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Supplemental Figure 1. The representative pyrograms of the heterozygosity in the clinical stool samples. Two 

SNVs at nucleotide positions 1742 and 6836 identified by NGS were confirmed by pyrosequencing (Table 1). The 

representative pyrograms of the substitution G to A at nucleotide position 1742 (*shown as C to T, due to the 

antisense primer applied for this SNV), and C to T at nucleotide position 6836 compared to the reference sequence 

(NCBI accession number: M14707) are shown.  The pyrosequencing method is described under Material and 

Methods. E = addition of enzyme, S = addition of substrate.  


