 98
11 AY278491. 2_SARS coronavi rus_HKU- 39849_conpl et e_genone 100. 0% 100.
12 AY278554. 2_SARS coronavi rus_CUHK- WL_conpl et e_genone 95.0% 95.
13 AY278741. 1_SARS_coronavi rus_Ur bani _conpl et e_genone 100. 0% 100.
14 AY279354. 2_SARS coronavi rus_BJ04_conpl et e_genome 94.7% 9.
15 AY282752. 2_SARS_coronavi r us_CUHK- Sul0_conpl et e_genone 95.0% 95.
16 AY283794. 1_SARS coronavi rus_Si n2500_conpl et e_genone 94.7% 94
17 AY283795. 1_SARS_coronavi rus_Si n2677_conpl et e_genone 94.7% 94.
18 AY283796. 1_SARS_coronavi rus_Si n2679_conpl et e_genone 94.7% 94.
19 AY283797. 1_SARS_coronavi rus_Si n2748_conpl et e_genone 94.7% 94.
20 AY283798. 2_SARS_coronavi rus_Si n2774_conpl et e_genome 94.7% 94.
21 AY291315. 1_SARS_coronavi rus_Frankfurt_1_conpl et e_genone 100. 0% 100.
22 AY291451.1_SARS_coronavi rus_TW._conpl et e_genone 100. 0% 100.
23 AY297028. 1_SARS_coronavi rus_zJ01_conpl et e_genone 95.3% 95.
24 AY304486. 1_SARS_coronavi rus_SZ3_conpl et e_genone 95.0% 95.
25 AY304488. 1_SARS_coronavi rus_SZ16_conpl et e_genone 95.0% 95.
26 AY304495. 1_SARS_coronavi rus_GZ50_conpl et e_genone 95.0% 95.
27 AY310120. 1_SARS_coronavi rus_FRA _conpl et e_genone 100. 0% 100.
28 AY313906. 1_SARS_coronavi rus_GD69_conpl et e_genone 100. 0% 100.
29 AY321118. 1_SARS_coronavi rus_TWC conpl et e_genone 100. 0% 100.
30 AY323977.2_SARS_coronavi rus_HSR_1_conpl et e_genone 100. 0% 100.
31 AY338174.1_SARS_coronavi rus_Tai wan_TCl_conpl et e_genone 77.0% 77.
32 AY338175. 1_SARS_coronavi rus_Tai wan_TC2_conpl et e_genone 77.0% 77.
33 AY345986. 1_SARS_cor onavi r us_CUHK- AQD1_conpl et e_genome 95.0% 95.
34 AY345987. 1_SARS_cor onavi r us_CUHK- AGD2_conpl et e_genome 95.0% 95.
35 AY345988. 1_SARS_cor onavi r us_CUHK- AGD3_conpl et e_genome 95.0% 95.
36 AY348314. 1_SARS_cor onavi rus_Tai wan_TC3_conpl et e_genone 77.0% 77
37 AY350750. 1_SARS_cor onavi rus_PUMX1_conpl et e_genone 95.7% 95.
38 AY351680. 1_SARS_coronavi rus_ZMY_1_conpl et e_genone 100. 0% 99
39 AY357075. 1_SARS_cor onavi r us_PUM2_conpl et e_genone 95.3% 95.
40 AY357076. 1_SARS_cor onavi r us_PUMD3_conpl et e_genone 95.3% 95.
41 AY362698. 1_SARS_cor onavi rus_TWC2_conpl et e_genone 100. 0% 100.
42 AY362699. 1_SARS_cor onavi rus_TWC3_conpl et e_genone 100. 0% 100.
43 AY390556. 1_SARS_cor onavi r us_Gz02_conpl et e_genone 100. 0% 100.
44 AY394850. 2_SARS_cor onavi rus_WHU_conpl et e_genone 100. 0% 100.
45 AY394977.1_SARS_coronavi rus_GZ- A partial _genone 83.0% 83.
46 AY394978. 1_SARS_coronavi rus_GZ- B_conpl et e_genone 76.0% 76.
47 AY394979. 1_SARS_coronavi rus_GZ- C_conpl et e_genone 82.7% 82
48 AY394980. 1_SARS_coronavi rus_GZ-D_parti al _genone 84.7% 84.
49 AY394981.1_SARS_coronavirus_HGZ8L1- A partial _genome 83.0% 83.
50 AY394982. 1_SARS_coronavi rus_HGZ8L1-B_parti al _genome 82.7% 82
51 AY394983. 1_SARS_coronavi rus_HSZ2- A_conpl et e_genone 82.7% 82
52 AY394984.1_SARS_coronavi rus_HSZ- A _parti al _genone 84.3% 84.
53 AY394985. 1_SARS_cor onavi r us_HSZ- Bb_conpl et e_genone 16.7% 16.
54 AY394986. 1_SARS_cor onavi r us_HSZ- Cb_conpl et e_genone 83.0% 83.
55 AY394987. 1_SARS_coronavi r us_HZS2- Fb_conpl et e_genome 86.0% 86.
56 AY394988. 1_SARS_coronavi rus_JMD partial _genone 71.3% 71.
57 AY394989. 1_SARS_coronavi rus_HzZS2- D_conpl et e_genone 95.0% 95.
58 AY394990. 1_SARS_coronavi rus_HZS2- E_conpl et e_genone 95.0% 95.
59 AY394991. 1_SARS_cor onavi r us_HzZS2- Fc_conpl et e_genome 95.0% 95.
60 AY394992. 1_SARS_cor onavi rus_HzZS2- C_conpl et e_genone 95.0% 95.
61 AY394993. 1_SARS_coronavi rus_HGZ8L2_conpl et e_genone 95.0% 95.
62 AY394994. 1_SARS_cor onavi r us_HSZ- Bc_conpl et e_genone 95.0% 95.
63 AY394995. 1_SARS_cor onavi r us_HSZ- Cc_conpl et e_genone 95.0% 95.
64 AY394996. 1_SARS_cor onavi rus_ZS- B_conpl et e_genone 95.0% 95.
65 AY394997. 1_SARS_coronavi rus_ZS-A_conpl et e_genone 95.0% 95.
66 AY394998. 1_SARS_coronavi rus_LCl_conpl et e_genone 95.0% 95.
67 AY394999. 1_SARS_coronavi rus_LC2_conpl et e_genone 95.0% 95.
68 AY395000. 1_SARS_cor onavi rus_LC3_conpl et e_genone 95.0% 95.
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108 AYB54624. 1_SARS_cor onavi rus_TJF_conpl et e_genome 99.7% 99.0%
109 AY714217. 1_SARS_Cor onavi rus_CDC*200301157_conpl et e_genone 100. 0% 100. 0%
110 CQ03009. 1_Sequence_13_f r om Pat ent _WR004094667 100. 0% 99.7%
111 CQY18584. 1_Sequence_1_f rom Pat ent _W2004096842 95.0% 95.0%
112 CQY18585. 1_Sequence_2_f rom Pat ent _W2004096842 95.0% 95.0%
113 CQY18598. 1_Sequence_15_f rom Pat ent _W2004096842 100. 0% 100. 0%
114 NC_004718. 3_SARS_cor onavi rus_conpl et e_genone 100. 0% 100. 0%
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Ref erence sequence (1): hCoV-19/ Al geri a/ G0638_2264/ 2020] EPI
Identities normalised by aligned |ength.

Col ored by: identity
1 hCoV-19/ Al geri a/ G0638_2264/ 2020| EPI _| SL_418241| 2020- 03- 02
2 hCoV-19/ Austral i a/ NSWD1/2020| EPI _I SL_407893| 2020- 01- 24
3 hCoV- 19/ bat / Yunnan/ RaTG13/ 2013| EPI _I SL_402131| 2013- 07- 24
4 hCoV- 19/ Bei j i ng/ 105/ 2020| EPI _| SL_413518| 2020- 01- 26
5 hCoV- 19/ Bel gi um BA- 02291/ 2020| EPI _I SL_415159| 2020- 02- 29
6 hCoV- 19/ Brazi | / AVBR- 02/ 2020| EPI _I SL_417034| 2020- 03- 16
7 hCoV- 19/ Cambodi a/ 0012/ 2020| EPI _I SL_411902| 2020- 01- 27
8 hCoV- 19/ Canada/ BC_02421/ 2020| EPI _I SL_415581| 2020- 03- 01
9 hCoV- 19/ Chi | e/ Santi ago_op2d1/ 2020| EPI _I SL_415658| 2020- 03- 06

10 hCoV- 19/ Chi na/ | QTC01/ 2020| EPI _I SL_412966( 2020- 02- 05
11 hCoV- 19/ Chi na/ WHU02/ 2020| EPI _T SL_406717| 2020- 01- 02
12 hCoV- 19/ Chonggi ng/ | VDC- CQ 001/ 2020| EPI _I SL_408481| 2020- 01- 18
13 hCoV- 19/ Congo/ 108/ 2020| EPI _I SL_417948| 2020- 03- 19
14 hCoV- 19/ Denmar k/ SSI - 01/ 2020| EPI _| SL_416142| 2020- 02- 26
15 hCoV- 19/ Engl and/ 01/ 2020] EPI _I SL_407071] 2020- 01- 29
16 hCoV- 19/ Fi nl and/ 1/ 2020| EPI _I SL_407079] 2020- 01- 29
17 hCoV- 19/ Foshan/ 20SF207/ 2020 EPI _| SL_406534| 2020- 01- 22
18 hCoV- 19/ Fr ance/ ARA094100/ 2020 EPI _| SL_418412| 2020- 03- 15
19 hCoV- 19/ Fuj i an/ 13/ 2020| EPI _I SL_411066] 2020- 01- 22
20 hCoV- 19/ Geor gi a/ Th/ 2020| EPI _| SL_416482| 2020- 03- 13
21 hCoV- 19/ Ger many/ Baden- Wier t t enber g- 1/ 2020| EPl _I SL_412912| 2020- 02- 25
22 hCoV- 19/ Ger many/ BavPat 1/ 2020| EPI _I SL_406862| 2020- 01- 28
23 hCoV- 19/ Ger many/ NRW 01/ 2020| EPI _| SL_413488| 2020- 02- 28
24 hCoV- 19/ G eece/ 10/ 2020| EPI _| SL_418263| 2020- 03- 18
25 hCoV- 19/ Guangdong/ 2020XN4243- P0035/ 2020| EPI _| SL_413853| 2020- 01- 30
26 hCoV- 19/ Guangzhou/ 20SF206/ 2020| EPI _I SL_406533| 2020- 01- 22
27 hCoV- 19/ Hangzhou/ HzZ- 1/ 2020 EPI _I SL_406970| 2020- 01- 20
28 hCoV- 19/ Hef ei / 2/ 2020] EPI _I SL_412026| 2020- 02- 23
29 hCoV- 19/ Hong_Kong/ Casel 21012020/ 2020| EPI _| SL_417176| 2020- 01- 21
30 hCoV- 19/ Hungary/ 2/ 2020| EPI _| SL_418183| 2020- 03-17
31 hCoV- 19/ 1 cel and/ 1/ 2020] EPI _I SL_417535| 2020- 03- 13
32 hCoV- 19/ I ndi a/ 1- 31/ 2020 EPI _| SL_413523| 2020- 01- 31
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- - - - CTTGTAGATCTGTTCTCTAAACG
AGATCTGTTCTCTAAACG
- CTTTCCAGGTAACAAACCAACGAACTCTCGATCTCTTCTAGATCTCTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
AACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
TCTCTTGTAGATCTGTTCTCTAAACG
© CTTOOCAGGT AACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTARACG
- AGATCTGTTCTCTAAACG
- - GATCTGTTCTCTAAACG
- GTTCTTTAAGGTTTATAG - - - CTTOOCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTARACG

- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
AACAAACCAACCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
- - AGGTTTATAG - - - CTTOOCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG

AAAGGTTTATAG:- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCT! C'I'I'CI' AGATCTCI' TCTCTAAACG
- - CTCTTCTAGATCTCTTCTCTAAACG
- AGATCTCTTCTCTAAACG
- AGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG - - - C'I'I' CCO\GBT "AACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
- GGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - - GTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
AAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - - - ATTAAAGGTTTATAG: - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
AGATCTCTTCTCTAAACG
- AGATCTCGTTCTCTAAACG
CTT CCOAGSI' 'AACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCGTTCTCTAAACG
CAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - --nnNNNNNNNNNNNNN- - - - NNNNNNNNNNNNNNNNNNNNNANNNNNNNNNNNNNNNNNAGATCTCGTTCTCTAAACG
GGGGATTAAAGGTTTATAG: - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - - - ATTAAAGGTTTATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG
ATTAAAGGTTTATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCTTCTCTAAACG

- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCTTCTCTAAACG
ATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG
- - - - ATTAAAGGTTTATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
CCAACTTTCGATCTCTTGTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
AACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
- - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - CGATCTCTTCGTAGATCTCTTCTCTAAACG
AGATCTCTTCTCTAAACG
--ATAG - - - C'I'I' CCO\GBT "AACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
- GTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- CAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG - - - C'I'I' CCO\GBT "AACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTCTCGATCTCTTCTAGATCTCTTCTCTAAACG
TTATAGC- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
CCTGGGAAGGTATAAACCT TACT TCCCAGGTAACAAACCAACCAACT TTCGATCTCTTCTAGATCTCTTCTCTAAACG
AGATCTCTTCTCTAAACG
- - ACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG
- - ACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - - - CAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
CTT CCOAGSI' 'AACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCGTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCTTCTCTAAACG
- - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- AAACCAACCAACTTTCGATCTCTTCGTAGATCTGTTCTCTAAACG
TTTCGATCTCTTCTAGATCTCTTCTCTAAACG

CTT CCOAGSI' 'AACAAACCAACCAACTTTCGATCTCTTCTAGATCTCGTTCTCTAAACG

- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCGTAGATCTCTTCTCTAAACG
- CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- - - - ATTAAAGGTTTATAG: - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTGTAGATCTGTTCTCTAAACG
AGATCTCTTCTCTAAACG
- - ATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
ATTAAAGGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
- GGTTTATAG- - - - CTTCCCAGGTAACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
CCAGGTAACAAGCCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG
. AGATCTCTTCTCTAAACG
TsTCGATCTCTTCTAGATCTCTTCTCTAAACG
. AACAAACCAACCAACTTTCGATCTCTTCTAGATCTCTTCTCTAAACG

AACTTTAAAATCTCTCTGECTCTCACTCGECTCCATCCTTAGTCCACTCACCCACTATAATTAATAACTAATTACTCTCG
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AACTTTAAAATCTCTCTGECTCTCACTCGECTCCATCCTTACTCCACTCACCCACTATAATTAATAACTAATTACTCTCG
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CTAGCTTTCCTCCG
CTAGCTTTTCTCCGEETCTGACG: - - -
CTAGCTTTTCTCCGEETCTGACCGAAAGETAAGATGGAG -
CTAGCTTTCCTCCGETCTGACG- - - - - - - - - - - -
CTAGCTTTCCTCCGEETCTGACCGAAACCTA- - - -
CTAGCTTTCCTCCGEETCTGACCGAAAGETAAGATGG: - - -
CTAGCTTTTCTCCGEETCTGACCG: - -
CTAGCTTTCCTCCGECTCT- - - - - -
CTAGCTTTTCTCCGECTCTGA: - - - - -

CTAGCTTTTCTCCGRETCTGACCGAAAGETAAGATGGAGACCCTTCTCOCTGET TTCAACGAGAAAA-
CTAGGTTTCCTCCGRETCTGACCGAAAGETAAGATGGAGACCCTTCTCOCTGET TTCAACGAGAAAAC-
CTAGGTTTTCGTCCGRCTCT- - - - - - - -
CTAGGTTTCCTCCGRETCTGACCG - -
CTAGGTTTCCTCCGBETCTGACCGAAAGETAAGA- -
CTAGCTTTCCTCCGCTG - - - - - - - -
CTAGGTTTCCTCCGRCTCTGA: - - - - -
CTAGCTTTCCTCCGBETCTGACCGAAAGETAAGATGGAGACGCCTTCTCOCTGETTTCA-
CTAGCTTTTCTCCGGETCTGACCGAAAGETAAGATGGAGACCCTTCTCOCTGET TTCAACGAGAAAACACACG - -
CTAGCTTTTCTCCGGCTCTGACCGAAAG
CTAGCTTTCCTCCGRETCTGACCGAAAGETAAGATGGA-

CTAGCTTTCCTCCCXTG -
CTAGCTTTCCTCCCEETCTGACCGAAAGET AAGATGGAGACCCTTETCOCTGET 'I'I'O\ACGACAAAAO\CACGT CO\ACT
CTAGCTTTCCTCCCSG -
CTAGCTTTCCTCCCSG -
CTAGCTTTCCTCCGEETCTGACCG
CTAGCTTTCCTCCCECTCT-
CTAGCTTTCCTCCCXTG - - - - - -
CTAGCTTTTCTCCGEETCTGACG: -
CTAGCTT---------
CI' AGTI' 'I'I'CCTCCGITCTGACCGN\AGTI’ AAGATGGAGACCCTTCTC:- - - -

CI'AGTI' 'I'I'I'CTCCGITCTGACCGN\AGTI’ AAGATGGAG -
CTAGGTTTCGTCCGGETCTGACCGAAAGGTAAGAT- - - - - -
CTAGGTTTTGTCCGGETCTGACCGAAAGETAAGATGGAGAGCCTTGTCCC- -
CTAGCTTTCCTCCGRETCTGACCGAAAGETAAGATGGAGACCCTTCTCOCTGET TTCAACGAGAAAAC- -
CTAGCTTTCCTCCGBETCTGACCGAA- -
CTAGGTTTCCTCCGRETCTGACCG - -
CTAGCTTTTCTCCGBETCTGACCGAAAGETAAGATGGAGAGCCTTCTC-
CTAGCTTTTCTCCGG
CTAGGTTTCCTCCG -
CTAGCTTTTCTCCGGETCTGACCGAAAGG
CTAGGTTTCCTCCGGG -
CTAGCTTTTCTCCGG

CTAGETTTTCTCCGRETCTGACCGAAAGGT AAGATGGAGAGCCTTCTCOCTGCT TTCAACGAGAAAAC-
CTAGETTTTCTCCGRETCTGACCGAAAGGT AAGATGGAGAGCCTTETCCOCT-
CTAGETTTCETCCGRETCTG - - - < - = == mmmmmmmmmme e
CTAGETTTCGTCCGRETCTGACCGAAAGCT AAGATGGAGACCS- -
CTAGETTTCGTCCGGETGTGACCGAAAGCTAAGATGGAGAG - -
CTAGETTTCGTCCGGETGTGACCG: - -
CTAGETTTCGTCCGRE
CTAGETTTTETCCG -
CTAGCT-
CTAGETTTCGTCCGRETCTGACCGAAAGET AAGATGGA-
CTAGETTTTGTCCGRETCTGACCGAAAGET AAGATGGAGAGCCTTETCC
CTAGETTTCGTCCGRETCT-
CTAGET.
CTAGETTTCCTOCORTETGACE -
CTAGETTTCGTCCGRETGTGA- - - -
CTAGETTTCGTCCG-
CTAGETTTTGTCCGRETGTGACCGAAAGGT AAGATGGAGAGCCTTCTCOCTGCT TTCAACGAGAAAACACA-
CTAGETTTCGTCCGRETGTGAC-
CTAGETTTCCTCCGRETG
CTAGETTTCGTCCGRG - - - - - - - - - -
CTAGETTTCGTCCGRETCTGACCGAAAGGTAAG -

CTAGGTTTSGTCCGEG. .
CTAGGTTTs GTCCGRCETG
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