Table S1. Pathway analysis of the lncRNAs in each RNA fraction. The ribosome-free fraction is on top with the name of the enriched pathway term in the first column, the source from which the information was taken in the second column, FDR in the third column, the number of genes from the input found in the database in the fourth column, and the genes name in the fifth column. The polysome-bound fraction is shown on the bottom.
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	Name
	Source
	FDR
	#genes
	Gene

	dermatan sulfate biosynthesis (late stages)
	BIOCYC 
	0,015
	1 
	DSE

	Dermatan sulfate biosynthesis
	REACTOME 
	0,015
	1 
	DSE

	dermatan sulfate biosynthesis
	BIOCYC 
	0,015
	1 
	DSE

	Digestion of dietary lipid
	REACTOME 
	0,015
	1 
	LMF1

	Glycosaminoglycan biosynthesis - chondroitin sulfate / dermatan sulfate
	KEGG 
	0,015
	1 
	DSE

	Chondroitin sulfate/dermatan sulfate metabolism
	REACTOME 
	0,033
	1 
	DSE

	POLYSOME-BOUND RNA

	Digestion of dietary lipid
	REACTOME
	0,022
	1
	LMF1

	Heterotrimeric G-protein signaling pathway-Gq alpha and Go alpha mediated pathway
	PantherDB
	0,048
	1
	RGS5

	Lipid digestion, mobilization, and transport
	REACTOME
	0,048
	1
	LMF1

	Heterotrimeric G-protein signaling pathway-Gi alpha and Gs alpha mediated pathway
	PantherDB
	0,048
	1
	RGS5
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